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This International Search Report has not been established in respect of certain claims under Article 1 7(2)(a) for the following reasons: 
1. | | Claims Nos.: 

because they relate to subject matter not required to be searched by this Authority, namely: 



2. | | Claims Nos.: 

because they relate to parts of the International Application that do not comply with the prescribed requirements to such 
an extent that no meaningful international Search can be carried out, specifically: 



3. 1 I Claims Nos.: 

because they are dependent claims and are not drafted in accordance with the second and third sentences of Rule 6.4(a). 
Box II Observations where unity of invention is lacking (Continuation of item 2 of first sheet) — •— — 



This International Searching Authority found multiple inventions in this international application, as follows: 



1 . I I As all required additional search fees were timely paid by the applicant, this International Search Report covers all 
1 1 searchable claims. 



2. | | As all searchable claims could be searched without effort justifying an additional fee, this Authority did not invite payment 
of any additional fee. 



3. I 1 As only some of the required additional search fees were timely paid by the applicant, this International Search Report 
1 1 covers only those claims for which fees were paid, specifically claims Nos.: 



4 - 1 Y 1 No re Q u ' red additional search fees were timely paid by the applicant. Consequently, this International Search Report is 
restricted to the invention first mentioned in the claims; it is covered by claims Nos.: 

1-16,34,38,39,44-55 (in part) 



Remark on Protest 



| | The additional search fees were accompanied by the applicant's protest. 
| | No protest accompanied the payment of additional search fees. 
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1. Claims: 1-16, 34, 38, 39, 44-55 (in part) 
Invention 1: 

Nucleic acid as set forth in Seq.Id.No.l and protein 
sequence as set forth in Seq.Id.No.2 of the sequence 
listing, their methods of production and uses in medical 
preparations against disorders caused by Fungi or Yeast. 



2. Claims: 1-55 in part 

Inventions 2 to 228: 

Same as for invention 1 but in relation to each group of 
nucleic acid sequence and its relative aminoacid sequence: 

Invention 2: Seq.Id.Nos. 3 and 4, 



Invention 228: Seq.d.Nos. 455 and 456. 
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been amended and are the basis for this report and/or sheets containing rectifications made before this Authority 
(see Rule 70.1 6 and Section 607 of the Administrative Instructions under the PCT). 

These annexes consist of a total of 3 sheets. 



3. This report contains indications relating to the following items: 
I Basis of the report 



Non-establishment of opinion with regard to novelty, inventive step and industrial applicability 
Lack of unity of invention 

Reasoned statement under Article 35(2) with regard to novelty, inventive step or industrial applicability; 
citations and explanations suporting such statement 

Certain documents cited 

Certain defects in the international application 

Certain observations on the international application 
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I. Basis of the report 

1 . With regard to the elements of the international application (Replacement sheets which have been furnished to 
the receiving Office in response to an invitation under Article 14 are referred to in this report as "originally filed" 
and are not annexed to this report since they do not contain amendments (Rules 70. 16 and 70.17)): 
Description, pages: 

1-41 as originally filed 



Claims, No.: 

1 -55 as originally filed 



Drawings, sheets: 

1/1 61-21/161 ,23/1 61 -27/1 61 , as originally filed 

29/161-56/161, 

58/161-161/161 

22/161,28/161, as received on 23/11/2000 with letter of 22/11/2000 

57/161 

Sequence listing part of the description, pages: 
1-570, filed with the letter of 24.10.2000 

2. With regard to the language, all the elements marked above were available or furnished to this Authority in the 
language in which the international application was filed, unless otherwise indicated under this item. 

These elements were available or furnished to this Authority in the following language: , which is: 

□ the language of a translation furnished for the purposes of the international search (under Rule 23.1 (b)). 

□ the language of publication of the international application (under Rule 48.3(b)). 

□ the language of a translation furnished for the purposes of international preliminary examination (under Rule 
55.2 and/or 55.3). 

3. With regard to any nucleotide and/or amino acid sequence disclosed in the international application, the 
international preliminary examination was carried out on the basis of the sequence listing: 

□ contained in the international application in written form. 

□ filed together with the international application in computer readable form. 
H furnished subsequently to this Authority in written form. 

H furnished subsequently to this Authority in computer readable form. 

S The statement that the subsequently furnished written sequence listing does not go beyond the disclosure in 
the international application as filed has been furnished. 

I 
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H The statement that the information recorded in computer readable form is identical to the written sequence 
listing has been furnished. 

4. The amendments have resulted in the cancellation of: 

□ the description, pages: 

□ the claims, Nos.: 

□ the drawings, sheets: 

5. □ This report has been established as if (some of) the amendments had not been made, since they have been 

considered to go beyond the disclosure as filed (Rule 70.2(c)): 

(Any replacement sheet containing such amendments must be referred to under item 1 and annexed to this 
report.) 



6. Additional observations, if necessary: 
see separate sheet 



III. Non-establishment of opinion with regard to novelty, inventive step and industrial applicability 

1. The questions whether the claimed invention appears to be novel, to involve an inventive step (to be non- 
obvious), or to be industrially applicable have not been examined in respect of: 

□ the entire international application. 

K claims Nos. 1-16, 34, 38, 39, 44, 45, all partially, 17-33, 35-37, 40-43 all completely, 
because: 

K the said international application, or the said claims Nos. 44, 45 relate to the following subject matter which 
does not require an international preliminary examination (specify): 
see separate sheet 

□ the description, claims or drawings (indicate particular elements beloW) or said claims Nos. are so unclear 
that no meaningful opinion could be formed (specify): 



K the claims, or said claims Nos. 11-14, 16, 40-43 are so inadequately supported by the description that no 
meaningful opinion could be formed. 

S no international search report has been established for the said claims Nos. 1-16, 34, 38, 39, 44-55 all 
partially, 17-33, 35-37, 40-43 all completely. 

2. A meaningful international preliminary examination cannot be carried out due to the failure of the nucleotide 
and/or amino acid sequence listing to comply with the standard provided for in Annex C of the Administrative 
Instructions: 

□ the written form has not been furnished or does not comply with the standard. 
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□ the computer readable form has not been furnished or does not comply with the standard. 

IV. Lack of unity of invention 

1 . In response to the invitation to restrict or pay additional fees the applicant has: 

□ restricted the claims. 

□ paid additional fees. 

□ paid additional fees under protest. 

□ neither restricted nor paid additional fees. 

2. □ This Authority found that the requirement of unity of invention is not complied and chose, according to Rule 

68.1 , not to invite the applicant to restrict or pay additional fees. 

3. This Authority considers that the requirement of unity of invention in accordance with Rules 13.1, 13.2 and 13.3 is 

□ complied with. 

H not complied with for the following reasons: 
see separate sheet 

4. Consequently, the following parts of the international application were the subject of international preliminary 
examination in establishing this report: 

□ all parts. 

H the parts relating to claims Nos. 1-16, 34, 38, 39, 44-55. 

V. Reasoned statement under Article 35(2) with regard to novelty, inventive step or industrial applicability; 
citations and explanations supporting such statement 



1. 



Statement 



Novelty (N) 



Yes: 
No: 



Claims 
Claims 



1-16, 34, 38, 39, 44-55 



Inventive step (IS) 



Yes: 
No: 



Claims 
Claims 



1-16, 34, 38, 39, 44-55 



Industrial applicability (IA) 



Yes: 
No: 



Claims 
Claims 



1-16, 34, 38, 39, 44-55 



2. 



Citations and explanations 
see separate sheet 



VII. Certain defects in the international application 
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The following defects in the form or contents of the international application have been noted: 
see separate sheet 



VIII. Certain observations on the international application 

The following observations on the clarity of the claims, description, and drawings or on the question whether the 
claims are fully supported by the description, are made: 
see separate sheet 
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Re Item I 

Basis of the report 

1. The amendments to the drawings filed with the letter of 22.11.2000 are formally 
allowable under Article 34(2)(b) PCT because they are the corrections of obvious 
errors under Rule 91.1 and do not introduce subject-matter extending beyond the 
content of the application as filed. 



Re Item III 

Non-establishment of opinion with regard to novelty, inventive step and industrial 
applicability 

1 . No meaningful examination could be performed for claims 1-16, 34, 38, 39, 44-55 all 
partially and 17-33, 35-37, 40-43 all completely, for the following reasons: 

1.1. Rule 66. 1 .(e) (PCT): 

No complete international search report has been established for claims 1-16, 34, 38, 
39, 44-55 all partially and 17-33, 35-37, 40-43 (see Form PCT/ISA/210 issued on 
28/08/2001). Accordingly, said claims need not be the subject of international 
preliminary examination. 

1.2. Articles 5 and 6 PCT: 

Claims 11-14, 16 and 40-43 do not comply with the requirements of Articles 5 and 6 
(PCT). Said claims relate to compounds identifiable by the claimed methods without 
giving a true technical characterisation of such compounds. Moreover no such 
compounds are disclosed in the present application. In consequence the scope of 
said claims is ambiguous and vague and their subject-matter is neither sufficiently 
disclosed nor supported. These deficiencies render a meaningful examination of the 
claimed subject-matter impossible. 
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2. Claims 44 and 45 -as far as they concern in vivo methods- relate to subject-matter 
considered by this Authority to be covered by the provisions of Rule 67.1(iv) PCT. 
Consequently, no opinion will be formulated with respect to the industrial applicability 
of the subject-matter of these claims (Article 34(4)(a)(i) PCT). 



Re Item IV 

Lack of unity of invention 

1. The present application lacks unity as required by Article 3(4)(iii) PCT and Rule 13 
PCT. Rule 13.1 PCT states that for unity of invention to be present, all subject-matter 
should be linked by a single general inventive concept. Each of the 228 groups of 
inventions listed on Form PCT/ISA/206 issued on 28.06.2001 constitutes a separate, 
distinct invention for the following reason. The common concept linking these 228 
groups is that they are all allegedly involved in a Bax-induced apoptotic pathway in 
yeast. Bax induction of apoptotic pathways in yeast has already been known from the 
prior art. D3 teaches that Bax induces an apoptotic cascade in yeast and discloses 
genes involved in a pathway leading to apoptosis and their use for killing yeast. 
Since no other "special" technical feature (Rule 13.2 PCT) could be identified to 
provide a linking concept between the four groups, each must be considered as a 
separate invention. 

N.B. The use of the term "invention" here in no way implies recognition of an 
inventive step for the subject-matter of any group. 



Re Item V 

Reasoned statement under Article 35(2) with regard to novelty, inventive step or 
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industrial applicability; citations and explanations supporting such statement 

1 . Reference is made to the following documents: 

D1: DATABASE TREMBL [Online] EMBL database Heidelberg ac: p89096, 1 May 

1997 (1997-05-01) KOBAYASHI O. ET AL: The region of Flo1 protein 

responsible for sugar recognition.' XP0021 35238 
D2: DATABASE SWISS PROT [Online] ac: p39561 , 1 February 1 995 (1 995-02-01 ) 

BUSSEY H. ET AL.: 'gene: YAR061 W XP002135239 
D3: LIGR M. ET AL.: 'Mammal Bax triggers apoptotic changes in Yeast' FEBS 

LETTERS, vol. 438, 1998, page 61-65 XP000857722 AMSTERDAM NL 



2. Novelty (Article 33(2) PCT) 

The present application discloses sequences involved in the molecular pathways 
leading to apoptosis in yeast. The claimed sequences were obtained by differential 
display screening of Bax induced mRNAs on arrays of yeast ORFs. The use of such 
sequences in pharmacy is alleged. There is no indication of a function of the claimed 
cDNAs. 

D1 and D2 are database entries that are identical to SEQ ID Nos:1 and 2 of the 
present application. D3 discloses that Bax induces apoptotic pathways in yeast. D1- 
D3 are thus detrimental to the novelty and inventive step of claims 1-16, 34, 38, 39 
and 44-45. 



3. Inventive step (Article 33(3) PCT) 

Due to the fact that no function has been established for the claimed sequences, 
these do not appear to be associated with any known technical effect. Accordingly, 
the only underlying technical problem that can be recognised is the provision of 
sequences somehow associated with the apoptotic pathway in yeast. To establish 
inventive activity, 



the provision of a sequence must be justified by the technical purpose, i.e. by a 



Form PCT/Separate Sheet/409 (Sheet 3) (EPO-April 1997) 



INTERNATIONAL PRELIMINARY International application No. PCT/BE00/00077 

EXAMINATION REPORT - SEPARATE SHEET 



hitherto unknown or unexpected technical effect, caused by those technical features 
which distinguish the claimed molecules from numerous other ones. Due to the 
absence of any disclosed function or technical effect, the provision of the present 
sequences amounts to nothing more than an arbitrary selection. Consequently, the 
claimed molecules as well as compositions, vectors, host cells kits and methods 
relating to them (claims 1-16, 34, 38, 39 and 44-45) are considered to lack an 
inventive step, pursuant to Article 33(3) PCT. 

4. Industrial applicability (Article 33(4) PCT) 

In so far as the present specification is completely silent with regard to the function 
of the claimed sequences, the possible fields of application for the claimed protein 
and polynucleotides suggested in the specification are merely speculative. Thus it is 
questionable whether the claimed subject-matter actually meets the requirements set 
forth in Article 33(4) PCT. 



Re Item VII 

Certain defects in the international application 

1 . Contrary to the requirements of Rule 5.1 (ii) PCT, documents D1 -D3 are not identified 
in the description and the relevant background art disclosed therein is not briefly 
discussed. 



Re Item VIII 

Certain observations on the international application 
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1 . The claimed use of the disclosed sequences for the preparation of a medicament for 
treating diseases associated with yeast or fungi is neither disclosed in nor supported 
by the application as filed. Such use is purely hypothetical and amounts to little more 
than an unsubstantiated desideratum. Accordingly, claims 1-4, 15, 44-48 do not fulfill 
the requirements of Articles 5 and 6 EPC. 

2. In this context it should also be noted that even the relation of the disclosed 
sequences with apoptosis is purely hypothetical: Bax-induced or Bax-regulated 
expression or over-expression of genes and apoptotic pathways are related but not 
overlapping concepts. There is no evidence that every Bax regulated sequence is 
involved in apoptosis, even if such involvement were sufficient to justify speculations 
on a medical use. 

3. Furthermore, present claims 1 and 2 do not satisfy the provisions of Article 6 PCT in 
that the term "functional equivalents" and "functional fragment" is unclear. A 
functional equivalent of a sequence involved in an apoptotic pathway in yeast is any 
sequence somehow involved in an apoptotic pathway in yeast. Claims to such an 
equivalent would have to be additionally defined in terms of its sequence for the 
purposes of Article 6 PCT. 
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CELL DEATH RELATED DRUG TARGETS IN YEAST AND FUNGI 



The present invention relates to the identification of genes and proteins 
encoded thereof from yeast and fungi whose expression is modulated upon 
5 programmed cell death and which genes, proteins or functional fragments and 
equivalents thereof may be used as selective targets for drugs to treat infections 
caused by or associated with yeast and fungi or for the treatment of proliferative 
disorders or for the prevention of apoptosis in certain diseases. 

Invasive fungal infections (e.g. Candida spp, Aspergillus spp., Fusarium spp., 
10 Zygomycetes spp.) (Walsh, 1992) have emerged during the past two decades as 
important pathogens causing formidable morbidity and mortality in an increasingly 
diverse and progressively expanding population of immunocompromised patients. 
Those with the acquired immune deficiency syndrome (AIDS) constitute the most 
rapidly growing group of patients at risk for life-threatening mycosis. But fungal 
15 infections have also increased in frequency in several populations of other susceptible 
hosts, including very-low-birth-weight infants, cancer patients receiving chemotherapy, 
organ transplant recipients, burn patients and surgical patients with complications. 

These fungal infections are not limited to humans and other mammals, but are 
also important in plants where they can cause diseases or cause the production of 
20 unwanted compounds (e.g. Fusarium spp., Aspergillus spp., Botritis spp., 
Cladosporium spp.). 

Although recent advances in antifungal chemotherapy have had an impact on 
these mycoses, expanding populations of immunocompromised patients will require 
newer approaches to antifungal therapy. The discovery of novel antifungal agents is 
25 thus an essential element of any new antifungal therapy. 

Classical approaches for identifying anti-fungal compounds have relied almost 
exclusively on inhibition of fungal or yeast growth as an endpoint. Libraries of natural 
products, semi-synthetic, or synthetic chemicals are screened for their ability to kill or 
arrest growth of the target pathogen or a related nonpathogenic model organism. 
30 These tests are cumbersome and provide no information about a compound's 
mechanism of action. The promising lead compounds that emerge from such screens 
must then be tested for possibl host-toxicity and detailed mechanism of action studies 
must subsequently be conducted to identify the aff cted molecular targ L 

Cells from multicellular organisms can commit suicid in response to specific 
35 signals or injury by an intrinsic program of cell death. Apoptosis is a form of 
programmed cell death which leads to elimination of unnec ssary or damaged cells. To 
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survive, all cells from multicellular organisms depend on the constant repression of this 
suicide program by signals from other cells (Raff, 1992). It has been assumed that 
such an altruistic form of cell survival arose with multicellularity and would have been 
counterselected in unicellular organisms. Recent findings indicate, however, that a 
5 similar process of cell survival also operates in single-celled eukaryotes. 

It has been found that expression of the mammalian Bax gene triggers cell 
death in Saccharomyces cerevisiae and the fission yeast Schizosaccharomyces 
pombe with morphological changes similar to apoptosis (Jurgensmeier et aL t 1997). 
However, the mechanism of Bax lethality in S. cerevisiae remains unclear. 
1 0 Since it has been discovered that the mammalian Bax gene triggers apoptotic 

changes in yeast (Ligr et aL, 1998), this can be an indication that the molecular 
pathways eventually leading to programmed cell death may also be partially present in 
yeast cells and other unicellular eukaryotes. 

It is an aim of the present invention to provide nucleic acid as well as 
15 polypeptide sequences which represent potential molecular targets for the identification 
of new compounds which can be used in alleviating diseases or conditions associated 
with yeast or fungi infections. 

It is a further aim of the present invention to provide uses of these nucleic acid 
and amino acid molecules for the preparation of a medicament for treating diseases 
20 associated with yeast or fungi. 

It is also an aim of the invention to provide pharmaceutical compositions and 
vaccines comprising these nucleic acids or polypeptides. 

It is also an aim of the present invention to provide vectors comprising these 
nucleic acids, as well as host cells transfected or transformed with said vectors. 
25 It is also an aim of the invention to provide antibodies against these 

polypeptides, which can be used as such, or in a composition as a medicine for treating 
diseases associated with yeast and fungi. 

It is another aim of the invention to provide methods to selectively identify 
compounds capable of inhibiting or activating expression of such polypeptides in yeast 
30 or fungi infections. The nucleic acid and polypeptide molecules alternatively can be 
incorporated into an assay or kit to identify these compounds. 

It is also an aim of the invention to provide a method of preventing infection with 
yeast or fungi. 

It is also an aim of the inv ntion to provide probes and primers deriv d from the 
35 nucleic acid sequences of the invention. 
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All the aims of the present invention have been met by the embodiments as set 
out below. 

The present inventors identified a range of specific nucleotide sequences which 
are involved in the molecular pathways eventually leading to programmed cell 
5 death The present inventors were able to identify via macro array screening a range of 
genes involved in a pathway eventually leading to programmed cell death in the yeast 
Saccharomyces cerevisiae. As explained in Example 2, genes showing a difference of 
a factor 5 or more in expression as a result of Bax-induced cell death, were identified 
as differentially expressed candidate genes. Some of these genes are clearly down- 

10 regulated in a Sax-expressing strain, while other genes show an upregulated 
expression (Table 1 ). Example 3 describes a further experiment wherein the results of 
differential expression were analysed using the Pathways™ software and differentially 
expressed nucleic acid sequence were identified. 

According to a first embodiment, the invention relates to the use of a nucleic 

15 acid molecule encoding a polypeptide which is involved in a pathway eventually leading 
to programmed cell death of yeast or fungi and which nucleic acid sequence is selected 
from: 

(a) a nucleic acid encoding a protein having an amino acid sequence as represented in 
any of SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 1 8, 20, 22, 24, 26, 28, 30, 32, 34, 36, 

20 38, 40, 42, 44, 46, 48, 50, 52, 54, 56, 58, 60, 62, 64, 66, 68, 70, 72, 74, 76, 78, 80, 

82, 84, 86, 88, 90, 92, 94, 96, 98, 100, 102, 104, 106, 108, 110, 112, 114, 116, 118, 
120, 122, 124, 126, 128, 130, 132, 134, 136, 138, 140, 142, 144, 146, 148, 150, 
152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 176, 178, 180, 182, 
184, 186, 188, 190, 192, 194, 196, 198, 200, 202, 204, 206, 208, 210, 212, 214, 

25 216, 218, 220, 222, 224, 226, 228, 230, 232, 234, 236, 238, 240, 242, 244, 246, 

248, 250, 252, 254, 256, 258, 260, 262, 264, 266, 268, 270, 272, 274, 276, 278, 
280, 282, 284, 286, 288, 290, 292, 294, 296, 298, 300, 302, 304, 306, 308, 310, 
312, 314, 316, 318, 320, 322, 324, 326, 328, 330, 332, 334, 336, 338, 340, 342, 
344, 346, 348, 350, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 

30 376, 378, 380, 382, 384, 386, 388, 390, 392, 394, 396, 398, 400, 402, 404, 406, 

408, 410, 412, 414, 416, 418, 420, 422, 424, 426, 428, 430, 432, 434, 436, 438, 
440, 442, 444, 446, 448, 450, 452, 454, 456, 458, 460, 462, 464, 466, 468, 470, 
472, 474, 476, 478, 480, 482, or 484, or encoding a functional equivalent, 
derivative or biopr cursor of said protein; 

35 (b) a nucleic acid molecul encoding a protein having an amino acid sequence which 
is more than 70% similar, preferably mor than 75% or 80% similar, mor 
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preferably more than 85%, 90% or 95% similar and most preferably more than 97% 
similar to any of the amino acid sequences shown in SEQ ID NOs 2, 4, 6, 8, 1 0, 1 2, 
14, 16, 18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 50, 52, 54, 56, 
58, 60, 62, 64, 66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 90, 92, 94, 96. 98, 100, 
5 102, 104, 106, 108, 110, 112, 114, 116, 118, 120. 122, 124, 126, 128, 130, 132, 

134, 136. 138, 140, 142, 144, 146, 148, 150, 152, 154, 156, 158, 160, 162, 164, 
166, 168, 170. 172, 174, 176, 178, 180, 182, 184, 186, 188, 190, 192, 194, 196, 
198, 200, 202, 204, 206, 208, 210, 212, 214, 216, 218, 220, 222, 224, 226, 228, 
230, 232, 234, 236, 238, 240, 242, 244, 246, 248, 250, 252, 254, 256, 258, 260, 

10 262, 264, 266, 268, 270, 272, 274, 276, 278, 280, 282, 284, 286, 288, 290, 292, 

294, 296, 298, 300, 302, 304, 306, 308, 310, 312, 314, 316, 318, 320, 322, 324, 
326, 328, 330, 332, 334, 336, 338, 340, 342, 344, 346, 348, 350, 352, 354, 356, 
358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 378, 380, 382, 384, 386, 388, 
390, 392, 394, 396, 398, 400, 402, 404, 406, 408, 410, 412, 414, 416, 418, 420, 

15 422, 424, 426, 428, 430, 432, 434, 436, 438. 440. 442. 444, 446, 448, 450, 452, 

454, 456, 458, 460, 462, 464, 466, 468, 470, 472, 474, 476, 478, 480. 482, or 484; 
(c) a nucleic acid molecule encoding a protein having an amino acid sequence which 
is more than 70% identical, preferably more than 75% or 80% identical, more 
preferably more than 85%, 90% or 95% identical and most preferably more than 

20 97% identical to any of the amino acid sequences shown in SEQ ID NOs 2, 4, 6, 8, 
10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 50, 52, 
54, 56, 58, 60, 62, 64, 66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 90, 92, 94, 96, 
98, 100, 102, 104, 106, 108, 110, 112, 114, 116, 118, 120, 122, 124, 126, 128, 130, 
132, 134, 136, 138, 140. 142, 144, 146. 148, 150, 152, 154, 156, 158, 160, 162, 

25 164, 166, 168, 170, 172, 174, 176, 178, 180, 182, 184, 186, 188, 190, 192, 194, 

196, 198, 200, 202, 204, 206, 208, 210, 212, 214, 216, 218, 220, 222, 224, 226, 
228, 230, 232, 234. 236. 238, 240. 242, 244, 246, 248, 250, 252, 254, 256, 258, 
260, 262, 264, 266, 268, 270, 272, 274, 276, 278, 280. 282, 284, 286, 288, 290, 
292, 294, 296, 298, 300, 302, 304, 306, 308, 310, 312, 314, 316, 318, 320, 322, 

30 324, 326, 328, 330, 332, 334, 336, 338, 340, 342, 344. 346, 348, 350, 352, 354, 

356, 358. 360, 362, 364, 366. 368, 370, 372, 374. 376. 378, 380, 382, 384, 386, 
388, 390, 392, 394, 396, 398, 400. 402, 404, 406. 408. 410, 412, 414, 416, 418, 
420, 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 
452, 454, 456, 458, 460, 462, 464, 466, 468, 470, 472, 474, 476, 478, 480, 482, or 

35 484; 
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(d) a nucleic acid molecule comprising a sequence as represented in any of SEQ ID 
NOs 1, 3, 5, 7, 9, 11, 13, 15, 17, 19, 21, 23, 25, 27, 29, 31, 33, 35, 37, 39, 41, 43, 
45, 47, 49, 51 , 53, 55, 57, 59, 61 , 63. 65. 67, 69, 71 , 73, 75, 77, 79, 81 , 83, 85. 87, 
89, 91,93, 95,97,99, 101, 103, 105, 107, 109, 111, 113, 115. 117, 119, 121, 123, 

5 125, 127, 129, 131, 133, 135, 137, 139, 141, 143, 145, 147, 149, 151, 153, 155, 

157, 159, 161, 163, 165, 167, 169, 171, 173. 175, 177, 179, 181, 183, 185, 187, 
189, 191, 193, 195, 197, 199, 201, 203, 205, 207, 209, 211, 213, 215, 217, 219, 
221, 223, 225, 227, 229, 231, 233, 235, 237. 239. 241, 243, 245, 247, 249, 251, 
253, 255, 257, 259, 261, 263. 265, 267, 269. 271. 273. 275, 277, 279, 281, 283, 

10 285. 287, 289, 291, 293. 295,* 297, 299, 301, 303, 305. 307, 309, 311, 313, 315. 

, 317, 319, 321, 323, 325, 327, 329, 331, 333, 335, 337, 339, 341, 343, 345, 347, 
349, 351, 353, 355, 357, 359, 361, 363, 365, 367, 369, 371, 373, 375, 377, 379, 
381, 383, 385, 387, 389, 391, 393, 395, 397, 399, 401, 403, 405, 407, 409, 411, 
413, 415, 417, 419, 421, 423, 425, 427, 429, 431, 433, 435, 437, 439, 441, 443. 

1 5 445, 447, 449, 451 , 453 or 455; 

(e) a nucleic acid sequence which is more than 70% identical, preferably more than 75 
or 80% identical, more preferably more than 85%, or 90% or 95% identical and 
most preferably more than 97% identical to any of the nucleic acid sequences 
shown in SEQ ID NOs 1, 3, 5, 7, 9, 11, 13, 15, 17, 19, 21, 23, 25, 27, 29, 31, 33, 

20 35, 37, 39, 41 , 43, 45, 47, 49, 51 , 53, 55. 57, 59, 61 , 63, 65, 67, 69, 71 , 73, 75, 77, 

79, 81, 83, 85, 87, 89, 91, 93, 95, 97, 99, 101, 103, 105, 107, 109, 111, 113, 115, 
117, 119, 121, 123, 125, 127, 129, 131. 133. 135, 137, 139, 141, 143, 145, 147. 
149, 151, 153, 155, 157. 159, 161, 163, 165, 167. 169. 171. 173, 175. 177, 179, 
181, 183, 185, 187, 189, 191, 193, 195, 197, 199. 201, 203, 205, 207, 209, 211, 

25 213, 215, 217, 219, 221, 223, 225, 227, 229, 231, 233, 235, 237, 239, 241, 243, 

245, 247, 249, 251, 253, 255, 257, 259, 261, 263, 265, 267, 269, 271, 273, 275, 
277, 279, 281, 283, 285, 287, 289, 291, 293, 295, 297, 299, 301, 303, 305, 307, 
309, 311, 313, 315, 317, 319, 321, 323, 325, 327, 329, 331, 333, 335, 337, 339, 
341, 343, 345, 347, 349, 351, 353, 355, 357, 359, 361, 363, 365, 367, 369, 371, 

30 373, 375, 377, 379, 381, 383, 385, 387, 389, 391, 393, 395, 397, 399, 401, 403, 

405, 407, 409, 411, 413, 415, 417, 419, 421, 423, 425, 427, 429, 431, 433, 435, 
437, 439, 441 , 443, 445, 447, 449, 451 , 453 or 455; 

(f) a nucleic acid sequence encoding a functional fragment of any of the nucleic acid 
sequences as specified in a) to e); and 

35 (g) the complem nt of any of the nucl ic acid s quences as specified in a) to f), 
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for the preparation of a medicament for treating diseases associated with yeast or 
fungi. 

Sequence similarity searches were performed using the BLAST software 
package version 2. Identity and similarity percentages were calculated using 
5 BLOSUM62 as a scoring matrix. 

As known in the art, "similarity" between two polypeptides is determined by 
comparing the amino acid sequence and its conserved amino acid substitutes of one 
polypeptide to the sequence of a second polypeptide. Moreover, also known in the art 
is "identity 1 ' which means the degree of sequence relatedness between two polypeptide 

10 or two polynucleotide sequences as determined by the identity of the match between 
two strings of such sequences. Both identity and similarity can be readily calculated. 
While there exist a number of methods to measure identity and similarity between two 
polynucleotide or polypeptide sequences, the terms "identity" and "similarity" are well 
known to skilled artisans (Carillo and Upton, 1988). Methods commonly employed to 

15 determine identity or similarity between two sequences include, but are not limited to, 
those disclosed in "Guide to Huge Computers (Bishop, 1994) and Carillo and Lipton 
(1988). Preferred methods to determine identity are designed to give the largest match 
between the two sequences tested. Methods to determine identity and similarity are 
codified in computer programs. Preferred computer program methods to determine 

20 identity and similarity between two sequences include, but are not limited to, GCG 
program package (Devereux ef a/., 1984), BLASTP, BLASTN and FASTA (Altschul et 
al, 1990). 

The nucleic acid sequences to be used according to this aspect of the invention 
from Saccharomyces cerevisiae are defined in SEQ ID NOs 1, 3, 5, 7, 9, 11, 13, 15, 

25 17, 19, 21, 23, 25, 27, 29, 31, 33, 35, 37, 39, 41, 43, 45, 47, 49, 51, 53, 55, 57, 59, 61, 
63, 65, 67, 69, 71, 73, 75, 77, 79, 81, 83, 85, 87, 89, 91, 93, 95, 97, 99, 101, 103, 105, 
107, 109, 111, 113, 115, 117, 119, 121, 123, 125, 127, 129, 131, 133, 135, 137, 139, 
141, 143, 145, 147, 149, 151, 153, 155, 157, 159, 161, 163, 165, 167, 169, 171, 173, 
175, 177, 179, 181, 183, 185, 187, 189, 191, 193, 195, 197, 199, 201, 203, 205, 207, 

30 209, 211, 213, 215, 217, 219, 221, 223, 225, 227, 229, 231, 233, 235, 237, 239, 241, 
243, 245, 247, 249, 251, 253, 255, 257, 259, 261, 263, 265, 267, 269, 271, 273, 275, 
277, 279, 281 , 283, 457, 459, 461 , 463, 465, 467, 469, 471 and 473 . 

The invention also relates to nucleic acid sequences from Candida albicans, as 
repres nted by the SEQ ID NOs 285, 287, 289, 291, 293, 295, 297, 299, 301, 303, 

35 305, 307, 309, 31 1, 313, 315, 317, 319, 321, 323, 325, 327, 329, 331, 333, 335, 337, 
339, 341, 343, 345, 347, 349, 351, 353, 355, 357, 359, 361, 363, 365, 367, 369, 371, 
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373, 375, 377, 379, 381, 383, 385, 387, 389, 391, 393, 395, 397, 399, 401, 403, 405, 
407, 409, 411, 413, 415, 417, 419, 421, 423, 425, 427, 429, 431, 433, 435, 437, 439, 
441 , 443, 445, 447, 449, 451 , 453, 455, 475, 477, 479, 481 , and 483. 

The expression u a pathway eventually leading to programmed cell death" refers 
5 to a sequence of steps ultimately leading to cell death and which can be triggered at 
various steps in this pathway by various agents, such as Bax, Bak, CED4, hydrogen 
peroxide, diamide and famesol. 

The yeast or fungi according to the invention may be, but are not restricted to, 
pathogenic yeast or fungi. As such, yeast or fungi may cause infections in healthy 
10 individuals as well as in immunocompromised patients. 

The expression "treating diseases associated with yeast and fungi" not only 
refers to diseases or infections caused by said organisms but also refers to allergic 
reactions caused by said organisms, such as the so-called "professional diseases" in, 
for instance, bakery and brewery and that are caused by yeast or fungi which are 
1 5 commonly known as "non-pathogenic". 

The invention further relates to the use of nucleic acid sequence homologues of 
SEQ ID NOs 1, 3, 5, 7, 9, 11, 13, 15, 17, 19, 21, 23, 25, 27, 29, 31, 33, 35, 37, 39, 41, 
43, 45, 47, 49, 51 , 53, 55, 57, 59, 61 , 63, 65, 67, 69, 71 , 73, 75, 77, 79, 81 , 83, 85, 87, 
89, 91, 93, 95, 97, 99, 101, 103, 105, 107, 109, 111, 113, 115, 117, 119, 121, 123, 125, 
20 127, 129, 131, 133, 135, 137, 139, 141, 143, 145, 147, 149, 151, 153, 155, 157, 159, 
161, 163, 165, 167, 169, 171, 173, 175, 177, 179, 181, 183, 185, 187, 189, 191, 193, 
195, 197, 199, 201, 203, 205, 207, 209, 211, 213, 215, 217, 219, 221, 223, 225, 227, 
229, 231, 233, 235, 237, 239, 241, 243, 245, 247, 249, 251, 253, 255, 257, 259, 261, 
263, 265, 267, 269, 271, 273, 275, 277, 279, 281, 283, 285, 287, 289, 291, 293, 295, 
25 297, 299, 301, 303, 305, 307, 309, 311, 313, 315, 317, 319, 321, 323, 325, 327, 329, 
331, 333, 335, 337, 339, 341, 343, 345, 347, 349, 351, 353, 355, 357, 359, 361, 363, 
365, 367, 369, 371, 373, 375, 377, 379, 381, 383, 385, 387, 389, 391, 393, 395, 397, 
399, 401, 403, 405, 407, 409, 411, 413, 415, 417, 419, 421, 423, 425, 427, 429, 431, 
433, 435, 437, 439, 441, 443, 445, 447, 449, 451, 453, 455, 457, 459, 461, 463, 465, 
30 467, 469, 471, 473, 475, 477, 479, 481 or 483 but isolated from other yeast and fungi 
strains which are also involved in a pathway eventually leading to programmed cell 
death. 

According to the invention, these sequenc s and their homologues in other 
yeast and fungi as well as the polypeptides which they encode represent novel 
35 molecular targets which can b incorporated into an assay to selectively identify 
compounds capabl of inhibiting or activating expr ssion of such polypeptides. 
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Furthermore, the invention also relates to the potential use of said sequences in 
alleviating diseases or conditions associated with yeast or fungi infections, such as 
diseases caused by Candida spp., Aspergillus spp., Microsporum spp., Trichophyton 
spp., Fusarium spp., Zygomycetes spp., Botrttis spp., Cladosporium spp., Malassezia 
5 spp., Epidermophyton floccosum, Blastomyces dermatitidis, Coccidioides immitis, 
Histoplasma capsulatum, Paracoccidioides brasiliensis, Cryptococcus neoformans, 
and Sporothrix schenckii 

According to another embodiment, the invention also relates to a nucleic acid 
sequence encoding a polypeptide which is involved in a pathway eventually leading to 
1 0 programmed cell death of yeast or fungi selected from: 

(a) a nucleic acid encoding a protein having an amino acid sequence as represented in 
any of SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 304, 306, 308, 310, 
312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 344, 346, 348, 352, 
354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 380, 382, 384, 386, 

15 388, 390, 392, 394, 398, 402, 404, 406, 408, 410, 412, 416, 418, 422, 424, 426, 

428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 476, 478, 
480, 482 or 484, or encoding a functional equivalent, derivative or bioprecursor of 
said protein; 

(b) a nucleic acid molecule encoding a protein having an amino acid sequence which 
20 is more than 70% similar, preferably more than 75% or 80% similar, more 

preferably more than 85%, 90% or 95% similar and most preferably more than 97% 
similar to any of the amino acid sequences shown in SEQ ID NOs 286, 288, 290, 
292, 296, 298, 300, 302, 304, 306, 308, 310, 312, 316, 318, 320, 322, 324, 326, 
328, 330, 332, 338, 342, 344, 346, 348, 352, 354, 356, 358, 360, 362, 364, 366, 
25 368, 370, 372, 374, 376, 380, 382, 384, 386, 388, 390, 392, 394, 398, 402, 404, 

406, 408, 410, 412, 416, 418, 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 
442, 444, 446, 448, 450, 452, 454, 476, 478, 480, 482 or 484; 

(c) a nucleic acid molecule encoding a protein having an amino acid sequence which 
is more than 70% identical, preferably more than 75% or 80% identical, mor 

30 preferably more than 85%, 90% or 95% identical and most preferably more than 
97% identical to any of the amino acid sequences shown in SEQ ID NOs 286, 288, 
290, 292, 296, 298, 300, 302, 304, 306, 308, 310, 312, 316, 318, 320, 322, 324, 
326, 328, 330, 332, 338, 342, 344, 346, 348, 352, 354, 356, 358, 360, 362, 364, 
366, 368, 370, 372, 374, 376, 380. 382, 384, 386, 388, 390, 392, 394, 398, 402. 

35 404. 406, 408, 410, 412, 416, 418, 422, 424, 426, 428, 430, 432, 434, 436, 438, 

440, 442, 444, 446, 448, 450, 452, 454, 476, 478, 480, 482 or 484; 
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(d) a nucleic acid molecule comprising a sequence as represented in any of SEQ ID 
NO 285, 287. 289, 291, 293, 295, 297, 299, 301, 303, 305, 307, 309, 311, 313, 
315, 317, 319, 321, 323, 325, 327, 329, 331, 333, 335, 337, 339, 341, 343, 345, 
347, 349, 351, 353, 355, 357, 359, 361, 363, 365, 367, 369, 371, 373, 375, 377, 

5 379, 381, 383, 385, 387, 389, 391, 393, 395, 397, 399, 401, 403, 405, 407, 409, 

411, 413, 415, 417, 419, 421, 423, 425, 427, 429, 431, 433, 435, 437, 439, 441, 
443, 445, 447, 449, 451 ( 453, 455, 475, 477, 479, 481 or 483; 

(e) a nucleic acid sequence which is more than 70% identical, preferably more than 
75% or 80% identical, more preferably more than 85%, 90% or 95% identical and 

10 most preferably more than 97% identical to any of the nucleic acid sequences 

shown in SEQ ID NO 285, 287, 289, 291, 293, 295, 297, 299, 301, 303, 305, 307, 
309, 311, 313, 315, 317, 319, 321. 323, 325, 327, 329, 331, 333, 335, 337, 339, 
341, 343, 345, 347, 349, 351, 353, 355, 357, 359, 361, 363, 365, 367, 369, 371, 
373, 375, 377, 379, 381, 383, 385, 387, 389, 391, 393, 395, 397, 399, 401, 403, 

15 405, 407, 409, 411, 413, 415, 417, 419, 421, 423, 425, 427, 429, 431, 433, 435, 

437, 439, 441 , 443, 445, 447, 449, 451 , 453, 455, 475, 477, 479, 481 or 483; and, 

(f) a nucleic acid sequence encoding a functional fragment of any of the nucleic acid 
sequences as specified in a) to e), and 

(g) the complement of any of the nucleic acid sequences as specified in a) to f). 

20 According to a more specific embodiment, these nucleic acid sequences ar 

derived from Saccharomyces cerevisiae, Candida albicans or Aspergillus fumigatus. 

A nucleic acid sequence according to the invention may comprise an mRNA 
sequence or alternatively a DNA sequence and preferably a cDNA sequence. A nucleic 
acid sequence according to the invention may also comprise any modified nucleotide 

25 known in the art. 

The present invention further relates to a nucleic acid molecule capable of 
selectively hybridising to at least one of the nucleic acid molecules according to the 
invention, or the complement thereof. 

The term "selectively hybridising" or "specifically hybridising means hybridising 

30 under conditions wherein sequences can be detected which are homologues of the 
sequences of the invention, but which are for instance derived from heterologous cells 
or organisms, and wherein said sequences do not hybridiz with known sequences. In 
a preferred embodiment, mammalian homologu s can be detected. It is well known to 
the p rson skilled in the art which methods for hybridisation can be used and which 

35 conditions ar necessary for selectively or specifically hybridising. Preferably, 
hybridization under high stringency conditions can be applied (Sambrook t al., 1989). 
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As such, the present invention also relates to the use of the nucleic acid 
sequences of the invention for detecting homologues in heterologous organisms 
including but not limited to mammalian organisms. 

The term "nucleic acid sequence" also includes the complementary sequence 
5 to any single stranded sequence given, or the antisense version thereof. 

The invention also relates to mRNA, DNA or cDNA versions of the nucleic acid 
molecules of the invention. 

The present invention more particularly relates to an antisense molecule 
comprising a nucleic acid sequence capable of hybridizing to any of the above defined 
1 0 nucleic acid sequences. 

Polynucleotides according to the invention may be inserted into vectors in an 
antisense orientation in order to provide for the production of antisense RNA. Antisens 
RNA or other antisense nucleic acids may also be produced by synthetic means. 

The present invention also advantageously provides nucleic acid sequences of 
15 at least approximately 10 contiguous nucleotides of a nucleic acid according to th 
invention and preferably from 10 to 50 nucleotides. These sequences may, 
advantageously be used as probes or primers to initiate replication, or the like. Such 
nucleic acid sequences may be produced according to techniques well known in th 
art, such as by recombinant or synthetic means. The probes will hybridise specifically 
20 with any of the nucleic acid molecules of the invention. The primers will specifically 
amplify any of the nucleic acid molecules of the invention. 

The probes or primers according to the invention may also be used in 
diagnostic kits or the like for detecting the presence of a nucleic acid according to the 
invention. These tests generally comprise contacting the probe with the sample under 
25 hybridising conditions and detecting the presence of any duplex or triplex formation 
between the probe and any nucleic acid in the sample. 

According to the present invention these probes may be anchored to a solid 
support. Preferably, they are present on an array so that multiple probes can 
simultaneously hybridize to a single biological sample. The probes can be spotted onto 
30 the array or synthesized in situ on the array. (Lockhart et a/., 1996). A single array can 
contain more than 100, 500 or even 1,000 different probes in discrete locations. Such 
arrays can b used to screen for compounds interacting with said probes. 

Advantageously, the nucleic acid sequences, according to the invention may be 
produced using recombinant or synthetic means, such as for example using PCR 
35 cloning mechanisms which generally involve making a pair of primers, which may be 
from approximately 10 to 50 nucleotid s to a region of the gene which is desired to be 
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cloned, bringing the primers into contact with mRNA, cDNA, or genomic DNA from the 
yeast or fungal cell, performing a polymerase chain reaction under conditions which 
bring about amplification of the desired region, isolating the amplified region or 
fragment and recovering the amplified DNA. Generally, such techniques as defined 
5 herein are well known in the art, such as described in Sambrook et al. (1 989). These 
techniques can be used to clone homologues of the nucleic acid sequences of the 
invention in other organisms. 

The nucleic acids or oligonucleotides according to the invention may carry a 
revealing label. Suitable labels include radioisotopes such as ^P, M P or ^S, enzym 

1 0 labels or other protein labels such as biotin or fluorescent markers. Such labels may be 
added to the nucleic acids or oligonucleotides of the invention and may be detected 
using techniques known in the art. 

According to another embodiment of the invention, the nucleic acid sequences 
according to the invention as defined above may, advantageously, be included in a 

15 suitable expression vector which may be transformed, transfected or infected into a 
host cell. In such an expression vector the nucleic acid is operably linked to a control 
sequence, such as a suitable inducible promoter, or the like, to ensure expression of 
the proteins according to the invention in a suitable host cell. The expression vector 
may also comprise a reporter molecule. The expression vector may advantageously be 

20 a plasmid, cosmid, virus or other suitable vector which is known to those skilled in the 
art. The expression vector and the host cell defined herein also form part of the present 
invention. Preferably the host cell is a lower eukaryotic cell such as a yeast cell or a 
fungal cell. Yeast and fungal cells are particularly advantageous because they provide 
the necessary post-translational modifications to the expressed proteins of th 

25 invention, similar to those of the natural proteins from which they are derived. These 
modifications confer optimal conformation of said proteins, which when isolated may 
advantageously be used in kits, methods or the like. 

The invention further relates to any nucleic acid as defined above for use as a 
medicament. 

30 Nucleotide sequences according to the invention are particularly advantageous 

for providing selective therapeutic targets for treating yeast or fungi-associated 
infections. For example, an antisense nucleic acid capable of binding to the nucleic 
acid sequences according to the invention may be used to selectively inhibit expression 
of the corresponding polypeptides, leading to impaired growth or death of yeast and 

35 fungi with reductions of associated illnesses or diseas s. 
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According to another embodiment, the invention also relates to the use of a 
polypeptide which is involved in a pathway eventually leading to programmed cell 
death of yeast or fungi, said polypeptide being selected from : 
(a) a protein having an amino acid sequence as represented in any of SEQ ID NOs 2, 
5 4, 6, 8, 10, 12, 14, 16. 18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 

50, 52, 54, 56, 58, 60. 62, 64, 66, 68. 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 90. 92, 
94, 96, 98. 100. 102. 104, 106. 108. 110. 112, 114, 116, 118, 120, 122, 124, 126, 
128. 130, 132, 134, 136, 138, 140, 142, 144, 146, 148, 150, 152, 154, 156, 158, 
160, 162, 164, 166, 168, 170, 172, 174, 176, 178, 180, 182, 184, 186. 188. 190, 
10 192, 194, 196, 198, 200, 202, 204, 206, 208, 210, 212, 214, 216. 218, 220, 222, 

224. 226, 228, 230. 232, 234, 236, 238, 240, 242, 244, 246, 248, 250, 252, 254, 
256. 258. 260, 262, 264, 266, 268, 270, 272, 274, 276, 278, 280, 282, 284, 286, 
288, 290, 292, 294, 296, 298, 300. 302, 304, 306, 308, 310, 312, 314, 316. 318, 
320, 322, 324, 326, 328, 330, 332, 334, 336, 338, 340, 342, 344, 346. 348, 350, 
15 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 378, 380, 382, 

384, 386, 388, 390, 392, 394, 396, 398, 400, 402, 404, 406, 408, 410, 412, 414, 
416, 418, 420, 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 
448, 450, 452, 454, 456, 458, 460, 462, 464, 466, 468, 470, 472, 474, 476, 478, 
480, 482. or 484, or encoding a functional equivalent, derivative or bioprecursor of 
20 said protein; 

(b) a protein having an amino acid sequence which is more than 70% similar, 
preferably more than 75% or 80% similar, more preferably more than 85%, 90% or 
95% similar and most preferably more than 97% similar to any of the amino acid 
sequences shown in SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 18. 20, 22. 24, 26, 28, 
25 30. 32, 34, 36, 38. 40. 42. 44. 46. 48. 50. 52, 54. 56. 58. 60, 62, 64, 66, 68, 70. 72, 

74, 76, 78, 80, 82, 84. 86. 88. 90. 92. 94. 96, 98, 100. 102. 104, 106, 108, 110, 112, 
114, 116, 118. 120. 122. 124, 126, 128, 130, 132, 134, 136, 138. 140. 142. 144, 
146. 148, 150, 152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 176. 
178, 180, 182, 184, 186, 188, 190. 192, 194, 196, 198, 200, 202. 204, 206, 208, 
30 210. 212, 214, 216, 218, 220, 222. 224, 226. 228, 230, 232, 234, 236, 238, 240, 

242, 244, 246, 248, 250. 252, 254, 256. 258. 260, 262, 264, 266, 268, 270, 272, 
274, 276, 278, 280, 282, 284, 286, 288, 290, 292, 294, 296, 298, 300, 302, 304, 
306, 308, 310, 312, 314, 316, 318, 320, 322, 324, 326, 328, 330, 332, 334, 336, 
338. 340, 342. 344, 346. 348, 350, 352. 354, 356, 358, 360, 362, 364, 366, 368, 
35 370, 372. 374, 376. 378. 380. 382. 384. 386. 388. 390. 392, 394, 396, 398, 400, 

402, 404, 406, 408, 410, 412, 414, 416, 418, 420, 422, 424, 426, 428, 430, 432, 
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434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 456, 458,. 460, 462, 464, 
466, 468, 470, 472, 474, 476, 478, 480, 482, or 484; 

(c) a protein having an amino acid sequence which is more than 70% identical, 
preferably more than 75% or 80% identical, more preferably more than 85%, 90% 

5 or 95% identical and most preferably more than 97% identical to any of the amino 
acid sequences shown in SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 
28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 50, 52, 54, 56, 58, 60, 62, 64, 66. 68, 70, 
72, 74, 76, 78, 80, 82, 84, 86, 88, 90, 92, 94, 96, 98, 100, 102, 104, 106, 108, 110, 
112, 114, 116, 118, 120, 122, 124, 126, 128, 130, 132, 134, 136, 138, 140, 142, 

10 144, 146, 148, 150, 152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 

176, 178, 180, 182, 184, 186, 188, 190, 192, 194, 196, 198, 200, 202, 204, 206, 
208, 210, 212, 214, 216, 218, 220, 222, 224, 226, 228, 230, 232, 234, 236, 238, 
240, 242, 244, 246, 248, 250, 252, 254, 256, 258, 260, 262, 264, 266, 268, 270, 
272, 274, 276, 278, 280, 282, 284, 286, 288, 290, 292, 294, 296, 298, 300, 302, 

15 304, 306, 308, 310, 312, 314, 316, 318, 320, 322, 324, 326, 328, 330, 332, 334, 

336, 338, 340, 342, 344, 346, 348, 350, 352, 354, 356, 358, 360, 362, 364, 366, 
368, 370, 372, 374, 376, 378, 380, 382, 384, 386, 388, 390, 392, 394, 396, 398, 
400, 402, 404, 406, 408, 410, 412, 414, 416, 418, 420, 422, 424, 426, 428, 430, 
432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 456, 458, 460, 462, 

20 464, 466, 468, 470, 472, 474, 476, 478, 480, 482, or 484; and, 

(d) a functional fragment of any of said proteins as defined in a) to c), 

for the preparation of a medicament for treating diseases associated with yeast or 
fungi. 

The term "functional fragment" of a protein means a truncated version of the 
25 original protein or polypeptide referred to. The truncated protein sequence can vary 
widely in length; the minimum size being a sequence of sufficient size to provide a 
sequence with at least a comparable function and/or activity of the original sequence 
referred to, while the maximum size is not critical. In some applications, the maximum 
size usually is not substantially greater than that required to provide the desired activity 
30 and/or function(s) of the original sequence. A functional fragment can also relate to a 
subunit with similar function as said protein. Typically, the truncated amino acid 
sequ nee will rang from about 5 to about 60 amino acids in length. More typically, 
how ver, the sequenc will be a maximum of about 50 amino acids in length, 
pref rably a maximum of about 60 amino acids. It is usually desirable to select 
35 sequ nces of at I ast about 1 0, 1 2 or 1 5 amino acids. 
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Functional fragments include those comprising an epitope which is specific or 
uniqu for the proteins according to the invention. Epitopes may be determined using, 
for example, peptide scanning techniques as described in Geysen et ai (1996). 
Preferred functional fragments have a length of at least, for example, 5, 10, 25, 50, 75, 
5 100, 125, 150, 175 or 200 amino acids. 

The polypeptides to be used according to this aspect of the invention from 
Saccharomyces cerevisiae, are represented by SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 
18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 50, 52, 54, 56, 58, 60, 62, 
64, 66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 90, 92, 94, 96, 98, 100, 102, 104, 106, 

10 108, 110, 112, 114, 116, 118, 120, 122, 124, 126, 128, 130, 132, 134, 136, 138, 140, 
142, 144, 146, 148, 150, 152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 
176, 178, 180, 182, 184, 186, 188, 190, 192, 194, 196, 198, 200, 202, 204, 206, 208, 
210, 212, 214, 216, 218, 220, 222, 224, 226, 228, 230, 232, 234, 236, 238, 240, 242, 
244, 246, 248, 250, 252, 254, 256, 258, 260, 262, 264, 266, 268, 270, 272, 274, 276, 

15 278, 280, 282, 284, 458, 460, 462, 464, 466, 468, 470, 472 and 474 . Also according to 
the invention is the use of the polypeptides from Candida albicans as represented by 
the SEQ ID NOs 286, 288, 290, 292, 294, 296, 298, 300, 302, 304, 306, 308, 310, 
312, 314, 316, 318, 320, 322, 324, 326, 328, 330, 332, 334, 336, 338, 340, 342, 344, 
346, 348, 350, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 378, 

20 380, 382, 384, 386, 388, 390, 392, 394, 396, 398, 400, 402, 404, 406, 408, 410, 412, 
414, 416, 418, 420, 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 
448, 450, 452, 454, 456, 476, 478, 480, 482 and 484. 

The polypeptide or protein according to the invention may also include variants 
of any of the polypeptides of the invention as specified above having conservativ 

25 amino acid changes. 

The nucleic acid molecules or the polypeptides of the invention may b 
provided in a pharmaceutically acceptable carrier, diluent or excipient therefor. 

The present invention also relates to a vaccine for immunizing a mammal 
against infections caused by yeast and fungi comprising at least one (recombinant) 

30 nucleic acid molecule or at least one (recombinant) polypeptide of the invention in a 
pharmaceutically acceptable carrier. 

Pharmaceutically acceptable carriers include any carrier that does not itself 
induce the production of antibodies harmful to the individual receiving the composition. 
Suitabl carriers are typically larg , slowly metabolizing macromolecules such as 

35 prot ins, polysaccharides, polylactic acids, polyglycolic acids, polym ric amino acids, 
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amino acid copolymers; and inactive virus particles. Such carriers are well known to 
those of ordinary skill in the art. 

A "vaccine" is an immunogenic composition capable of eliciting protection 
against infections caused by yeast or fungi, whether partial or complete. A vaccine may 
5 also be useful for treatment of an individual, in which case it is called a therapeutic 
vaccine. 

Said vaccine compositions may include prophylactic as well as therapeutic 
vaccine compositions. 

The term "therapeutic" refers to a composition capable of treating infections 

1 0 caused by yeast or fungi. 

Some of the pathways leading to apoptosis are conserved between mammalian 
cells and yeast or fungi. Therefore, targets which are part of such a conserved pathway 
may be used to stimulate or inhibit the apoptosis in mammalian cells. E.g. stimulation 
of apoptosis is desirable in the treatment of tumor cells/tissues. 

15 According to another embodiment, the present invention provides a method of 

identifying compounds which selectively inhibit, induce or interfere with th 
expression/production of the polypeptides encoded by the nucleotide sequences of the 
invention, or compounds which selectively inhibit, activate or interfere with the 
functionality of polypeptides expressed from the nucleotide sequences according to the 

20 invention, or which selectively inhibit, induce or interfere with the metabolic pathways in 
which these polypeptides are involved. Compounds may carry agonistic or antagonistic 
properties. The compounds to be screened may be of extracellular, intracellular, 
biologic or chemical origin. 

Such a screening method may comprise the following steps (a) contacting a 

25 compound to be tested with cells having a mutation which results in overexpression or 
underexpression of at least one of the polypeptides as defined in claim 2, in addition to 
contacting wild type cells with said compound, (b) monitoring the growth, death rate or 
activity of said mutated cells compared to said wild type cells; wherein differential 
growth or activity of said mutated cells is indicative of selective action of said 

30 compound on a polypeptide in the same or a parallel pathway, (c) alternatively 
monitoring the growth, death rate or activity of said mutated cells compared to mutated 
cells which wer not contact d with the compound to be tested, wherein differential 
growth or activity of said mutated yeast of fungi cells is indicative of s lective action of 
said compound on a polyp ptide in the same or a parallel pathway, (d) alternatively 

35 monitoring changes in morphologic and/or functional properties of components in said 
mutated cells caused by the addition of the compound to be t sted. 
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The term "cells" as used above relat s to any type of cells such as, but not 
limited to bacterial, yeast, fungal, plant or human cells. 

Compounds found using this approach may additionally be tested on their 
efficiency in killing or inhibiting the growth of wild type cells in order to confirm their 
5 utility as medicament for treating wild type pathogenic strains/tumor cells. 

According to the invention, the term "mutation" includes point mutations, 
deletions, insertions, duplications or any modification in the nucleic acid encoding said 
polypeptide, or at a different location in the genome of said cells, influencing the 
expression of said nucleic acid or polypeptide. In case point mutations occur, the 

10 number of nucleotides will be identical compared to the original sequence; only a 
change in nucleotide sequence can be observed. This stands in contrast with the other 
listed mutations where the number of the nucleotides will be different from the number 
observed in the wild type sequence and consequently will also reflect in a change of 
the nucleotide sequence. 

15 Changes in morphologic and/or functional properties of cell components which 

can be monitored include for example morphological and molecular changes such as 
abnormal cell morphology, nuclear fragmentation, DNA breakage or changes in the 
expression of certain enzymes such as caspases, as well as monitoring changes in 
membrane potential or activity of mitochondria and release of cytochrome c from 

20 mitochondria. All these changes can be monitored on the whole cell which is contacted 
to the compound to be tested. 

The invention also relates to a method of identifying compounds which 
selectively modulate expression or functionality of polypeptides involved in a pathway 
eventually leading to programmed cell death of yeast and fungi or in metabolic 

25 pathways in which said polypeptides are involved, which method comprises (a) 
contacting a compound to be tested with yeast or fungal cells transformed, transfected 
or infected with an expression vector comprising an antisense sequence of at least one 
of the nucleic acid sequences as defined in claim 1, which expression results in 
underexpression of said polypeptide, in addition to contacting one or more wild type 

30 cells with said compound, (b) monitoring the growth, death rate or activity of said 
transformed, transfected or infected cells compared to said wild type cells; wherein 
diff rential growth or activity of said transformed, transfect d or infected yeast or fungal 
cells is indicativ of selective action of said compound on a polypeptide in the same or 
a parallel pathway, (c) alt rnatively monitoring the growth, death rate or activity of said 

35 transformed, transf cted or infected cells compar d to transformed, transf cted or 
infected cells which were not contacted with the compound to be tested, wherein 
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differential growth or activity of said mutated yeast or fungi cells is indicative of 
selective action of said compound on a polypeptide in the same or a parallel pathway, 
(d) alternatively monitoring changes in morphologic and/or functional properties of 
components in said transformed, transfected or infected cells caused by the addition of 
5 the compound to be tested. 

Alternative methods for identifying compounds which selectively modulate 
expression or functionality of polypeptides involved in a pathway eventually leading to 
programmed cell death of yeast or fungi or in metabolic pathways in which said 
compounds are involved, may comprise the use of any other method known in the art 

10 resulting in gene activation, gene inactivation, gene modulation or gene silencing. 

The invention also relates to a method of identifying compounds which 
selectively modulate expression of polypeptides which are involved in a pathway 
eventually leading to programmed cell death of yeast or fungi which method comprises 
(a) contacting host cells transformed, transfected or infected with an expression vector 

15 comprising a promoter sequence of a nucleic acid molecule as defined in claim 1 joined 
in frame with a reporter gene and (b) monitoring increased or decreased expression of 
said reporter gene caused by the addition of the compound, being tested. This enables 
to analyse the influence of the compound onto all/most aspects of transcriptional 
activation. Alternatively additional tests can routinely be performed to test the influence 

20 of the compound onto mRNA stability, translation and protein stability. All these 
aspects influence the concentration of corresponding proteins and consequently 
influence the effect of these on the metabolism of the cell. 

The invention further relates to a method of identifying compounds which bind 
to or modulate the properties of polypeptides which are involved in a pathway 

25 eventually leading to programmed cell death of yeast or fungi, which method comprises 
(a) contacting a compound to be tested with at least one of the polypeptides as defined 
in claim 2, (b) detecting the complex formed between the compound to be tested and 
said polypeptide, (c) alternatively, examining the diminution/increase of complex 
formation between said polypeptide and a receptor/binding partner, caused by the 

30 addition of the compound being tested, (c) alternatively, examining the alteration in th 
functional activity of the polypeptide, caused by the addition of the compound being 
tested. 

Detection of the complex formation can be performed using sev ral 
approaches. First, binding of a compound onto a polypeptide can be studied using 
35 classical binding tests: on of th binding partners, compound or polypeptide is lab led 
and interaction of both is measured. Most of these tests compris following st ps: 
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incubating both binding partners in conditions where binding is allowed, separation of 
free label from bound label present in the complex formed between both partners, and 
measuring the number of labeled complexes formed. Separation of free and bound 
label can be performed via filtration, centrifugation or other means as known by the 
5 person skilled in the art. Other techniques allow visualisation of complex formation 
without the need of such a separating step. For example, test systems using SPA 
(scincillation proximity assay) beads are based on the principle that radioactive 3 H can 
only be measured when present in scincillation fluid. SPA beads contain scincillation 
fluid and can be coated with one of the binding partners. When this bead is approached 
10 and binds the other binding partner which is radioactively labeled, a signal will be 
detected allowing the complex to be visualised. Binding of the radioactive compound 
onto the scincillation bead is needed in order to result in a detectable signal; non-bound 
radioactive partners that stay free into the solution will not result in a detectable signal. 

The protein or peptide fragments according to the invention employed in such a 
15 method may be for example in solution or coated on suspended beads as described 
above. Alternatively, these can be affixed to a solid support, borne on a cell or phage 
surface or located intracellular^. 

When protein or peptide fragments are coated on solid supports, they can b 
tested for their binding affinity for large numbers of compounds. These can be used in 
20 different kinds of high throughput screenings in order to identify compounds having 
suitable binding affinity to the polypeptides according to the invention. Platform 
technologies or technologies based on SPR (see below) can be applied. 

One may measure for example, the formation of complexes between the 
proteins of the invention and the compound being tested. Alternatively, one may 
25 examine the diminution or increase of complex formation between the protein 
according to the invention and a receptor/binding partner caused by the compound 
being tested. 

Proteins which interact with the polypeptide of the invention may be identified 
by investigating protein-protein interactions using the two-hybrid vector system first 
30 proposed by Chien et al. (1 991 ). 

This technique is based on functional reconstitution in vivo of a transcription 
factor which activates a reporter gene. Mor particularly the technique comprises 
providing an appropriate host cell with a DNA construct comprising a reporter gene 
under the control of a promoter regulated by a transcription factor having a DNA 
35 binding domain and an activating domain, expressing in the host cell a first hybrid DNA 
sequence encoding a first fusion of a fragment or all of a nucleic acid sequenc 
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according to the invention and either said DNA binding domain or said activating 
domain of the transcription factor, expressing in the host at least one second hybrid 
DNA sequence, such as a library or the like, encoding putative binding proteins to be 
investigated together with the DNA binding or activating domain of the transcription 
5 factor which is not incorporated in the first fusion; detecting any binding of the proteins 
to be investigated with a protein according to the invention by detecting for the 
presence of any reporter gene product in the host cell; optionally isolating second 
hybrid DNA sequences encoding the binding protein. 

An example of such a technique utilizes the GAL4 protein in yeast. GAL4 is a 

1 0 transcriptional activator of galactose metabolism in yeast and has a separate domain 
for binding to activators upstream of the galactose metabolising genes as well as a 
protein-binding domain. Nucleotide vectors may be constructed, one of which 
comprises the nucleotide residues encoding the DNA binding domain of GAL4. These 
binding domain residues may be fused to a known protein encoding sequence, such as 

15 for example the nucleic acids according to the invention. The other vector comprises 
the residues encoding the protein-binding domain of GAL4. These residues are fused 
to residues encoding a test protein. Any interaction between polypeptides encoded by 
the nucleic acid according to the invention and the protein to be tested leads to 
transcriptional activation of a reporter molecule in a GAL-4 transcription deficient yeast 

20 cell into which the vectors have been transformed. Preferably, a reporter molecule such 
as B-galactosidase is activated upon restoration of transcription of the yeast galactose 
metabolism genes. Alternatively, other reporter proteins can be used such as EGFP 
(enhanced green fluorescent protein), or hEGFP. This latter has a decreased lifetime 
enabling the system to screen for compounds improving the interaction of studied 

25 binding partners. 

The two-hybrid approach was first developed for yeast, and is an ideal 
screening system when looking for compounds active in killing yeast or fungi. Indeed, 
proteins expressed in this system will most probably carry the correct modifications as 
found in the pathogenic yeast strains. In addition, compounds active in this test system 

30 allow to screen and select compounds which are able to enter the cell, this selection is 
not possible when using in vitro test systems. When compounds are needed to target 
mammalian cells, modification of the studied proteins can b diff rent, changing the 
structure of corresponding prot ins. Moreover working with yeast might block certain 
compounds to enter the cell, which are nprmally able to traverse the mammalian cell 

35 m mbran . Consequently, working with mammalian two-hybrid syst m for this purpose 
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will give already an immediate selection of the compounds that may enter mammalian 
cells. 

Alternative in vitro methods can be used to investigate protein - protein 
interactions. Protein interaction analysis in vitro can shed light on their role in the intact 
5 cell by providing valuable information on specificity, affinity, and structure-function 
relation ship. Significant process in this respect has become with the advent, in the last 
few years, of commercially available biosensor technology. This allows to study 
macromolecular interactions in real-time, providing a wealth of high-quality data that 
can be used for kinetic analysis, affinity measurements, competition studies, etc. A 

10 major advantage of biosensor analysis is that there is no requirement for labeling on 
of the interacting components and then separating bound from free molecules- a fact 
that simplifies experimental procedures and provides more accurate measurements. 
The principle of surface plasmon resonance (SPR) is based on the detection of a 
change of the refractive index of the medium when a compound or protein binds to an 

1 5 immobilised partner molecule. For the SPR technology, one needs to load one of the 
interacting partners to the chip surface, followed by the superfusion of the second 
binding partner or more molecules. The second partner can be available as purified 
product, but alternatively a complex suspension containing this partner can also be 
used. Interaction of two or more compounds can be analysed, alternatively, 

20 compounds can be identified interfering or increasing this binding affinity towards each 
other. 

SPR is not restricted to protein-protein interactions; any macromolecule with a 
suitable size will change the refractive index of the medium in contact with the 
biosensor surface and therefore give a signal. Studies have been done with protein- 

25 DNA interactions, as well as protein-lipid interactions. Moreover intact viruses, abd 
even cells, can also be injected over the biosensor surface, in order to analyse their 
binding to receptors, lectins, and so on. 

Alternatively, NMR is also an excellent tool for a detailed study of protein- 
protein or DNA-protein interactions. Isotope edited or isotope filtered experiments 

30 whereby one compound is isotopically labeled with 15N or 13C are an ideal way to 
study these complexes. This method does not allow high throughput analysis of 
compounds interfering or enhancing molecular interactions. Nev rtheless, m dium or 
low throughput systems can b used to confirm results obtained by the high throughout 
assays or in cases wher none of the binding partners ar labeled. Other techniques 

35 which can be used to study interactions ar : overlay, ligand blotting, band-shift, co- 
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immuno-precipitation, size exclusion chromatography and microcalorimetry (In. "Protein 
trageting Protocols" Ed. Clegg R.A. Humana Press, Totowa, New Yersey). 

Compounds modulating pathways leading to apoptosis may change the activity 
of the polypeptide of the invention. Therefore screening tests may be setup looking for 
5 altered protein activity of the polypeptide of the invention. Based on the amino acid 
sequence a possible function of the polypeptide might be envisaged; activities can be 
confirmed and corresponding activity test can be started. 

Alternatively additional tests can be performed to test the influence of the 
compound onto protein stability, post-translational modification, precursor processing 

10 and protein translocation. All these aspects influence the concentration and/or activity 
of corresponding proteins and consequenly influence the effect of these onto the 
metabolism of the cell. Also here, medium or low throughput systems can be used to 
confirm results obtained by the high throughout assays. 

In cases compounds need to be found to target tumor cells, screening assays 

15 will have to be used focused on the stimulation of the apoptotic pathway. This invention 
therefore also relates to in vitro and in vivo model systems comprising tumor tissue or 
cells expressing the polypeptides according to the invention which can be used to 
screen for therapeutic agents. In vivo modelsystems allow to test for compound 
efficacity but also the toxicity of these compounds can be tested. The compounds 

20 identified using any of the methods described in the invention not only include 
compounds which exert their effect in promoting cell death of yeast and fungi, but also 
include compounds which prevent or delay cell death. The latter compounds can be 
used to prevent or delay apoptosis of endogenic yeast or fungi in humans and other 
mammals which may be caused by pathogens or toxic environmental components. 

25 According to a preferred aspect of the invention, the yeast or fungi according to 

any of the methods described, are chosen from Saccharomyces cerevisiae, 
Schizosaccharomyces pombe, Candida albicans, or Aspergillus fumigatus. 

The invention also relates to a compound identified using any of the methods of 
the invention. 

30 Compounds identifiable or identified using a method according to the invention, 

may advantageously be used as a medicament. The invention also relates to a method 
for treating diseases associated with yeast or fungi comprising admixing a compound 
obtainabl by a method of the invention with a suitable pharmaceutically acceptable 
carrier. 

35 Th compounds of the invention can be used for the preparation of a 

medicament to treat diseases or conditions associated with yeast and fungi infections, 
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for instance Candida spp., Aspergillus spp., Microsporum spp., Trichophyton spp., 
Fusarium spp., Zygomycetes spp., Botritis, spp., Cladosporium spp., Malassezia spp., 
Epidermophyton floccosum, Blastomyces dermatitidis, Coccidioides immitis, 
Histoplasma capsulatum, Paracoccidioides brasiliensis, Cryptococcus neoformans, 
5 and Sporothrix schenckii infections. 

These compounds may also advantageously be included in a pharmaceutical 
composition together with a pharmaceutical^ acceptable carrier, diluent or excipient 
therefor. 

A medicament according to the invention not only relates to fungistatic 
10 compounds for treating humans or mammals but also relates to fungicides for treating 
plants. 

The invention also relates to genetically modified yeast or fungi in which 
modification results in the overexpression or underexpression of at least one of the 
nucleic acids or polypeptides of the invention, which overexpression or 

15 underexpression of said nucleic acid or polypeptide prevents or delays apoptosis of 
said genetically modified yeast or fungi. These genetically modified organisms may 
have a positive effect on the endogenic flora of humans and other mammals. The 
genetically modified yeast or fungi can be included in a pharmaceutical composition or 
can be used for the preparation of a medicament for prophylactic or therapeutic use. 

20 Also according to the invention is the use of a compound obtainable by a 

method of the invention for the preparation of a medicament for modifying the 
endogenic flora of humans and other mammals. 

According to another embodiment, the invention also relates to an isolated 
protein which is involved in a pathway for programmed cell death of yeast or fungi 

25 selected from: 

(a) a protein having an amino acid sequence as represented in any of SEQ ID NOs 
286, 288, 290, 292, 296, 298, 300, 302, 304, 306, 308, 310, 312, 316, 318, 320, 
322, 324, 326, 328, 330, 332, 338, 342, 344, 346, 348, 352, 354, 356, 358, 360, 
362, 364, 366, 368, 370, 372, 374, 376, 380, 382, 384, 386, 388, 390, 392, 394, 

30 398, 402, 404, 406, 408, 410, 412, 416, 418, 422, 424, 426, 428, 430, 432, 434, 

436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 476, 478, 480, 482, or 484 or 
encoding a functional equivalent, derivative or bioprecursor of said prot in; 

(b) a protein having an amino acid sequence which is more than 70% similar, 
pr ferably more than 75% or 80% similar, more preferably more than 85%, 90 or 

35 95% similar and most pr f rably more than 90% similar to any of the amino acid 

sequences shown in SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 304, 
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306, 308, 310, 312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 344, 
346, 348, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 380, 
382, 384, 386, 388, 390, 392, 394, 398, 402, 404, 406, 408, 410, 412, 416, 418, 
422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452 
5 454, 476, 478, 480, 482, or 484; 

(c) a protein having an amino acid sequence which is more than 70% identical, 
preferably more than 75% or 80% identical, more preferably more than 85%, 90% 
or 95% identical and most preferably more than 97% identical to any of the amino 
acid sequences shown in SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 
10 304, 306, 308, 310, 312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 

344, 346, 348, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 
380, 382, 384, 386, 388, 390, 392, 394, 398, 402, 404, 406, 408, 410, 412, 416, 
418, 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 
452, 454, 476, 478, 480, 482, or 484; and, 
15 (d) a functional fragment of any of said proteins as defined in a) to c). 

According to the invention, the polypeptides as defined above may be used as 
a medicament. 

Also encompassed within the present invention are antibodies, monoclonal or 
polyclonal, capable of specifically binding to one or more epitopes of the proteins of the 

20 invention. The term "specific binding" implies that there is substantially no cross- 
reaction of the antibody with other proteins. 

The antibodies according to the invention may be produced according to 
techniques which are known to those skilled in the art. Monoclonal antibodies may be 
prepared using conventional hybridoma technology as described by Kohler and 

25 Milstein (1979). Polyclonal antibodies may also be prepared using conventional 
technology well known to those skilled in the art, and which comprises inoculating a 
host animal, such as a mouse, with a protein or epitope according to the invention and 
recovering the immune serum. The present invention also includes fragments of whole 
antibodies which maintain their binding activity, such as for example, Fv, F(ab') and 

30 F(ab') 2 fragments as well as single chain antibodies. 

Antibodies according to the invention may also be used in a method of 
detecting the presenc of a polypeptide according to the invention, which method 
comprises reacting the antibody with a sample and identifying any protein bound to 
said antibody. A kit may also be provided for performing said method which compris s 

35 an antibody according to the invention and means for reacting the antibody with said 
sampl . 
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The antibodies according to the invention may be us d as a medicament or 
may be comprised in a pharmaceutical composition. According to a more specific 
embodiment, the antibodies may be used in the preparation of a medicament for 
treating diseases associated with yeast and fungi such as, but not restricted to, 
5 Candida albicans, Aspergillus spp., Fusarium spp., Botritis, spp., Cladosporium spp. 

The invention also relates to a method of preventing infection with yeast or 
fungi, comprising administering a composition containing at least one polypeptide of 
the invention to a mammal in effective amount to stimulate the production of protective 
antibody or protective T-cell response. 
10 According to another embodiment, the invention relates to a genetically 

modified mammalian cell or non-human organism in which modification results in the 
overexpression or underexpression of at least one of the nucleic acids of the invention 
or a human homologue thereof or at least one of the polypeptides of the invention or a 
human homologue thereof, which overexpression or underexpression of said nucleic 
15 acid or polypeptide prevents or delays apoptosis of said genetically modified 
mammalian cell or in said genetically modified non-human organism. 

Human homologues according to the invention can be obtained by selective 
hybridisation of the yeast and Candida nucleic acid molecules of the invention against 
human genome or cDNA libraries according to methods well known in the art 
20 (Sambrook et al., 1989). Human polypeptide homologues are obtained from the 
corresponding human nucleic acid homologous nucleotide sequences. 

The invention also relates to a method for identifying compounds for stimulating 
or inhibiting apoptosis comprising the use of at least one of the nucleic acid sequences 
of the invention or a human homologue thereof and/or at least one of the polypeptides 
25 of the invention or a human homologue thereof and/or a genetically modified 
mammalian cell or non-human organism as described in the invention. 

The invention further relates to the compounds identifiable according to the 
above-described method and its use as a medicament. 

The invention further relates to a method for preparing a pharmaceutical 
30 composition for treating proliferative disorders or for preventing apoptosis in certain 
diseases comprising admixing a compound according to claim 40 or 41 with a suitable 
pharmaceutical^ acceptable carri r. 

The expression "proliferative disorders" or "proliferative dis ases n r fers to an 
abnormality within a patient or animal such as cancer. Normal cells start to proliferate 
35 du to a change in th coding or non-coding sequence of the DNA resulting in a 
swollen or distended tissue. Mutation may arise without obvious cause. An abnormal 
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benign or malignant mass of tissue is formed that is not inflammatory. Cells of pre- 
existent tissue start to divide unexpectedly and resulting cell mass possesses no 
physiologic function. 

The expression "apoptosis" or "apoptosis-related diseases" includes diseases 
5 such as autoimmunity diseases, ischemia, diseases related with viral infections or 
neurodegenerations. 

The invention also relates to the use of compounds obtainable by the above 
described methods for the preparation of a medicament for treating proliferative 
disorders or for preventing apoptosis in certain disorders. 
1 0 According to another embodiment, the invention relates to the use of a nucleic 

acid molecule or a polypeptide described in the invention or human homologues 
thereof for treating proliferative disorders or for the prevention of apoptosis in certain 
diseases. 

The invention also relates to a pharmaceutical composition for use as a 
15 medicament for treating proliferative disorders or for the prevention of apoptosis in 
certain diseases comprising a nucleic acid molecule of the invention or a human 
homologue thereof or a polypeptide of the invention or a human homologue thereof 
together with a pharmaceutical^ acceptable carrier diluent or excipient therefor. 

The invention also relates to a vaccine for immunizing mammals against 
20 proliferative disorders or for preventing apoptosis in certain diseases comprising least 
one nucleic acid molecule of the invention or a human homologue thereof or at least 
one polypeptide of the invention or a human analogue thereof in a pharmaceutical^ 
acceptable carrier. 

The invention also relates to the use of an antibody of the invention capable of 
25 binding to at least one of the polypeptides of the invention or a human homologu 
thereof for the preparation of a medicament for treating proliferative disorders or for the 
prevention of apoptosis in certain diseases. 

According to yet another embodiment, the invention relates to an expression 
vector comprising a human homologue of a nucleic acid sequence of the invention. 
30 Said expression vector may comprise an inducible promoter and may further comprise 
a sequence encoding a reporter molecule. 

The invention also Mates to a host cell transformed, transfect d or infected with 
any of the abov described vectors. 

According to another mbodiment the invention relates to a nucleic acid 
35 molecule comprising a human homologue of at least on of th nucl ic acid sequences 
described in the invention. 
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The invention also relates to an antisense molecule comprising a nucleic acid 
sequence capable of selectively hybridising to a nucleic acid molecule which is a 
human analogue of the invention. 
5 The invention also relates to a polypeptide encoded by the nucleic acid 

molecule comprising said human homologues of the nucleic acids described in the 
invention. 

The invention, now being generally described, may be more clearly understood 
by reference to the following examples, which are included merely for purposes of 
10 illustration of certain aspects and embodiments of the present invention and are not 
intended to limit the invention. The contents of all references referred to in this text are 
hereby incorporated by reference. 
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FIGURE AND TABLE LEGENDS 
Figur 1, Saccharomyces cerevisiae sequences based on information obtained from 

the Saccharomyces Genome Database (SGD) (SEQ ID Nos 1 to 284) 
Figure 2. Candida albicans sequences (SEQ ID Nos 285 to 456). 
5 Figure 3 . Yeast genome macroarray containing a total of 6144 gene ORFs spotted 
on 2 nylon membrane filters. The filters are cut in the upper right corner for 
orientation and the DNA is on the labelled side of the filter. Each filter 
contains 2 fields and each field is divided into 8 grids, organised in 24 rows 
and 8 columns. 

10 The spots represent the genome wide expression profile without (A) and 

with (B) Sax modulated expression (Example 2). 
Figure 4. Results from a second experiment analogous and analysed as described in 
the examples section (Example 3). 

15 Table 1. Genes modulated by Bax expression in S. cerevisiae. This list includes all 
the genes for which mRNA levels changed more than fivefold in a first 
experiment (see Example 2). The factor by which the transcript level was 
affected, is expressed as the Qt value. A Qt value higher than 1 
indicates upregulation while a Qt value lower than 1 indicates a 

20 downregulation.For instance, a Qt of 0.5 indicates a two-fold lower 

transcript level of a particular mRNA due to Bax expression in S. 
cerevisiae. Upregulation or downregulation of a specific mRNA is stated 
when Qt had a value of at least five or at most 0,21 , respectively. 

25 Table 2. Genes modulated by Bax expression in S. cerevisiae. This list 
includes all the genes for which mRNA levels changed significantly in 
a second experiment (see Example 3). In this experiment, the Qt 
values were calculated using the Pathways Software (Research 
Genetics). 
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EXAMPLES 

Exampl 1 . Differ ntial gene xpr ssion analysis upon Bax-induced cell death 
Materials and media 

Bacterial strain Escherichia coli MC1061 (Casadaban and Cohen, 1980) was 
5 used for the construction and the amplification of plasmids. Yeast strains were grown 
under normal conditions on standard media (Sherman et al. t 1979). The 
Saccharomyces cereviseae strain INVSd (Invitrogen®) was transformed by means of 
the lithium acetate method (Schiestl and Gietz, 1989) with YIpUTyL or.YlpUTYLMuBax, 
after linearisation in the Ty 8 element (Zhu, 1986). 

10 

Cloning of mouse BAX cDNA 

Mouse Bax cDNA, encoding the mouse Bax-a protein, was cloned by Pfu DNA 
polymerase (Stratagene®) chain reaction amplification (PCR) from an EL4/13.18 
thymoma cDNA library (BCCM™/LMBP-LIB15) by making use of the primers: 
15 S'-ATGGACGGGTCCGGGAGCAG-S' and 

5'-TCAGCCCATCTTCTTCCAGATGGTGAG-3\ 

The resulting PCR product was cloned in a H//icll-openend pUC19 according to 
standard procedures (Sambrook J. et a/., 1 989). 

20 Plasmid constructions 

The 2p ori and the URA3 marker gene were removed from pUT332 (Gatignol et 
al., 1990) by successive digestions with Cla\ and BgRl. A 8amHI-/-//ndlll GAL1 
promoter fragment was ligated into the Bg/II-H/ndlll-opened plasmid._A Xba\-Fsp\ FLP 
terminator fragment was inserted into this Xbal-H/ndlll(blunted)-opened plasmid so that 
25 the plasmid YIpUT was obtained. Insertion of a blunted EcoRI-SsaAl Ty 8 element in 
the /Cpnl->4afll-opened and blunted YIpUT resulted in the plasmid YIpUTy. Subsequent 
insertion of the LEU2 marker gene, as a blunted BsaA\-BsrG\ fragment, in the Sa/nHI- 
openend and blunted YIpUTy resulted in the plasmid YIpUTyL. 

Mouse Bax cDNA was excised from pUC19 by digestion with Xba\ and tf/ndlll 
30 and subcloned into the Xbal-H//xilll-opened plasmid YIpUTyL, obtaining the final 
expression plasmid YIpUTyLMuBax. 

The plasmid YIpUTyLMuBax has been deposited in th BCCM™/LMBP culture 
collection as p5CTyGALmBax with accession number 3871 under r stricted use. 
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Gen Filters 

The Yeast GeneRfters™ were purchased from Research Genetics Inc. 
(Huntsville, AL, USA). 

The Yeast GeneFilters™ are hybridization ready nylon membranes containing a 
5 total of 6144 gene ORFs (Open Reading Frames) individually amplified by PCR and 
spotted on 2 nylon membrane filters (Filter I and II). The filters are cut in the upper right 
corner and the DNA is on the labeled side of the filter. 

Filter I contains 3072 ORFs organized into two fields (fields 1 and 2). Each field 
contains 1536 ORFs divided into 8 grids (A, B, C, D, E, F, G and H). The grids ar 
10 organized in 24 rows and 8 columns. 

Filter II contains 3072 ORFs organized in two fields (field 3 and 4). Fields 3 and 
4 are organized in the same way as fields 1 and 2. 

The Yeast ORF target 

The yeast filters consist of over 6000 PCR products corresponding to 6144 
yeast ORFs derived from the SGD. The PCR reactions used ORF specific primer pairs 
designed to amplify the entire open reading frame. The primers were generated from 
unique sequences containing the start codon ATG and termination codon (kindly 
provided by M. Cherry at Stanford Genome Center). Thus the PCR product contains 
the complete open reading frame including the start and stop codons. These products 
were purified and resuspended at 50 nanograms per microliter in a colored solution to 
allow the printing to be monitored. A robotic device was used to spot approximately 
1/10 of a microliter of the denatured PCR product solution on a positively charged 
nylon membrane. The DNA was then UV cross-linked to the membrane. ^ 

Results 

Induction of Bax-expression in yeast cells 

S. cerevsiae cells (strain INVSd) were transformed with the expression 
30 plasmid YIpUTyLMuBax or the parental plasmid YIpUTyL as a negative control. 
Alternative yeast strains (such as W303-1A (Thomas and Rothstein, 1989)) with 
equivalent properties are known in the art and can also be used. 

The Ty 5 element of both plasmids allowed a stable multi-copy integration in th 
genome of the yeast cell. Southern analysis of the cells containing YIpUTyLMuBax 
35 reveal d the integration of 5 GAL1 -controlled Bax-cass ttes near Ty elements. 
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The yeast cells containing YIpUTyLMuBax and the yeast cells containing 
YIpUTyL were grown overnight in in 10 ml minimal glucose-containing medium. The 
precultures were then further diluted to an ODeoo of 0,2 in 100 ml minimal glucose- 
containing medium and grown until an ODeoo of 1 was reached. Subsequently, the 
5 yeast cells containing YIpUTyL were washed and a dilution thereof was transferred into 
100 ml galactose-containing medium and incubated for 15 hours. After this additional 
period the cultures reached an ODeoo of 1 . The yeast cells containing YipUTyLMuBax 
were also washed and transferred into 100 ml galactose-containing medium and 
incubated for 15 hours. 

0 

RNA isolation 



Total RNA was isolated using RNApure™ Reagent (Genhunter Corporation 
Nashville, TN, USA) according to the GenHunter protocol. 1.5 10 9 cells were 

15 concentrated in a microcentrifuge tube and 1ml RNApure™ Reagent was added 
together with 1 g of glass pearls. The yeast cells were broken by thorough mixing 
during five 2-minutes periods, and placed on ice in-between to avoid RNA digestion. 
Chloroform (150 pi) was added to the lysate and centrifuged for 10 min at 4°C and at 
15000 rpm. The supernatant was transferred to a new tube and the RNA was 

20 precipitated with an equal volume of isopropanol. After 10 min incubation on ice, the 
RNA was pelleted by centrifugation and the pellet was washed with 70% ice-cold 
ethanol. The dried RNA pellet was resuspended in 50 pi RNAse free dH 2 0. 

First strand cDNA synthesis in the presence of a-^P dCTP 

25 Probes with high specific activity were prepared by first strand cDNA synthesis 

using total RNA isolated from INVSd YIpUTyLMuBax or INVSd YIpUTyL yeast cells 
and incorporation of a^P dCTP as follows: 2 pi (1 pg/ml) of Oligo dT was added to 20 
pg of total RNA in a maximal volume of 8 pi RNase-free dH 2 0 and incubated at 70°C 
for 10 min. After cooling down on ice for 1 min, the following components were added: 

30 6 pi 5x concentrated First Strand Buffer (GIBCO-BRL) 

1 pi 0,1 M DTT 

1 pi RNas Block (40 units/pl) (Stratagene) 
1 ,5 pi 20 mM dXTP-solution (X = A, G and T) (Pharmacia) 
1 ,5 pi Superscript™ Revers Transcriptase (200 units/pl) (GIBCO-BRL) 
35 10 pi a- 23 ? dCTP (10mCi/ml, 3000 Ci/mmol) (Amersham) 
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and incubated for 2 h at 37°C during which first strand cDNA synthesis took 

place. 

Unincorporated label was separated from the probe on a Sephadex G-50 column 
(Pharmacia). The radioactivity incorporated in the probe was measured by liquid 
5 scintillation. The specific activity of the probes was 3 or 5 10 8 cpm/pg for both the 
INVSd YIpUTyL and the IN VSc1 YIpUTyLMuBax probe. 

Additionally, the length of first strand cDNA probes was controlled on an 
alkaline 2% agarose gel using standard electrophoresis techniques, and resulted in the 
detection, via stimulated phosphorescence autoradiography, of the bulk of the 
1 0 fragments around 500 bp. 

Hybridisation with the S. cerevisiae Yeast GeneFilters™ and signal detection 

The Yeast GeneFilters™ were successively hybridised with the oir^P dCTP 

15 labelled cDNA probes using the MicroHyb™ solution provided by the manufacturer 
(Research Genetics Inc., Huntsville, AL, USA). This solution was applied as well in the 
prehybridisation step as during hybridisation. The MicroHyb solution contains 
formamide to allow hybridisation to occur at lower temperatures. 

The hybridisation experiment was performed essentially as follows: during 

20 prehybridisation, the Yeast GeneFilters™ were placed in a hybridisation flask (35x250 
mm) filled with 5 or 10 ml MicroHyb™ solution (42°C) containing 5 pi polydA (0,5 or 1 
pg/ml) and incubated for 24 hours at 42°C whilst rotating (10 rpm). After disposal of the 
prehybridisation solution, the denatured (3 min at 100°C) cDNA was added in 5 ml 
prewarmed MicroHyb solution and again incubated overnight at 42°C whilst rotating. 

25 Following two wash steps of 20 min in wash buffer (2x SSC, 1% SDS) at 50°C, a third 
wash step was performed in a second wash buffer (0,5x SSC, 1% SDS) for an 
additional 15 min at room temperature. The Yeast GeneFilters™ were placed in a 
Phosphorlmager™ cassette with storage phosphorscreen. After 4 days of development 
the screen was developed and scanned using the Phosphorlmager™ 455 SI from 

30 Molecular Dynamics. The results of these can be seen in Figure 3. 

In-between the hybridisation experiments, the filters were stripped off by 
incubation in 500 ml of a 0,5% SDS solution (prewarmed to near boiling temperatur ) 
during at least 1 hour at room temperature. 

35 Exampt 2 . Quantification f Hybridisati n Signals 
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Quantification of the hybridisation signals was done using the ImageQuant™ 
4.1 software tool from Molecular Dynamics (Sunnyvale, CA). The quantification was 
performed per grid of the Yeast GeneFilters™, and by drawing a roster of 24 columns 
and 8 rows onto each grid of each filter. As such, each rectangle of the roster 
5 corresponds to a spot on the Yeast GeneFilters™. Subsequently, from each grid a 
volume-report (quantification) was drawn up and the data were transferred to a 
Microsoft™ Excel sheet. Also for each grid a correction factor was calculated. Signals 
neighboring big and dark spots were separately quantified. For each grid, a 
background level was calculated. 

10 

Statistical processing of quantification results 

The statistical processing of the results was accomplished in Microsoft™ Excel. 
For each grid, the following statistical functions were separately defined: 

1 . The frequency of occurrence of the values in a precisely defined intensity 
15 range(data range), established between 1000 and 61000, split up in intervals of 5000. 

2. The frequency in terms of percentage. 

3. The cumulated frequency in terms of percentage. 

These numeric values were used for the graphical display of the cumulated 
frequency in terms of percentage. 
^ 20 Subsequently, the results of the two experiments (hybridization with cDNA from 

YIpUTyL containing INVSd cells and hybridization with cDNA from YIpUTyLMuBax 
containing INVSd cells) were integrated by determination of a second range of 
statistical functions: 

1 . The average of the values of the two experiments for each spot on the filter. 
25 2. The standard deviation on this average. This is a measure for the 

distribution of the values around this average. 
3. The standard deviation in terms of percentage. 

The quotient of the values of the second experiment (Bax expression) against 
the values from the first experiment (control) was determined. This immediately ave the 
30 factor by which the expression of a specific gene is changed upon Bax induction. 

In order to process all these data and to be able to discriminate between 
differences in gene expression, a gene showing a standard deviation in terms of 
p rcentage of at least 90% and a differenc of a factor 5 in expression as a result of 
Bax induction, was identified as a differentially express d candidat gene. (Table 1). 
35 Requantif ication of these candidates confirmed th ir selection. 
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When the expression patt rn of all 6144 genes is compared in the two 
experiments, it could be concluded that the expression profile of 142 genes (this is 2,3 
%) has been changed with at least of factor 5. An overview of these genes as well as 
the factors with which they are up- or down-regulated is shown in Table 1 . The 
5 sequences of these genes and the amino acid sequences which they encode ar 
shown in Figure 1 . 

Example 3 . Quantification of Hybridisation Signals using the Pathways™ 
software 

10 Quantification of the hybridisation signals was done using the Pathways ™ 

Software (Research Genetics) and these signals were normalised against all data 
points. Comparison of these normalised data revealed differentially expressed 
candidate genes. Visual inspection of the hybridisation spots confirmed their selection. 
An overview of these genes as well as the factors with which they are up- or down- 

15 regulated is shown in Table 2. 

Surprisingly, using this Software package for analysing the results in this 
example and when compared to the results of example 2, some additional genes were 
found which expression are up-or down-regulated upon Bax expression in S. 
cerevisiae. 

20 The sequences of up- and down regulated genes and the corresponding amino 

acid sequences from Examples 2 and 3 are shown in Figure 1 . 

Example 4 Search for homologues in Candida albicans 

Sequence similarity searches against public and commercial sequenc 

25 databases were performed with the BLAST software package (Altschul et a/. f 1990) 
version 2. Both the original nucleotide sequence and the six-frame conceptual 
translations were used as query sequences. The used public databases were the 
EMBL nucleotide sequence database (Stoesser et a/., 1998), the SWISS-PROT protein 
sequence database and its supplement TrEMBL (Bairoch and Apweiler, 1998), and the 

30 ALCES Candida albicans sequence database (Stanford University, University of 
Minesota). The commercial sequence database used was the PathoSeq™ microbial 
genomic database (Incyte Pharmaceuticals Inc., Palo Alto, CA, USA). 

Sequ nee similarity search s were performed using th BLAST software 
packag version 2. The identity b tween 2 sequences was calculated as perc ntage 

35 identical residues, the similarity percentag between two sequenc s was calculated 
using BLOSUM62 as a scoring matrix. 
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Exampl 5 . Screening f r comp unds modulating expression of p lypeptides 
involved in induction of cell death of C. albicans 

The method proposed is based on observations (Sandbaken et a/., 1990; 
5 Hinnebusch and Liebman 1991; Ribogene PCT WO 95/11969, 1995) suggesting that 
underexpression or overexpression of any component of a process (e.g. translation) 
could lead to altered sensitivity to an inhibitor of a relevant step in that process. Such 
an inhibitor should be more potent against a cell limited by a deficiency in th 
macromolecule catalyzing that step and/or less potent macromolecule, as compared to 
1 0 the wild type (WT) cell. 

Mutant yeast strains, for example, have shown that some steps of translation 
are sensitive to the stoichiometry of macromolecules involved. (Sandbaken et a/., 
1990). Such strains are more sensitive to compounds which specifically perturb 
translation (by acting on a component that participates in translation) but are equally 
15 sensitive to compounds with other mechanisms of action. 

This method thus not only provides a means to identify whether a test 
compound perturbs a certain process but also an indication of the site at which it exerts 
its effect. The component which is present in altered form or amount in a cell whos 
growth is affected by a test compound is potentially the site of action of the test 
20 compound. 

The assay to be set up involves measurement of growth or death rate of an 
isogenic strain which has been modified Only in a certain specific allele, relative to a 
wild type (WT) Candida albicans strain, in the presence of R-compounds. Strains can 
be ones in which the expression of a specific protein is impaired upon induction of anti- 
25 sense or strains which carry disruptions in an essential gene. An in silico approach to 
find novel genes in Candida albicans will be performed. A number of essential genes 
identified in this way will be disrupted (in one allele) and the resulting strains can be 
used for comparative growth and/or death rate screening. 

30 Example 6- Assay for High Throughput screening for drugs 

35 pi minimal medium (S medium + 2% galactose + 2% maltose) is transferred 
in a transparent flat-bottomed 96 well plate (MW96) using an automated pipetting 
system (Multidrop, Labsystems). A 96-channel pipettor (Hydra, Robbins Scientific) 
transfers 2.5 pi of R-compound at 10" 3 M in DMSO from a stock plat into the assay 
35 plate. 
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The selected Candida albicans strains (mutant and parent (CAM) strain) are 
stored as glycerol stocks (15%) at -70°C. The strains are streaked out on selective 
plates (SD medium) and incubated for two days at 30°C. For the parent strain, CAM, 
the medium is always supplemented with 20 pg/ml uridine. A single colony is scooped 
5 up and resuspended in 1 ml minimal medium (S medium + 2% galactose + 2% 
maltose). Cells are incubated at 30°C for 8 hours while shaking at 250 rpm. A 10 ml 
culture is inoculated at 250.000 cells/ml. Cultures are incubated at 30°C for 24 hours 
while shaking at 250 rpm. Cells are counted in Coulter counter and the final culture (S 
medium + 2% galactose + 2% maltose) is inoculated at 20.000 to 50.000 cells/ml. 
10 Cultures are grown at 30°C while shaking at 250 rpm until a final ODeoo of 0.24 (+/- 
0.04) is reached. 

200 pi of this yeast suspension is added to all wells of MW96 plates containing 
R-compounds in a 450 pi total volume. MW96 plates are incubated (static) at 30°C for 
48 hours. 

1 5 Optical densities are measured after 48 hours. 

Test growth is expressed as a percentage of positive control growth for both 
mutant (x) and wild type (y) strains. The ratio (x/y) of these derived variables is 
calculated. 
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Tab! 1. 



ORF 


Qt 


I Sequence ID Number 


YAR061W 


7.80 


T SEQ ID NO 1 


YAR073W 


11.19 


SEQ ID NO 3 


YBL048W 


5.07 


SEQ ID NO 5 


YBL051C 


5.22 


SEQ ID NO 7 


YBL066C 


6.04 


SEQ ID NO 9 


YBL078C 


6.94 


SEQ ID NO 1 1 


YBR072W 


26.56 


SEQ ID NO 13 


YBR073W 


5.46 


SEQ ID NO 15 


YBR086C 


7.14 


SEQ ID NO 17 


YBR093C 


1 1 .05 


SEQ ID NO 19 


YBR181C 


0.15 


SEQ ID NO 21 


YCL007C 


20.99 


SEQ ID NO 23 


YCL016C 


23767.57 , 


SEQ ID NO 25 


YCR052W 


10.51 


SEQ ID NO 27 


YCR064C 


14.91 


SEQ ID NO 29 


YCR073WA 


5.92 


SEQ ID NO 31 


YDL010W 


5.31 


SEQ ID NO 33 


YDL036C 


5.34 


SEQ ID NO 35 


YDL083C 


0.16 


SEQ ID NO 37 


YDL125C 


6.80 


SEQ ID NO 39 


YDL133CA 


0.21 


SEQ ID NO 41 


YDL136W 


0.20 


SEQ ID NO 43 


YDL167C 


6.37 


SEQ ID NO 45 


YDL184C 


0.21 


SEQ ID NO 47 


YDL191W 


0.17 


SEQ ID NO 49 


YDR103W 


6.26 


SEQ ID NO 51 


YDR238C 


5.75 


SEQ ID NO 53 


YDR259C 


9.68 


SEQ ID NO 55 


YDR294C 


8.38 


SEQ ID NO 57 


YDR430C 


5.66 


SEQ ID NO 59 


YDR438W 


6.47 


SEQ ID NO 61 


YDR450W 


0.16 


SEQ ID NO 63 


YDR471W 


0.11 


SEQ ID NO 65 


YDR486C 


5.27 


SEQ ID NO 67 


YDR499W 


6.14 


SEQ ID NO 69 


YDR507C 


6.34 


SEQ ID NO 71 


YDR515W 


5.42 


SEQ ID NO 73 


YDR518W 


6.15 


SEQ ID NO 75 


YDR519W 


5.57 


SEQ ID NO 77 


YER102W 


0.19 


SEQ ID NO 79 


YER153C 


5.63 


SEQ ID NO 83 


YFL014W 


41.08 


SEQ ID NO 85 


YFL015C 


5.62 


SEQ ID NO 87 


YFR022W 


9.44 


SEQ ID NO 89 


YGL011C 


6.14 


SEQ ID NO 91 


YGL031C 


0.11 


SEQ ID NO 93 


YGL032C 


0.14 


SEQ ID NO 95 


YGL043W 


10.74 


SEQ ID NO 97 


YGL102C 


0.15 


SEQ ID NO 99 


YGL103W 


0.17 


SEQ ID NO 101 


YGL130W 


8.35 


SEQ ID NO 103 



WO 01/02550 



YGL147C 


0.08 


YGL213C 


6.02 


YGL235W 


6.23 


YGL260W 


6.61 


YGR085C 


0.16 


YGR118W 


0.17 


YGR142W 


8.91 


YGR236C 


12.72 


YGR277C 


6.27 


YGR284C 


5 95 


YGR285C 


5 84 


YHR010W 

■ ill IW 1 WW 


0 20 


YHR021C 


0 16 


YHR141C 


0 10 


YHR217C 

I I II lb 1 I 


7 8 


YIL112W 
■ i b» i i til 


11 1«i 


YIL115C 


7 87 


YIL148W 


V7. 1 O 


YIL150C 


8 8*3 
u.oo 


YIL167W 

■ IL 1 U/ VV 


8 88 


YJL034W 


1 1 81 


YJL035C 


14 4ft 


YJL070C 




Y.ll 078H 


^ 18 
J. I D 


VJL 1 7QW 


O 1Q 


YJL1 80C 


n 14 


YJL181W 

1 W I W 1 V V 


0 P1 


YJL1 87C 


0 17 


YJL188C 


n 1 


YJL1 89W 


0 08 


YJL1 90C 

I OL 1 wwU 


O OQ 


YJL197W 

I UL 1 «/ / VV 


O 1** 
V/. 1 o 


YJL1 98W 

1 UL 1 wWV 


0 2 


YJR049C 


0 17 

U. 1 / 


YKR094C 


0 14 


YLR040C 


in iq 

1 Wi 1 O 


YLR048W 

I kl lUTUf W 


8 

0>JU 


YLR088W 


6 OQ 


YLR159W 

I kl 1 1 WwVV 


0 18 


YLR167W 

■ fc»l 1 ■ W Www 


0 06 


YLR232W 


7 4 


YLR233C 


7 83 


YLR234W 


^ 88 


YLR238W 


8 74 


YLR241W 

■ Lnkt i vv 


8 48 

U.*tO 


YLR321C 


12.17 


YLR322W 


5.54 


YLR325C 


0.06 


YLR344W 


0.12 


YLR367W 


0.19 


YLR393W 


7.05 


YLR423C 


8.61 


YML026C 


0.11 


YML063W 


0.16 
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SEQ ID NO 105 
SEQ ID NO 107 
SEQ ID NO 109 
SEQ ID NO 111 
SEQ ID NO 113 
SEQ ID NO 115 
SEQ ID NO 117 
SEQ ID NO 119 
SEQ ID NO 121 
SEQ ID NO 123 
SEQ ID NO 125 
SEQ ID NO 127 
SEQ ID NO 129 
SEQ ID NO 131 
SEQ ID NO 133 
SEQ ID NO 135 
SEQ ID NO 137 
SEQ ID NO 139 
SEQ ID NO 141 
SEQ ID NO 143 
SEQ ID NO 145 
SEQ ID NO 147 
SEQ ID NO 149 
SEQ ID NO 151 
SEQ ID NO 153 
SEQ ID NO 155 
SEQ ID NO 157 
SEQ ID NO 159 
SEQ ID NO 161 
SEQ ID NO 163 
SEQ ID NO 165 
SEQ ID NO 167 
SEQ ID NO 169 
SEQ ID NO 171 
SEQ ID NO 173 
SEQ ID NO 175 
SEQ ID NO 177 
SEQ ID NO 179 
SEQ ID NO 181 
SEQ ID NO 183 
SEQ ID NO 185 
SEQ ID NO 187 
SEQ ID NO 189 
SEQ ID NO 191 
SEQ ID NO 193 
SEQ ID NO 195 
SEQ ID NO 197 
SEQ ID NO 199 
SEQ ID NO 201 
SEQ ID NO 203 
SEQ ID NO 205 
SEQ ID NO 207 
SEQ ID NO 209 
SEQ ID NO 211 
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YML128C 


5.1 


SEQ ID NO 213 


YML130C 


5.41 


SEQ ID NO 215 


YMR022W 


6.45 


SEQ ID NO 217 


YMR118C 


5.13 


SEQ ID NO 219 


YMR143W 


0,08 


SEQ ID NO 221 


YMR174C 


6.75 


SEQ ID NO 223 


YMR191W 


9.56 


SEQ ID NO 225 


YMR230W 


0.13 


SEQ ID NO 227 


YNL054W 


5.19 


SEQ ID NO 299 


YNL067W 


0.12 


SEQ ID NO 931 


YNL075W 


0 16 


SEQ ID NO 9*33 


YNL096C 


0 14 


SEO ID NO 93^ 


YNL1 62W 


0 07 


^FO ID NO 937 

OL^U 1 mJ IXU 


YNL178W 


n 11 


cpn in no 9^q 

OlU IL/ INU cO? 


YNL1 82C 

1 ■ Tit 1 UCV 


n 1ft 


cpn in no 941 

OCU IL/ IMU 


YNL1 90W 




cpn m MO OAfX 


YNL208W 


^ ft7 


cpn m no oa^ 


YNL210W 


O 09 


qpn m NO OA7 

OCU I Li INU 


YOL 031 C 


^ 39 


OCU I Li INU 


YOL048C 


14 34 

I **.0*w 


cpn in mo 9^1 

OCU IL/ INU *-D I 


YOR010C 




cpn m no 9«w 

OCU IL/ INU cOo 


YOR019W 


R 1Q 


cpn in MO Of;*; 

OCU IL/ INU *iOD 


YOR027W 


6 03 


epn in MO 9*V7 

OCU IL/ INU £-Of 


YOR031W 


^ 3^ 


cpn m MO oc;q 

OCU IL/ INU 


YOR096W 


O 19 

v/. I ^ 


cpn in mo oci 

OCU IL/ INU ^Dl 


YOR248W 


O 1ft 


cpn m mo orq 

OCU IL/ INU ^Do 


YOR293W 


0 11 


cpn m NO 9R«; 

OCU IL/ INU mCOO 


YOR312C 


O 19 I 


cpn in no 9R7 

OCU IL/ INU CSjl 


YOR369C 


0.21 


SEQ ID NO 269 


YPL047W 


5.09 


SEQ ID NO 271 


YPL090C 


0.1 


SEQ ID NO 273 


YPL137C 


10.41 


SEQ ID NO 275 


YPL159C 


5.61 


SEQ ID NO 277 


YPL175W 


5.95 


SEQ ID NO 279 


YPL180W 


7.68 


SEQ ID NO 281 


YPL218W 


6.26 


SEQ ID NO 283 


YPR102C 


0.17 


SEQ ID NO 285 



WO 01/02550 



PCT/BEOO/00077 



39 



Table 2. 



ORF 


Qt 


Sequence ID Number 


j YGR236C 


7.25 


SEQ ID NO 119 


YDR442W 


0.049 


SEQ ID NO 459 


YGR182C 


0.602 


SEQ ID NO 467 


YGR106C 


0.478 


SEQ ID NO 465 


YKR040C 


2.23 


SEQ ID NO 471 


YJL188C 


0.075 


SEQ ID NO 161 


YOR096W 


0.067 


SEQ ID NO 261 


YOR293W 


0.107' 


SEQ ID NO 265 


YDR450W 


0.056 


SEQ ID NO 63 


YML026C 


0.051 


SEQ ID NO 209 


YHR021C 


0.114 


SEQ ID NO 129 


YLR167W 


0.033 


SEQ ID NO 183 


YGL147C 


0.061 


SEQ ID NO 105 


YGR085C 


0.107 


SEQ ID NO 463 


YOR312C 


0.083 


SEQ ID NO 267 


YOL127W 


0.101 


SEQ ID NO 473 


YHR010W 


0.077 


SEQ ID NO 127 


YDR471W 


0.046 


SEQ ID NO 65 


YDL191W 


0.128 


SEQ ID NO 49 


YDL136W 


0.125 


SEQ ID NO 43 


YLR325C 


0.061 


SEQ ID NO 199 


YJL189W 


0.07 


SEQ ID NO 163 


YIL148W 


0.145 


SEQ ID NO 139 


YHR141C 


0.069 


SEQ ID NO 131 


YBL003C 


0.119 


SEQ ID NO 457 


YDR529C 


0.352 


SEQ ID NO 461 


YGR183C 


0.781 


SEQ ID NO 469 
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CLAIMS 

1 . Use of a nucleic acid molecule encoding a polypeptide which is involved 
in a pathway eventually leading to programmed cell death of yeast or fungi and which 
5 nucleic acid sequence is selected from: 

(a) a nucleic acid encoding a protein having an amino acid sequence as 
represented in any of SEQ ID NOs 2, 4, 6. 8, 10, 12, 14, 16, 18, 20, 22, 24, 
26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 50, 52, 54, 56, 58, 60, 62, 64, 
66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 90, 92, 94, 96, 98, 100, 102, 

10 104, 106, 108, 110, 112, 114, 116, 118, 120, 122, 124, 126, 128, 130, 132, 

134, 136, 138, 140, 142, 144, 146, 148, 150, 152, 154, 156, 158, 160, 162, 
164, 166, 168, 170, 172, 174, 176, 178, 180, 182, 184, 186, 188. 190, 192, 
194, 196, 198, 200. 202, 204, 206, 208, 210, 212, 214, 216, 218. 220, 222, 
224, 226, 228, 230, 232, 234, 236. 238, 240, 242, 244, 246, 248, 250, 252, 

15 254. 256. 258, 260, 262, 264, 266, 268, 270, 272, 274, 276, 278, 280. 282, 

284, 286, 288, 290, 292, 294, 296, 298, 300, 302, 304, 306, 308, 310, 312, 
314, 316, 318, 320, 322, 324, 326, 328, 330, 332, 334, 336, 338, 340, 342, 
344, 346, 348, 350, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 
374, 376, 378, 380, 382, 384, 386, 388, 390, 392, 394, 396, 398, 400, 402, 

20 404, 406, 408, 410, 412, 414, 416, 418, 420, 422, 424, 426, 428, 430, 432, 

434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 456, 458, 460, 462, 
464, 466, 468. 470, 472, 474, 476, 478, 480, 482, or 484, or encoding a 
functional equivalent, derivative or bioprecursor of said protein; 

(b) a nucleic acid molecule encoding a protein having an amino acid sequence 
25 which is more than 70% similar, preferably more than 80% similar, more 

preferably more than 90% similar and most preferably more than 97% 
similar to any of the amino acid sequences shown in SEQ ID NOs 2, 4, 6, 8, 
10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 
50, 52, 54, 56, 58, 60, 62, 64, 66. 68, 70, 72, 74, 76, 78. 80. 82. 84. 86, 88, 

30 90, 92, 94, 96, 98, 100, 102, 104, 106, 108, 110, 112, 114, 116. 118, 120, 

122, 124, 126, 128, 130, 132, 134, 136, 138, 140, 142, 144, 146, 148, 150, 
152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 176, 178, 180, 
182, 184, 186, 188, 190, 192, 194, 196, 198, 200, 202, 204, 206. 208, 210, 
212, 214, 216, 218, 220, 222, 224, 226, 228, 230, 232, 234, 236, 238, 240, 

35 242, 244, 246, 248, 250, 252, 254, 256, 258, 260, 262, 264, 266, 268, 270, 

272, 274, 276, 278, 280, 282, 284, 286, 288, 290, 292, 294, 296, 298, 300, 
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302, 304, 306, 308, 310. 312, 314, 316, 318, 320, 322, 324, 326, 328, 330. 
332, 334, 336, 338, 340, 342, 344, 346, 348, 350. 352. 354, 356, 358, 360, 
362, 364, 366, 368, 370, 372, 374, 376. 378, 380, 382, 384, 386, 388, 390. 
392, 394, 396, 398, 400, 402, 404, 406, 408, 410, 412, 414, 416, 418, 420, 
5 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444. 446. 448, 450, 

452, 454, 456, 458, 460, 462, 464, 466, 468, 470, 472, 474, 476. 478. 480. 
482, or 484; 

(c) a nucleic acid molecule encoding a protein having an amino acid sequence 
which is more than 70% identical, preferably more than 80% identical, more 

10 preferably more than 90% identical and most preferably more than 97% 

identical to any of the amino acid sequences shown in SEQ ID NOs 2, 4, 6, 
8. 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 
48, 50, 52, 54, 56, 58, 60, 62, 64, 66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 
88, 90, 92, 94, 96, 98, 100, 102, 104, 106, 108, 110, 112, 114, 116, 118, 

15 120, 122, 124, 126, 128, 130, 132, 134, 136, 138, 140, 142, 144, 146, 148, 

150, 152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 176, 178, 
180. 182. 184. 186, 188, 190, 192, 194, 196, 198, 200, 202, 204, 206, 208, 
210, 212, 214, 216, 218, 220, 222, 224, 226, 228, 230, 232, 234, 236. 238. 
240. 242. 244, 246, 248, 250, 252, 254, 256. 258, 260, 262. 264, 266, 268, 

20 270, 272, 274, 276, 278, 280. 282, 284, 286, 288, 290, 292, 294, 296, 298, 

300, 302, 304, 306, 308, 310, 312, 314, 316, 318, 320, 322, 324, 326, 328. 
330, 332, 334, 336, 338, 340, 342, 344, 346, 348, 350, 352, 354, 356, 358, 
360, 362, 364, 366, 368, 370, 372, 374, 376, 378, 380. 382, 384. 386, 388, 
390, 392, 394, 396, 398, 400, 402, 404, 406, 408, 410, 412, 414, 416, 418, 

25 420, 422, 424, 426, 428, 430. 432. 434, 436, 438, 440, 442, 444, 446, 448, 

450, 452, 454, 456, 458, 460. 462, 464, 466, 468, 470, 472, 474, 476, 478, 
480. 482, or 484; 

(d) a nucleic acid molecule comprising a sequence as represented in any of 
SEQ ID NOs 1, 3, 5, 7, 9, 11. 13. 15, 17. 19. 21, 23, 25, 27, 29. 31, 33, 35, 

30 37, 39. 41 , 43, 45, 47, 49, 51 . 53. 55. 57. 59, 61 , 63, 65. 67, 69, 71 . 73. 75, 

77, 79, 81, 83, 85, 87, 89, 91, 93, 95. 97. 99, 101, 103, 105, 107, 109, 111, 
113, 115, 117, 119, 121. 123. 125. 127, 129, 131, 133, 135, 137, 139, 141, 
143, 145, 147, 149, 151, 153, 155, 157, 159. 161. 163, 165, 167, 169, 171, 
173, 175, 177, 179, 181. 183. 185. 187. 189, 191, 193, 195, 197, 199, 201, 

35 203, 205, 207, 209, 21 1 . 21 3. 21 5. 217, 21 9. 221 , 223, 225, 227, 229, 231 , 

233, 235, 237, 239, 241, 243, 245, 247, 249, 251. 253, 255, 257, 259, 261. 
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263, 265, 267, 269, 271, 273, 275, 277, 279, 281, 283, 285, 287, 289, 291, 
293, 295, 297, 299, 301 , 303, 305, 307, 309, 31 1 , 313, 315, 317, 319, 321 , 
323, 325, 327, 329, 331 , 333, 335. 337, 339, 341 , 343, 345, 347, 349, 351 , 
353. 355, 357, 359, 361, 363, 365, 367, 369, 371. 373, 375, 377, 379, 381, 
5 383, 385, 387, 389, 391, 393, 395, 397, 399, 401 , 403, 405, 407, 409, 41 1 , 

413, 415, 417, 419, 421, 423, 425, 427, 429, 431 , 433, 435, 437, 439. 441 , 
443. 445, 447, 449, 451 , 453, 455, 457, 459, 461 , 463, 465, 467, 469, 471 , 
473. 475, 477, 479, 481 or 483; 

(e) a nucleic acid sequence which is more than 70% identical, preferably mor 
10 than 80% identical, more preferably more than 90% identical and most 

preferably more than 97% identical to any of the nucleic acid sequences 
shown in SEQ ID NOs 1, 3, 5, 7, 9, 11, 13, 15, 17, 19, 21, 23, 25. 27, 29, 
31, 33, 35, 37, 39, 41, 43, 45, 47, 49, 51, 53, 55, 57, 59, 61, 63, 65, 67. 69, 
71, 73, 75, 77, 79, 81, 83, 85, 87, 89, 91, 93, 95, 97, 99, 101, 103, 105, 107, 

15 109, 111, 113, 115, 117, 119, 121, 123, 125, 127, 129, 131, 133, 135, 137, 

139, 141. 143, 145, 147, 149, 151, 153, 155, 157, 159, 161, 163, 165, 167, 
169, 171, 173, 175, 177, 179, 181, 183, 185, 187, 189, 191, 193, 195, 197, 
199, 201, 203, 205, 207, 209, 211, 213, 215, 217, 219, 221, 223, 225, 227, 
229, 231, 233, 235, 237, 239, 241, 243, 245, 247, 249, 251, 253, 255, 257, 

20 259, 261 . 263, 265, 267, 269, 271 , 273, 275, 277, 279, 281 , 283, 285. 287, 

289, 291, 293, 295, 297, 299. 301, 303, 305, 307, 309, 311, 313, 315, 317. 
319, 321, 323, 325, 327, 329, 331, 333. 335. 337. 339. 341, 343, 345, 347, 
349, 351. 353, 355, 357, 359, 361, 363, 365, 367, 369, 371, 373, 375, 377, 
379, 381. 383. 385, 387, 389, 391, 393, 395, 397. 399, 401, 403, 405, 407, 

25 409, 41 1 , 413, 415, 417, 419, 421 , 423, 425, 427, 429, 431 , 433, 435, 437, 

439, 441, 443, 445, 447, 449. 451, 453, 455, 457, 459, 461, 463, 465, 467, 
469, 471 , 473, 475, 477, 479, 481 or 483; and 

(f) a nucleic acid sequence encoding a functional fragment of any of th 
nucleic acid sequences as specified in a) to e), 

30 (g) the complement of any of the nucleic acid sequences as specified in a) to f), 

for the preparation of a medicament for treating diseases associated with yeast or 
fungi. 



2. Use of a polypeptid which is involved in a pathway ventually leading 
35 to programmed c II death of y ast or fungi, said polypeptide being s lected from : 
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(a) a protein having an amino acid sequence as represented in any of SEQ ID 
NOs 2. 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30. 32, 34, 36, 38, 40. 
42, 44, 46, 48, 50, 52, 54, 56, 58, 60, 62, 64, 66, 68, 70, 72, 74, 76, 78, 80, 
82, 84, 86, 88, 90, 92, 94, 96, 98, 100, 102, 104, 106, 108, 110, 112, 114, 

5 116, 118, 120, 122, 124, 126, 128, 130, 132. 134, 136, 138. 140, 142, 144, 

146, 148, 150, 152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 
176, 178, 180, 182, 184, 186, 188, 190. 192, 194, 196, 198, 200, 202, 204, 
206, 208, 210. 212, 214. 216, 218, 220, 222, 224, 226, 228, 230, 232, 234, 
236, 238, 240, 242, 244, 246, 248, 250, 252, 254, 256, 258, 260, 262, 264, 

10 266, 268, 270, 272, 274, 276, 278, 280, 282, 284. 286, 288, 290, 292, 294, 

296, 298, 300, 302, 304, 306, 308, 310, 312, 314, 316, 318, 320, 322, 324, 
326, 328, 330, 332, 334, 336. 338, 340, 342. 344. 346. 348, 350, 352. 354. 
356. 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 378, 380, 382, 384, 
386, 388, 390, 392, 394, 396, 398, 400. 402, 404, 406, 408, 410, 412, 414, 

15 416,418,420,422,424,426,428,430,432,434,436,438,440,442,444, 
446, 448, 450, 452, 454, 456, 458, 460, 462, 464, 466, 468, 470, 472, 474, 
476, 478, 480, 482, or 484, or encoding a functional equivalent, derivative or 
bioprecursor of said protein; 

(b) a protein having an amino acid sequence which is more than 70% similar, 
20 preferably more than 80% similar, more preferably more than 90% similar 

and most preferably more than 97% similar to any of the amino acid 
sequences shown in SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 
26, 28, 30. 32, 34, 36, 38, 40, 42, 44, 46, 48, 50, 52, 54, 56, 58, 60, 62, 64, 
66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 90, 92, 94, 96. 98, 100, 102, 

25 104, 106, 108, 110, 112, 114, 116, 118, 120, 122, 124, 126, 128, 130, 132, 

134, 136, 138, 140, 142, 144, 146, 148, 150, 152, 154, 156, 158, 160, 162, 
164, 166, 168, 170, 172, 174, 176, 178, 180, 182, 184, 186, 188, 190, 192, 
194, 196, 198, 200, 202, 204. 206, 208, 210, 212, 214, 216, 218, 220, 222, 
224, 226, 228, 230, 232, 234, 236, 238, 240, 242, 244, 246, 248, 250, 252, 

30 254, 256, 258, 260, 262, 264, 266, 268, 270, 272, 274, 276, 278, 280, 282, 

284, 286, 288, 290, 292, 294, 296, 298, 300, 302, 304, 306, 308, 310, 312. 
314, 316, 318, 320, 322. 324. 326, 328. 330, 332, 334, 336, 338, 340, 342, 
344, 346, 348, 350, 352, 354, 356, 358, 360, 362. 364, 366, 368, 370, 372, 
374, 376, 378, 380, 382, 384, 386, 388, 390, 392, 394, 396, 398, 400, 402, 

35 404. 406, 408, 410. 412, 414, 416, 418, 420. 422. 424, 426, 428, 430, 432, 
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434, 436, 438, 440, 442, 444, 446. 448, 450, 452, 454, 456, 458, 460, 462, 
464, 466, 468, 470, 472, 474, 476, 478, 480, 482, or 484; 

(c) a protein having an amino acid sequence which is more than 70% identical, 
preferably more than 80% identical, more preferably more than 90% 

5 identical and most preferably more than 97% identical to any of the amino 

acid sequences shown in SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 
24, 26, 28, 30, 32, 34, 36, 38. 40. 42, 44, 46, 48, 50, 52, 54, 56, 58, 60, 62, 
64, 66. 68. 70. 72. 74, 76, 78, 80, 82, 84, 86, 88, 90, 92, 94, 96, 98, 100, 
102, 104, 106, 108, 110, 112, 114, 116, 118, 120, 122, 124, 126, 128, 130, 

10 132. 134. 136, 138, 140, 142, 144, 146, 148, 150, 152, 154, 156, 158, 160, 

162, 164. 166. 168, 170, 172, 174, 176, 178, 180. 182, 184. 186, 188, 190, 
192, 194, 196, 198, 200. 202. 204. 206, 208, 210, 212, 214, 216, 218, 220, 
222, 224, 226. 228, 230. 232. 234, 236, 238, 240, 242, 244, 246, 248, 250, 
*l 252, 254, 256, 258, 260, 262, 264, 266, 268, 270, 272, 274, 276, 278. 280. 

15 282, 284, 286, 288, 290, 292. 294, 296, 298, 300, 302, 304, 306, 308, 310, 

312, 314, 316, 318, 320, 322, 324, 326, 328, 330, 332, 334, 336, 338, 340, 
342, 344, 346, 348, 350, 352, 354, 356, 358, 360, 362, 364, 366. 368, 370, 
372, 374, 376. 378, 380, 382, 384, 386, 388, 390, 392, 394, 396, 398, 400, 
402, 404, 406, 408, 410, 412, 414, 416, 418, 420, 422, 424, 426, 428, 430, 

20 432, 434, 436. 438, 440. 442, 444, 446, 448, 450, 452, 454, 456, 458, 460, 

462, 464, 466, 468, 470, 472, 474, 476. 478, 480, 482, or 484; and, 

(d) a functional fragment of any of said proteins as defined in a) to c), 

for the preparation of a medicament for treating diseases associated with yeast or 
fungi. 



25 



3. A pharmaceutical or fungicidal composition comprising a nucleic acid 
molecule as defined in claim 1 or a polypeptide as defined in claim 2 together with a 
pharmaceutical^ acceptable earner diluent or excipient therefor. 



30 4. A vaccine for immunizing a mammal against yeast or fungal infections 

comprising at least one nucleic acid molecule as defined in claim 1 or at least one 
polypeptide as defined in claim 2 in a pharmaceutically acceptable carrier. 

5. A genetically modified yeast or fungus in which modification results in 
35 the ov rexpression or underexpression of at least one of the nucleic acids as defined in 
claim 1 or the polypeptides as defined in claim 2, which ov rexpression or 
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underexpr ssion of said nucleic acid or polypeptide prevents or delays apoptosis of 
said genetically modified y ast or fungus. 

6. A method of identifying compounds which selectively modulate 
5 expression or functionality of polypeptides involved in a pathway eventually leading to 
programmed cell death of yeast or fungi or in metabolic pathways in which said 
polypeptides are involved, which method comprises: 

(a) contacting a compound to be tested with yeast or fungal cells having a 
mutation which results in overexpression or underexpression of at least one 

1 0 of the polypeptides as defined in claim 2, in addition to contacting wild type 

cells with said compound, 

(b) monitoring the growth, death rate or activity of said mutated cells compared 
to said wild type cells; wherein differential growth or activity of said mutated 
yeast or fungi cells is indicative of selective action of said compound on a 

15 polypeptide in the same or a parallel pathway, 

(c) alternatively monitoring the growth, death rate or activity of said mutated 
cells compared to mutated cells which were not contacted with the 
compound to be tested, wherein differential growth or activity of said 
mutated yeast of fungi cells is indicative of selective action of said 

20 compound on a polypeptide in the same or a parallel pathway, 

(d) alternatively monitoring changes in morphologic and/or functional properties 
of components in said mutated cells caused by the addition of th 
compound to be tested. 

25 7. A method of identifying compounds which selectively modulate 

expression or functionality of polypeptides involved in a pathway eventually leading to 
programmed cell death of yeast and fungi or in metabolic pathways in which said 
polypeptides are involved, which method comprises: 

(a) contacting a compound to be tested with yeast or fungal cells transformed, 
30 transfected or infected with an expression vector comprising an antisens 

sequence of at least one of the nucleic acid sequences as defined in claim 
1, which expression results in underexpression of said polypeptide, in 
addition to contacting one or more wild type cells with said compound, 

(b) monitoring the growth, death rat or activity of said transformed, transfected 
35 or infected cells compared to said wild type cells; wherein differential growth 

or activity of said transformed, transfected or infect d yeast or fungal cells is 
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indicative of selective action of said compound on a polypeptide in the same 
or a parallel pathway, 

(c) alternatively monitoring the growth, death rate or activity of said 
transformed, transfected or infected cells compared to transformed, 

5 transfected or infected cells which were not contacted with the compound to 

be tested, wherein differential growth or activity of said mutated yeast of 
fungi cells is indicative of selective action of said compound on a 
polypeptide in the same or a parallel pathway, 

(d) alternatively monitoring changes in morphologic and/or functional properties 
10 of components in said transformed, transfected or infected cells caused by 

the addition of the compound to be tested. 



8. A method of identifying compounds which bind to or modulate th 
properties of polypeptides which are involved in a pathway eventually leading to 

1 5 programmed cell death of yeast or fungi, which method comprises: 

(a) contacting a compound to be tested with at least one of the polypeptides as 
defined in claim 2, 

(b) detecting the complex formed between the compound to be tested and said 
polypeptide, 

20 (c) alternatively, examining the diminution of complex formation between said 

polypeptide and a binding partner, caused by the addition of the compound 
being tested. 

(d) alternatively, examining the alteration in the functional activity of the 
polypeptide, caused by the addition of the compound being tested. 

25 

9. A method of identifying compounds which selectively modulate 
expression of polypeptides which are involved in a pathway eventually leading to 
programmed cell death of yeast or fungi which method comprises: 

(a) contacting host cells transformed, transfected or infected with an expression 
30 vector comprising a promoter sequence of a nucleic acid molecule as 

defined in claim 1 joined in frame with a reporter gene, 

(b) monitoring increased or decreased expression of said reporter gene caused 
by the addition of the compound being tested. 



WO 01/02550 



PCT7BE00/00077 



49 

10. A method according to any of claims 6 to 9 wherein said yeast or fungus 
is chos n from Saccharomyces cerevisiae, Schizosaccharomyces pombe, Candida 
albicans, or Aspergillus fumigatus. 

5 1 1 . A compound identifiable according to the method of any of claims 6 to 9. 

12. A compound according to claim 1 1 for use as a medicament. 

13. A method for preparing a pharmaceutical composition for treating 
1 0 diseases associated with yeast or fungi comprising admixing a compound according to 

claim 12 with a suitable pharmaceutical^ acceptable carrier. 

14. Use of a compound according to claim 11 or 12 for the preparation of a 
medicament for treating diseases associated with yeast and fungi. 

15 

15. Use of a compound according to claim 11 or 12 or a genetically modified 
organism as defined in claim 5 for the preparation of a medicament for modifying the 
endogenic flora of humans and other mammals. 

20 16. Use of a compound according to claim 12 where the yeast or fungus is 

chosen from Candida spp., Aspergillus spp., Microsporum spp., Trichophyton spp., 
Fusarium spp., Zygomycetes spp., Botritis, spp., Cladosporium spp., Malassezia spp., 
Epidermophyton floccosum, Blastomyces dermatitidis, Coccidioides immitis, 
Histoplasma capsulatum, Paracoccidioides brasiliensis, Cryptococcus neoformans, 

25 and Sporothrix schenckii. 



17. A nucleic acid sequence encoding a polypeptide which is involved in a 
pathway for programmed cell death of yeast or fungi selected from: 

30 (a) a nucleic acid encoding a protein having an amino acid sequence as 
represented in any of SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 304, 
306, 308, 310, 312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 344, 
346, 348, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376 f 380, 
382, 384, 386, 388, 390, 392, 394, 398, 402, 404, 406, 408, 410, 412, 416, 418, 

35 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 
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454, 476, 478, 480, 482 or 484, or encoding a functional equivalent, derivative 
or bioprecursor of said protein; 

(b) a nucleic acid molecule encoding a protein having an amino acid sequence 
which is more than 70% similar, preferably more than 80% similar, more 

5 preferably more than 90% similar and most preferably more than 97% similar to 

any of the amino acid sequences shown in SEQ ID NOs 286, 288, 290, 292, 
296, 298. 300, 302, 304, 306, 308, 310, 312, 316, 318, 320. 322, 324. 326, 328. 
330. 332. 338, 342, 344. 346, 348, 352. 354. 356, 358, 360. 362. 364, 366, 368, 
370, 372. 374, 376. 380, 382. 384, 386, 388, 390, 392, 394. 398, 402. 404, 406, 
10 408, 41 0, 41 2, 41 6, 41 8, 422, 424, 426, 428. 430, 432, 434, 436, 438, 440, 442, 

444, 446, 448, 450, 452, 454, 476, 478, 480, 482 or 484; 

(c) a nucleic acid molecule encoding a protein having an amino acid sequence 
which is more than 70% identical, preferably more than 80% identical, more 
preferably more than 90% identical and most preferably more than 97% 

15 identical to any of the amino acid sequences shown in SEQ 10 NOs 286, 288, 

290, 292, 296, 298, 300, 302, 304, 306, 308, 310, 312, 316, 318, 320. 322, 324, 
326, 328, 330, 332, 338, 342, 344, 346, 348, 352, 354, 356, 358, 360, 362, 364, 
366, 368. 370, 372, 374, 376, 380, 382, 384, 386, 388, 390, 392, 394, 398, 402, 
404, 406, 408, 410, 412, 416, 418, 422, 424, 426, 428, 430, 432, 434, 436, 438, 

20 440, 442, 444, 446, 448. 450. 452. 454, 476. 478, 480, 482 or 484; 

(d) a nucleic acid molecule comprising a sequence as represented in any of SEQ 
ID NOs 285, 287, 289, 291, 295, 297, 299, 301, 303, 305, 307, 309, 311, 315, 
31 7, 31 9, 321 , 323, 325, 327, 329, 331 , 337, 341 , 343, 345, 347, 351 , 353, 355, 
357, 359. 361 , 363, 365. 367, 369, 371 , 373, 375, 379, 381 , 383, 385, 387, 389, 

25 391 , 393, 397, 401 , 403. 405. 407. 409, 41 1 . 41 5, 41 7, 421 , 423, 425, 427, 429, 

431 . 433, 435, 437, 439, 441 , 443, 445, 447, 449, 451 , 453. 475, 477, 479, 481 
or 483; 

(e) a nucleic acid sequence which is more than 70% identical, preferably more than 
80% identical, more preferably more than 90% identical and most preferably 

30 more than 97% identical to any of the nucleic acid sequences shown in SEQ ID 

NOs 285, 287, 289, 291, 295, 297, 299, 301, 303, 305, 307, 309, 311, 315, 317, 
319, 321. 323, 325, 327, 329, 331, 337, 341, 343, 345, 347, 351, 353, 355, 357, 
359, 361, 363, 365, 367, 369, 371, 373. 375. 379. 381. 383. 385, 387, 389, 391, 
393, 397, 401 . 403, 405, 407, 409, 41 1 , 415, 417. 421 , 423. 425, 427, 429, 431 , 

35 433, 435, 437. 439. 441. 443, 445, 447, 449, 451, 453. 475, 477. 479. 481 or 

483; and, 
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(f) a nucleic acid sequence encoding a functional fragment of any of the nucleic 
acid sequences as specified in a) to e), 

(g) the complement of any of the nucleic acid sequences as specified in a) to e). 

5 18. A nucleic acid according to claim 16 characterized in that it is derived 

from Candida albicans. 

19. A nucleic acid molecule capable of selectively hybridizing to a nucleic 
acid sequence as defined in claim 1 or the complement thereof. 



10 



20. A nucleic acid sequence according to any of claim 17 to 19 which is 

mRNA 



21. A nucleic acid sequence according to any of claims 17 to 19 which is 

15 DNA. 

22. A nucleic acid sequence according to any of claims 17 to 19 which is 

cDNA. 

20 23. An antisense molecule comprising a nucleic acid sequence capable of 

selectively hybridizing to the nucleic acid sequences according to any of claims 17 to 
22. 

24. An isolated protein which is involved in a pathway for programmed cell 
25 death of yeast or fungi selected from: 

(a) a protein having an amino acid sequence as represented in any of SEQ ID NOs 
286. 288. 290, 292. 296. 298. 300. 302. 304, 306. 308, 310. 312, 316, 318, 320, 
322, 324, 326, 328, 330, 332, 338, 342. 344, 346, 348, 352, 354, 356, 358, 360, 
362, 364, 366, 368, 370, 372. 374, 376. 380, 382. 384, 386. 388, 390. 392, 394. 

30 398, 402, 404, 406, 408, 410, 412, 416, 418, 422. 424, 426, 428, 430, 432, 434, 

436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 476, 478, 480, 482 or 484, or 
ncoding a functional equivalent, derivative or bioprecursor of said protein; 

(b) a protein having an amino acid sequence which is more than 70% similar, 
preferably more than 80% similar, more preferably mor than 90% similar and 

35 most pref rably mor than 97% similar to any of th amino acid sequ nces 

shown in SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302. 304, 306, 308, 
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310, 31 2, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 344, 346, 348, 
352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 380, 382, 384, 
386, 388, 390, 392, 394, 398, 402, 404, 406, 408, 410, 412, 416, 418, 422, 424, 
426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 476, 
5 478, 480, 482 or 484; 

(c) a protein having an amino acid sequence which is more than 70% identical, 
preferably more than 80% identical, more preferably more than 90% identical 
and most preferably more than 97% identical to any of the amino acid 
sequences shown in SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 304, 

10 306, 308, 310, 312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 344, 

346, 348, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 380, 
382, 384, 386, 388, 390, 392, 394, 398, 402, 404, 406, 408, 410, 412, 416, 418, 
422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 
454, 476, 478, 480, 482 or 484; and, 

15 (d) a functional fragment of any of said proteins as defined in a) to c) 

25. An expression vector comprising a nucleic acid sequence according to 
any of claims 1 7 to 23 . 

20 26. An expression vector according to claim 25 which comprises an 

inducible promoter. 

27. An expression vector according to claim 25 or 26 which comprises a 
sequence encoding a reporter molecule. 

25 

28. A host cell transformed, transfected or infected with the vector of any of 
claims 25 to 27. 

29. A nucleic acid molecule according to any of claims 1 7 to 23 for use as a 
30 medicament. 

30. A polypeptide according to claim 24 for use as a medicament 

31 . An antibody capable of specifically binding to a polypeptide according to 
35 claim 24. 



WO 01/02550 




PCT/BE00/00077 



53 

32. An antibody according to claim 31 for use as a medicament. 

33. A pharmaceutical composition comprising an antibody according to 
claim 31 or 32. 

5 

34. Use of an antibody according to claim 31 or 32, or an antibody capable 
of binding to at least one of the polypeptides as defined in claim 2, for the preparation 
of a medicament for treating diseases associated with yeast and fungi. 

10 35. Use of an antibody according to claim 34 where the fungus is Candida 

albicans. 

36. A nucleic acid probe which comprises a fragment of at least 15 
contiguous nucleotides of a nucleic acid molecule as defined in claim 17 and which 

15 selectively hybridises with any of said nucleic acid molecules. 

37. A nucleic acid primer which comprises a fragment of at least 15 
contiguous nucleotides of a nucleic acid molecule as defined in claim 17 and which 
selectively amplifies any of said nucleic acid molecules. 

20 

38. A genetically modified mammalian cell or non-human organism in which 
modification results in the overexpression or underexpression of at least one of the 
nucleic acids as defined in claim 1 or a human homologue thereof or at least one of the 
polypeptides as defined in claim 2 or a human homologue thereof, which 

25 overexpression or underexpression of said nucleic acid or polypeptide prevents or 
delays apoptosis of said genetically modified mammalian cell or in said genetically 
modified non-human organism. 

39. A method for identifying compounds for stimulating or inhibiting 
30 apoptosis comprising the use of at least one of the nucleic acid sequences as defined 

in claim 1 or a human homologue thereof and/or at least one of the polypeptides as 
defined in claim 2 or a human homologue thereof and/or a genetically modified 
mammalian cell or non-human organism according to claim 38. 



35 



40. A compound identifiabl according to the m thod of claim 39. 
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41 . A compound according to claim 40 for use as a medicament. 

42. A method for preparing a pharmaceutical composition for treating 
proliferative disorders or for preventing apoptosis in certain diseases comprising 

5 admixing a compound according to claim 40 or 41 with a suitable pharmaceutical ly 
acceptable carrier. 

43. Use of a compound according to claim 40 or 41 for the preparation of a 
medicament for treating proliferative disorders or for preventing apoptosis in certain 

10 disorders. 

44. Use of a nucleic acid molecule selected from any of the nucleic acid 
molecules as defined in claim 1 or a human homologue thereof for treating proliferative 
disorders or for the prevention of apoptosis in certain diseases. 

15 

45. Use of a polypeptide selected from any of the polypeptides as defined in 
claim 2 or a human homologue thereof for treating proliferative disorders or for th 
prevention of apoptosis in certain diseases. 

20 46. A pharmaceutical composition for use as a medicament for treating 

proliferative disorders or for the prevention of apoptosis in certain diseases comprising 
a nucleic acid molecule as defined in claim 1 or a human homologue thereof or a 
polypeptide as defined in claim 2 or a human homologue thereof together with a 
pharmaceutical^ acceptable carrier diluent or excipient therefor. 

25 

47. A vaccine for immunizing mammals against proliferative disorders or for 
preventing apoptosis in certain diseases comprising least one nucleic acid molecule as 
defined in claim 1 or a human homologue thereof or at least one polypeptide as defined 
in claim 2 or a human analogue thereof in a pharmaceutical^ acceptable carrier. 

30 

48. Use of an antibody according to claim 31 or 32 or an antibody capabl 
of binding to at least one of the polypeptides as defined in claim 2 or a human 
homologue thereof for the preparation of a medicament for tr ating proliferative 
disorders or for the prev ntion of apoptosis in certain diseases. 

35 
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49. An expression vector comprising a human homologue of a nucleic acid 
sequence as defined in claim 1 . 

50. An expression vector according to claim 49 which comprises an 
inducible promoter. 

5 

51. An expression vector according to claim 49 or 50 which comprises a 
sequence encoding a reporter molecule. 

52. A host cell transformed, transfected or infected with the vector of any of 
10 claims 49 to 51 . 

53. A nucleic acid molecule comprising a human homologue of at least on 
of the nucleic acid sequences as defined in claim 1 . 

15 54. An antisense molecule comprising a nucleic acid sequence capable of 

selectively hybridising to the nucleic acid molecule of claim 53. 

55. A polypeptide encoded by a nucleic acid molecule according to claim 

53. 

20 
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FIG, 1: 

YAR061W, 704 bp, CDS: 501-704 (SEQ ID NO 1) 

AAAATTTGGCACTTCAGAGCTTATCGTATCTTCTCCCGGAGTTCCTCAAGACTTATACTT 
CAGCCCGTTTAGGAATGCATAAAAGCAAATAGGATTCGTTACAACTGCTGCAGGACTCTT 
TAGGACTGCATCAAGGTAAGCCTCGCTGCACCTAAACGCAAAATGTGGTTC 
TAATTTTTTTCTTGAACTTGTTGAGTCGTAATAAA 

AATGTAATGGAATCGGCGTTACTCGCATGTGCAGATATCAGCGACAAAAAGTGTTGTAGG 

GACGTTTCGATACCAAAATTTCCTAAATACAGCGCAGGAACATCACTACGCTAAACAAAT 

CGTAGCGCATACATCTGATCGAAAAAAGACAGTTCCCAAAACAATGACATATGAAGAGAC 

CAGCATCAAAATTTTCATCATTAACAGCATGGCTAAAAGTTATTGTTTAATATAC 

CCTGATTGACGAACCAAGAAATGCCTTATCACTATTTATTTTTGGCACTCTTCACCTACC 

TGGCCACGTCCAATGTTGTTTCAGGAAGTACACAAGCATGCCTGCCAGTGGGCCCGAGGA 

AAAATGGGATGAATGTCAACTTTTATAAATACTCATTACTGGATTCAACAACGTATTCCT 

ACCCGCAATATATGACTTCTGGATATGCCTCGAATTGGAATTAG 

YAR061W, 67 aa (SEQ ID NO 2) 

MPYHYLFLALFTYLATSNVVSGSTQACLPVGPRKNGMITVNFYKYSLLDSTTYSYPQYMTS 
GYASNWN 

YAR073W, 1712 bp, CDS: 501-1712 (SEQ ID NO 3) 

AGTGGCTCATGATCTGTAAATGATCGGTTGACCGCAGTATTATATAATAACATCCGTATA 
AGTACATATACTACCATGTCTGTTCTCTACATTGCTTTTTATT 

CTAACCGCCGCGCCGCGCAGGTACCCCGCGCATCTCTTCTTCTCGAAGAAAGCGGAAAAA 

ACAAAAAAAAAAGTATAAATAGTGGAGTCTTTTCCCATT^ 

AATGGAAATTTCTTGCCGAACATTTAACCGGAGACCCTTGGCGGCTTTTTCTC 

TTGCCTTACTTTTCTTATCATTTTTTATATA^ 

ATAGACGCATTTTGTTTATTACAAATTAAAAGAATCAAATATAATATGTGCAATT 
CTCCACAAGTAGCGAAAGCAATGGCCGCCATTAGAGACTACAAGACCGCACTAGATCTTA 
CCAAGAGCCTACCAAGACCGGATGGTTTGTCAGTGCAGGAACTGATGGACTCCAAGATCA 
GAGGTGGGTTGGCTTATAACGATTTTTTAATCTTACCAGGTTT 

CTGAAGTTAGCCTACAGACCAAGCTAACCAGGAATATTACTTTAAACATTCCATTAGTAT 

CCTCTCCAATGGAGACTGTGACGGAATCTGAAATGGCCACTTTTATGGCTCTGTTGGATG 

GTATCGGTTTCATTCACCATAACTGTACTCCAGAGGACCAAGCTGACATGGTCAGAAGAG 

TCAAGAACTATGAAAATGGGTTTATTAACAACCCTATAGTGATTTCTCCAACTACGACCG 

TTGGTGAAGCTAAGAGCATGAAGGAAAAGTATGGATTTGCAGK5CTTCCCTGTCACGGCAG 

ATGGAAAGAGAAATGCAAAGTTGGTGGGTGCCATCACCTCTCGTGATATACAATTCGTTG 

AGGACAACTCTTTACTCGTTCAGGATGTCATGACCAAAAACCCTGTTACCGGCGCACAAG 

GTATCACATTATCAGAAGGTAACGAAATTCTAAAGAAAATCAAAAAGGGTAGGCTACTGG 

TTGTTGATGAAAAGGGTAACTTAGTTTCTATGCTTTCCCGAACTGATTTAATiS 

AGAAGTACCCATTAGCGTCCAAATCTGCCAACACCAAGCAACTGTTATGGGGTGCTTCTA 

TTGGGACTATGGACGCTGATAAAGAAAGACTAAGATTATTGGTAAAAGCTGGCTTGGATG 

TCGTCATATTGGATTCCTCTCAAGGTAACTCTATTTTCCAATTGAACATGATCAAATGGA 

TTAAAGAAACTTTCCCAGATTTGGAAATCATTGCTGGTAACGTTGTCACCAAGGAACAAG 

CTGCCAATTTGATTGCTGCCGGTGCGGACGGTTTGAGAATTGGTATC 

TTTGTATTACCCAAAAAGTTATGGCTTGTGGTAGGCCACAAGGTACAGCCGTCTACAACG 

TGTGTGAATTTGCTAACCAATTCGGTGTTCCATGTATGGCTC 

ATTGGTCATATTATTACCAAAGCTTTGGCTCTTGGTTCTTC 

ATGTTGGCCGGTACTACCGAATCACCAGGTGA 

YAR073W, 403 aa (SEQ ID NO 4) 

MAAIRDYKTALDLTKSLPRPDGLSVQELMDSKIRGGLAYNDFLILPGLVDFASSEVSLQT 
KLTRNITLNIPLVSSPMDTVTESEMATFMALLDGIGFIHHNCTPEDQADMVRRVKNYENG 
F INNP I VT S PTTTVGEAKSMKEKYGF AGF P VTADGKRNAKL VGAI T SRD I QFVEDNS LLV 
QDVMTKNP VTG AQG ITLS EGNE I LKKI KKGRLL WDEKGNL VSML S RTDLMKNQKYPL AS 
KSANTKQLLWGASIGTMDADKERLRLLVKAGLDVVILDSSQGNSIFQLNMIKWIKETFPD 
LEIIAGNVVTKEQAANLIAAGADGLRIGMGTGSICITQKVMACGRPQGTAVYNVCEFANQ 
FGVPCMADGGVQKHWSYYYQSFGSWFFYCYDGWYVGRYYRITR 
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YBL048W, 812 bp, CDS: 501-812 (SEQ ID NO 5) 

GGGAGAAGCTTATCTTACTGTAGAAGAAAATGGGATTGCGTTACTCCATATATATTGAAA 

ATCCGTTATCTTCCCCATCATCATCGTATAAATCAATAAACGACCCGTTATTCCACTCTC 

AGCATCGATCGCAAAAAAACGTGAGCTTCATCACCTACGGTTGTAGACATTGCAAGACAC 

ATCTTTCCAGTTCCTTCCAGATTATTTCTAGAGATTATAGGGGTAGGACCGGAACTGCTT 

ATTTAATGAACAAAGTTGTTAATGTCGTTGAAGGAAAGGTCGAGCAACGAAGAATG 

CTGGCGACTACTTAGTCTGTGATATTCTTTGTCATTGGTGCAAGAGGAACGTAGGT^ 

AATACTTGCAGAGCAGCAATGATGATCAGCAGTATi^GGAAGGAAAGTTTATCTTAGAGC 

TGAAAAACATTTGTAAATGTACTTGATGTCTTCCTTTGTCTGCTATCTAGCACCTCTCGT 

CTTTTAGTGCTTTTTAGCGTATGATTCTTTTTAAGAATC 

TGATTGGGTATATTTCTATTCGTGTTTCATTACT 

GGTCCAGTTGTTTTCAAGTAGCCTTTATTTTTTC 

ATACTTTTTTTTATTCAAAGAAAATTAAACAGATAATCTCT^ 

TTTTTTCTTACAGGGCCATTGACTTATGCCCTG 

TTTTCAATAATGTCGTGTTTCCCATGTTGTAA 

YBL048W, 103 aa (SEQ ID NO 6) 

MILFKNLVFLPSILIGYISIRVSLLVWVNV\^ 

KI KQ 1 1 S YE P S YFVF S YRAI DLC PERVLL YFFC I FNNWF PML 

YBL051C, 2507 bp, CDS: 501-2507 (SEQ ID NO 7) 

GG^AAATATCAATTCCCGTATTTCAATGTTAGTAATTTGCCTTCGTAAATTACGGAATCA 

CATAGCTTTCATTTTGTTCCTTTGATATATTTCCCTACTACATACTCTTTTCAATAACTC 

TACAGGGTCTGACATTTTTAACTTTCAGGTTAATGATGGTGTTCTTACTATATTCTCGAG 

TCGTACAGAAGTTAGTTCAGATAAACTGCTTCGGTGCTGCCCACTTCTTATCATTACTTC 

AACTTTACCTTCCCTATACCTGTGTGTCCTTATTAATTCAAGTTAATCCGAGGTAATAGA 

TTAGK^TAACCTTCAATGATGTCACGAAACACGGATGCTGCAACTTTC 

GGAAAAGAATAACAATTAAAGGCAGCCTTTCAGCTGAGATTACCAGCAGGTCTTTGGAGA 

TTAGCGCAAGAAGAAGTGTGATATAGTACTCATAGAGGCAGGCTACAGACTAGGGAAAGC 

GTGTTCAACAACAATAAGAAATGGAGACCAGTTCTTTTGAGAATGCTCCTCCTGCAGCCA 

TCAATGATGCTCAGGATAATAATATAAATACGGAGACTAATGACCAGGAAACAAATCAGC 

AATCTATCGAAACTAGAGATGCAATTGACAAAGAAAACGGTGTGCAAACGGAAACTGGTG 

AGAACTCTGCAAAAAATGCCGAACAAAACGTTTCTTCTACAAATTTGAA 

CCAATGGTGCTTTGGACGATGATGTTATCCCAAATGCTATTGTTATTAAAAACATTCCGT 

TTGCTATTAAAAAAGAGCAATTGTTAGACATTATTGAAGAAATG 

ATGCCTTCAATTACCACTTTGATAACGGTATTTTCAGAGGACTAGCCTTTG 

CCACTCCTGAAGAAACTACTCAAGTGATAACTTCTTTGAATGGAAAGGAAATCAGCGGGA 

GGAAATTGAAAGTGGAATATAAAAAAATGCTTCCCCAAGCTGAAAGAGAAAGAATCGAGA 

GGGAGAAGAGAGAGAAAAGAGGACAATTAGAAGAACAACACAGATCGTCATCTAATCTTT 

CTTTGGATTCTTTATCTAAAATGAGTGGAAGCGGAAACAATAATACTTCTAACAATCAAT 

TATTCTCGACTCTAATGAACGGCATTAATGCTAATAGCATGATGAACAGTCCAATGAATA 

ATACCATTAACAATAACAGTTCTAATAACAACAATAGTGGTAACATCATTCTGAACCAAC 

CTTCACTTTCTGCCCAACATACTTCTTCATCGTTGTACCAAACAAACGTTAATAATCAAG 

CCCAGATGTCCACTGAGAGATTTTATGCGCCTTTACCATCAACTTCCACTTTGCCTCTCC 

CACCCCAACAACTGGACTTCAATGACCCTGACACTTTGGAAATTTATTCCCAATTATTGT 

TATTTAACX^ATAGAGAAAAGTATTATTACGAGTTGGCTTATCCCATGGGTATATCCGCTT 

CCCACAAGAGAATTATCAATGTTTTGTGCTCGTACTTAGGGCTAGTAGAAGTATATGATC 

CAAGATTTACTATTATCAGAAGAAAGATTCTGGATCATGCT 

AACAACAAGGTCAAATGACATCTGCTCATCCTTTGCAGCCAAACTCCACTGGCGGCTCCA 
TGAATAGGTCACAATCTTATACAAGTTTGTTACAGGCCCATGCAGCAGCTGCAGCGAATA 
GTATTAGCAATCAGGCCGTTAACAATTCTTCCAACAGCAATACTATTAACAGTAATAACG 
GTAACGGTAACAATGTCATCATTAATAACAATAGCGCCAGCTCAACACCAAAAATTTCTT 
CACAGGGACAATTCTCCATGCAACCAACACTAACCTCACCTAAAATGAACATACACCATA 
GTTCTCAATACAATTCCGCAGACCAACCGCAACAACCTCAACCACAAACACAGCAAAATG 
TTCAGTCAGCTGCGCAACAACAACAATCTTTTTTAAGACAACAAGCTACTTTAACACCAT 
CCTCAAGAATTCCATCCGGTTATTCTGCCAACCATTATCAAATCAATTCCGTTAATCCCT 
TACTGAGAAATTCTCAAATTTCACCTCCAAATTCACAAATCCCAATCAACAGCCAAACCC 
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TATCCCAAGCGCAACCACCAGCACAGTCCCAAACTCAACAACGGGTACCAGTGGCATACC 

AAAATGCTTCATTGTCTTCCCAGCAGTTGTACAACCTTAACGGCCCATCTTCAG 

CACAGTCCCAACTGCTTCCACAGCACACAAATGGCTCAGTACATTCTAATTTCTCATATC 

AGTCTTATCACGATGAGTCCATGTTGTCCGCACACAATTTGAATAGTGCCGACTTGATCT 

ATAAATCTTTGAGTCACTCTGGACTAGATGATGGCTTGGAACAGGGCTTGAATC 

TAAGCGGACTGGATTTACAAAACCAAAACAAGAAGAATCTATGGTAA 

YBL051C, 668 aa (SEQ ID NO 8) 

METS S FENAPPAAINDAQDNNINTETNDQETNQQS I ETRDAIDKENGVQTETGENS AKNA 
EQNVSSTNLNNAPTNGALDDDVIPNAIVIKNIPFAIKKEQLLDIIEEMDLPLPYAFNYHF 
DNGIFRGLAFANFTTPEETTQVITSIJtfGKEISGRKLKVEY 

GQLEEQHRS S SNL SLDS LSKMSGSGNNNTSNNQL F STLMNGINANSMMNS PMNNT INNNS 
SNNNNSGNIILNQPSLSAQHTSSSLYQT1WNNQAQMSTERFYAPLPSTSTLPLPPQQLDF 
1TOPDTLEIYSQLLLFKDREKYYYEIAYPMGISASHKRIINVLCSYLGLVEVYDPRFIIIR 
RKILDHAI^QSHLQQQGQIOTSAHPLQPNSTGGSM^^ 

NNS SNSNTINSNNGNGNNVI INNNS ASSTPKI S SQGQFSMQPTLTSPKMNIHHS SQYNSA 

DQPQQPQPQTQQNVQSAAQQQQSFLRQQATLTPSSRIPSGYSANHYQINSVNPLLRNSQI 

SPPNSQIPINSQTLSQAQPPAQSQTQQRVPVAYQNASLSSQQLYNLNGPSSANSQSQLLP 

QHTNGSVHSNFSYQSYHDESMLSAHNLNSADLIYKSLSHSGLDDGLEQGLNRSLSGLDLO 
NQNKKNLW 

YBL066C, 3674 bp, CDS : 501-3674 (SEQ ID NO 9) 

ATCCCAAGAAGAAGATTAGACTGATTTTTACCTACCCTTCCACCGTCGGAAGAAACACTT 
CTGAAGTGTTAAGGGTAATCGACGCCTTGCAATTGACTGACAAGGAGGGCGTAGTAACTC 
CAATTAATTGGCAGCCAGCTGACGATGTCATTATTCCTCCCTCTGTCTCCAATGATGAGG 
CGAAGGCTAAATTTGGTCAATTTAATGAAATTAAACCCTATTTAAGATTCACCAAGTCGA 
AATAAGCTTTGAAATAAACGACTTTACTATATACAGGTATATGAAGTATCTCTAACTAAA 
ACTTTTATCTATCTTTCATTCTTATTATATCTCAT 

TCATTTTTCTTTACATACCGTAAAGGAATGGCGTTAAAAATATATATATGAAAATGCATG 
TAATAAACTCTCTGCAGAAACCTTAATGTCAAAGGTCCCGTATACAGATTATATTGGCTC 
TGCGTATACGCATTCTCGTCATGGTGAAGGATAATCGAGATTCTGACCAAGACCAAGATT 
TTAGTTCTGCTCACATGAAAAGACAACCGGAGCAGCAACAGTTGCAACAGCACCAGTTCC 
CAAGTAAGAAACAACGAATATCTCACCATGATGACAGTCATCAAATCAACCATAGACCAG 
TTACCTCATGTACACATTGTAGACAGCACAAAATCAAATGCGATGCTAGTCAAAATTTCC 
CTCATCCTTGCTCCAGATGCGAAAAAATTGGTCTCCACTGTGAAATCAATCCTCAATTCA 
GGCCTAAGAAGGGCTCACAGTTGCAACTACTGAGACAAGATGTGGATGAAATCAAATCTA 
AACTCGATACTCTTCTGGCCAATGACAGCGTTTTCGTTCATCTTTTACAACAGATTCCCA 
TGGGCAATAGCCTTTTGAATAAGCTCAATCTGCATCCAACTCCAACTCCGGGTACTATTA 
TCCCTAACCCAGATTCTTCTCCTTCCTCAGGTTCTCCAACTTCTTCCGCGGCTCAACGAG 
ATTCTAAGGTTTCAGTTCAAACTTATTTGTCCAGGGAACCCCAACTCTTACAAGCAAATC 
AGGGCAGCAATACGAATAAATTTAAAGCAAATAATGAAGGATCTTCTCACATGACGTTGC 
GCGCATCTTCTTTAGCGCAAGATTCGAAAGGCTTGGTTGCAACAGAGCCAAATAAGCTGC 
CCCCGCTGCTAAATGACTCAGCATTGCCTAATAATTCAAAAGAATCTTTACCTCCTGCTT 
TGCAAATGGCTTTTTATAAGAACAACTCTGCAGGTAACACTCCGAACGGCCCCTTCTCTC 
CAATTCAAAAAACATATTCCCCTCATACTACGTCGACCACCGTTACAACGACAACAAATC 
AACCACCATTTGCAGCAACAAGCCACGTAGCAACAAATAACAATGCAGATAGGACGAAGA 
CGCCGGTAGTAGCCACCACCACGACTATGCCATTATTGCCTTCGCCGCATGCAAATGTAG 
ATGAGTTTGTACTGGGCGATATTAGTATTTCCATTGAAAAAGCGAATAGATTACACCATA 
TTTTCGTGACTAGGTATCTGCCGTATTTTCCTATTATGTATTCCAATAACGCCACCGAAT 
TATACTCCCAATCTCAGTTGCTTTTCTGGACCGTGATGTTGACGGCATGTCTGTCTGAT^ 
CTGAACCGACGATGTATTGCAAGCTAAGCTCTTTGATCAAGCAACTTGCCATAGAGACCT 
GCTGGATAAGAACACCTAGATCCACACATATTTCGCAAGCTTTGTTAATATTGTGCATOT 
GGCCTTTGCCTAACCAAAAAGTCCTAGATGATTGTTC 

AGTCACTGTCTTATCAATTAGGTTTGCACAGAGGTGAATTCATTTCTGAATTCACAAGA^ 

CTCAAACATCAATGCCAAATGCAGAAAAGTGGAGAACTAGGACTTG^ 

TTGCCGAACTTTGTTGGGCGAGTATCCTTGGTTTGCCACCAACTTCACAGACAGACTATT 

TATTAGAAAAAGCCTTATCCTGTGGTGACGAAGAATCAGAAGAAGATAACAATGACAGTA 

TTGACAATAACAACAATGATAAAAGGAACAAGAAAGACGAGCCGCACGTTGAAAGTAAAT 

ACAAACTACCGGGCAGTTTTAGAAGATTGCTCAGCCTGGCGAATTTCCAAGCAAAAOT 

CTCATATCATTGGTTCTTCCACTTCCAGTCCTGATGGTTTATTGGAACCAAAGTATC 
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CTGAGACACTGTCCATCTTGGGAAAAGAGTTAGATTT 

AGAGTGACGATACTGTCAACATTTATTTTCTTTATGTTAAATTAACTGTCTC 
CATTCCTACCCGAAACACCTCCTACCGATCAAATTCCATATGTCACAGAGGCCTATCTAA 
CAGCTACTAAAATTGTCACTCTATTGAATAATCTTTTAGAAACACACCAATTAAT^ 
TGCCTATTTATATTAGACAAGCTGCTACATTTTCTGCACTGATTC 

TGACTCCTTTACTTCCTGACAAATATTTTGATTCAGCAAGGGAATCCGTGGTCACTATCC 
ATAGACTTTATAGAAATCAGTTAACTGCGTGGGCCACTAGTGTTGAGAATGATATTTCGA 
GAACTGCAAGTATGTTAGAAAAACTGAACTTCGTACTGATCATGCATCCAGAAGTTTTTG 
TGGAAGAAGACGGTATTATTTCTAGGATGAGATCACATTTAACAGGGTCTCTATTCTATG 
ATTTGGTTTGGTGTGTTCACGAGGCGAGAAGAAGGGAAATC^ 

AAGCCTTAGAGAAAGCCGCTAAGAAAAGAAAATTTTCCTCAAATGGTATCTACAATGGCA 

CTTCGTCTACGGGTGGCATAACGGACAGAAAACTATATCCATTGCCACTATATAACCATA 

TCTCCAGAGATGACTTTGAAACTGTAACAAAAACAACACCAAGTGGAACCACTGTTACCA 

CTTTAGTTCCTACTAAGAATGCCTTAAAGCAGGCAGAAAAGCTAGCCAAGACAAATAACG 

GAGATTCTGACGGTTCTATAATGGAGATTAACGGGATACCTCTTTCCATGCTCGGGGAAA 

CAGGCAGCGTAAAATTTCAAAGTTTATTCGCTAATACCTCGAATAGTAACGATTATAATA 

ATAATAGGACGTTATTGGATGCGTCTAATGACATATCAATTCCCTCTAATTCAATTTATC 

CAGTGGCTTCTGTCCCCGCTTCGAATAACAATCCACAAAGTACTAAGGTAGACTATTATA 

GTAACGGACCTAGTGTAATTCCTGATCTCTCCATGAAAAGATCAGTAAGCACTCCCGTTA 

ATCATTTTCCTGCGTCCGTTCCAGGGTTAAGGAACCACCCCGTTGGCAACTTATCTAATA 

ATGTTACATTGGGAATAGACCACCCTATTCCAAGGGAGCACAGTAATTTACAAAATGTCA 

CCATGAATTATAATAATCAATTCAGCAACGCCAACGCGATTGGAAGATCACAAAGTAGTA 

TGTCCCATTCACGTACACCTTTGTTTCGGTCAATATATGACAGTTGGATTCCGCGTCCGA 
CCCCGGTCCTCTAA 

YBL066C, 1057 aa (SEQ ID NO 10) 

MVKDNRDSDQDQDFSSAHMKRQPEQQQLQQHQFPSKKQRISHHDDSHQINHRPVTSCTHC 
RQHKIKCDASQNFPHPCSRCEKIGLHCEINPQFRPKKGSQLQLLRQDVDEIKSKLDTLLA 
lTOSVFVHLLQQIPMGNSLLNKLNLHPTPTPGTIIPNPDSSPSSGSPTSSAAQRDSKVSVQ 
TYL SREPQLLQANQGSNTNKFKANNEASSHMTLRASSLAQDSKGLVATEPNKLPPLLNDS 
ALPNNSKESLPPALQMAFYKNNSAGNTPNGPFSPIQKTYSPHTTSTTVTTTTNQPPFAAT 
SHVATNNNADRTKTPVVATTTTMPLLPSPHANVDEFVLGDISISIEKANRIjHHIFVTRYIj 
PYFPIMYSNNATELYSQSQLLFWIV]^^ 

STHISQALLILCIWPLPNQKVLDDCSYRFVGLAKSLSYQLGLHRGEFISEFTRTQTSMPN 
AEKITOTRTWLGIFFAELCWASILGLPPTSQTD^ 

KRNKKDEPHVESKYKLPGSFRRLLSIjAJ^QAKLSHIIGSSTSSPDGLLEPKYRAETIjSIL 
GKELDLLAKTLNFQSDDTVNIYFLYVKLTVCCFAFLPETPPTDQIPYVTEAYLTATKIVT 
LIJSINLLETHQLIELPIYIRQAATFSALILFKLQLTPLLPDKYFDSARQSVVTIHRLYRNQ 
LTAWATSVENDI SRTASMLEKLNFVLIMHPEVFVEEDGI I SRMRSHLTGSLFYDLVWCVH 
EARRREMDPEYNKQALEKAAKKRKF S SNG I YNGTS STGGITDRKL YPLPLYNH I SRDDFE 
TVTKTTPSGTTVTTLVPTKNALKQAEKIJVKTNNGDSDGSIMEING 

SLFANTSNSND YNNNRTLLDASNDI S I PSNS I YPVASVPASNNNPQSTKVD YYSNGPSVI 

PDLSMKRSVSTPVNHFPASVPGIiRNHPVGNLSNNVTLGIDHPIPREHSNLQ^A/TMNYNNQ 
FSNANAIGRSQSSMSHSRTPLFRSIYDSWIPRPTPVL 

YBL078C, 854 bp, CDS: 501-854 (SEQ ID NO 11) 

TAGTGGAGTACGAATTAGTTAAAGATACTATCGACTTTGAAGCCATTGTCAAAGAACATT 

TTGATATGTTAAGCAAGACCTGTAGATCCGACATTGCCAAATATGACGGCTCAAAGACAG 

ACCCAATTGGTGATGAAGAACAATCTATTAATGACACCATTTTCAAATTAAAAGTGTTCA 

AATTATGAAAACAACTCATATAAATACGTACAAATTTTTCTCTACTCGAAGTGATATAGA 

TGTATATGTGTAAGTTTACGTTTAAGTTAGAGTCATGTAATGCTAACTGTCTCCACCGAT 

AATGTTGTATAATACCCGTGAAATCATAGCACATGATATATCATCACCCGGAGGCCGGTT 

ATTTTCGGCGGCGGCAAAAATATTTGGTATAATTATGGAAATACAAAAAGG 

AAAGGTTGAGGAGGGGATTGATAAGAGAATCTAATAATTGTAAAGTTGAGAAAATCATAA 

TAAAAATAATTACTAGAGACATGAAGTCTACATTTAAGTCTGAATATCCATTTGAAAAAA 

GGAAGGCGGAGTCGGAGAGGATTGCTGACAGGTTCAAGAATAGGATACCTGTGATTTGCG 

AAAAAGCTGAAAAGTCAGATATTCCAGAGATTGATAAGCGTAAATATCTAGTTCCTGCTG 

ACCTTACCGTAGGGCAATTTGTTTATGTTATAAGAAAGAGAATTATGCTACCCCCTGAGA 

AGGCCATCTTCATTTTTGTCAATGATACTTTGCCACCTACTGCGGCGTTGATG 

TATATCAAGAACACAAGGATAAGGACGGGTTTTTGTATGTCACTTACTCAGGAGAAAATA 
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CATTTGGCAGGTAG 

YBL078C, 117 aa (SEQ ID NO 12) 

MKSTFKSEYPFEKRKAESERIADRFKNRIPVICEKAEKSDIPEIDKRKYLVPADLTVGQF 
VYVIRKRIMLPPEKAIFIFVNDTLPPTAALMSAIYQEHKDKDGFLY 

YBR072W, 1145 bp, CDS: 501-1145 (SEQ ID NO 13) 

GCAGCAGCAACTCCGTGTGTACCCCTAACTCCGTGTGTACCCCTAAAGAACCTTGCCTGT 
CAAGGTGCATTGTTGGATCGGAATAGTAACCGTCTTTACATGAACATCCACAACCAACGA 
AAGTGCTTTTTCAAGCATTGCTTGATTTCTAGAAAG 

ATGCGTCCAAAAATATAGGGTGCTCGTAACAGTAAGGTATTCGCACTTAGCGTGCTCGCA 

ACACAAAATTAAGTAATATGCGAGTTTTAGATGTCCTTGCGGATCTATGCACGTTCTTG 

GTGGTATTTCATAACAACGGTTCTTTTTCACCCTTATTCCTAAACATATAAATAGGACCT 

CCATTAGTTAGAGATCTGTTTTTAATCCATTCACCTTTCATTCTACTCTCTT 

AAAACCACCGATAAAGATATATCAGATCTCTATTAAAACAGGTATCCAAAAAAGCAAACA 

AACAAACTAAACAAATTAACATGTCATTTAACAGTCCATTT^ 

TCAACAACGAAGTTGATGCCTTTAACAGATTGCTGGGTGAAGGCGGCTTAAGAGGCTACG 

CACCAAGACGTCAGTTAGCAAACACACCCGCAAAGGATTCTACTGGCAAGGAAGTTGCTA 

GACCAAATAACTATGCTGGCGCTCTTTATGATCCCAGAGATGAAACCTTAGATGATTGGT 

TCGACAATGACTTGTCCCTGTTCCCATCTGGTTTCGGTTTCCCTAGAAGTGTCGCAGTTC 

CAGTTGATATTTTGGACCATGACAACAACTACGAGTTGAAAGTCGTGGTTCCTGGTGTCA 

AAAGCAAGAAGGACATTGATATTGAGTACCATCAAAACAAGAACCAAATTTT^ 

GTGAAATTCCATCTACCTTGAATGAAGAGAGTAAAGACAAGGTCAAGGTCAAGGAGAGCA 

GCTCTGGTAAGTTCAAGAGAGTCATCACTTTGCCAGACTACCCAGGTGTGGATGCAGACA 

ACATTAAAGCAGACTACGCAAATGGTGTTTTGACATTAACAGTTCCAAAATTGAAGCCTC 

AGAAGGATGGTAAGAACCACGTCAAGAAGATTGAGGTTTCTTCTCAAGAATCGTGGGGTA 

ACTAA 

YBR072W, 214 aa (SEQ ID NO 14) 

MS FNS PFFDFFDN INNEVDAFNRLLGEGGLRGYAPRRQLANTP AKD STGKE VARPNNYAG 
ALYDPRDETIJDDWFDNDLSLFPSGFGFPRSVAVPVDILDHDNNYELKVVVPGVKSKKDID 
IEYHQNKNQILVSGEIPSTLNEESKDKVKVKESSSGKFKRVITLPDYPGVDADNIKADYA 
NGVLTLTVPKLKPQKDGKNHVKKIEVSSQESWGN 

YBR073W, 3377 bp, CDS: 501-3377 (SEQ ID NO 15) 

AGAAGGATGGTAAGAACCACGTCAAGAAGATTGAGGTTTCTTCTCAAGAATCGTGGGGTA 

ACTAAAGTGACCTGGCTCTATAGTGTTGTCCCTCTCGCGAGGACCATTGTTGCTTGCATA 

TGGCTTGAAACATATGTCATCACATCTGAGCGATTTTACCTCTTAGAATTAGTT^ 

TATATGAGTTGATGAATAAATAGTTATAAAAACTTGCTTTGGCTTCGATATATGACCGTT 

ATTTTTGACTAAGTTTTAACGAAGGAATCTAACCTC 

AACAACGCGCTGTTGGAGGTATCTCTATGGATGTGGCTTGAAATATGGATGTCTTGCCTA 
CTTCTACTTCTGGGAAAGGCATTTTTACTCGATCGCGTTAAT^^ 

AAAAATAAAACGCGAAGAGCTAAAAAAAAAAAAGAAAACCTACTATAAATAACCGATTAG 
AATCGAGTTTTTGTATTGAAATGGCGGTAATAAGCGTTAAACCTCGACGAAGAGAGAAGA 
TCCTACAGGAGGTAAAAAACAGCTCGGTATATCAAACGGTATTTGATTCCGGTACTACTC 
AAATGCAGATACCGAAATATGAGAACAAGCCATTCAAGCCTCCAAGAAGGGTTGGATCAA 
ATAAGTACACACAACTCAAACCAACCGCCACTGCAGTCACAACAGCCCCTATATCTAAAG 
CCAAAGTTACTGTCAACTTGAAAAGAAGCATTTCGGCGGGACCTACTTTAAATCTTGCCA 
AGAAGCCGAATAATCTGTCCTCAAATGAAAACACTAGATATTTTACTATCATGTACAGGA 
AGCCTACTACCAAAAAGCACAAGACTTGGAGTGGTGATGGCTACGCTACCTTAAAAGCCA 
GTAGCGATAAGTTATGCTTTTATAACGAAGCAGGGAAATTTCTTGGGTCAAGTATGCTAC 
CAAGTGATTCAGATTCTCTCTTCGAAACTCTTTTCAAAGCAGGCTCCAATGAAGTACAAT 
TGGATTACGAATTGAAGGAAAATGCAGAAATACGTAGCGCCAAAGAAGCCTTATCACAAA 
ACATGGGAAATCCCAGCCCACCGACCACAAGCACAACAGAAACAGTGCCTTCTACGAAGA 
ATGACGGTGGCAAATACCAAATGCCTCTGTCTCAGCTGTTTTCAC 

GATTCAAATCAGTAACAAAGCAAACAAATGAACACATGACCACAGTACCTAAAACCAGTC 

AAAATTCCAAAGCCAAAAAATATTATCCAGTAT1TGATGTCAACAAAATCGATAATCCTA 

TAGTAATGAACAAAAATGCAGCCGCTGAAGTTGACGTAATTGTTGATCCATTACTGGGCA 

AATTCTTGCGCCCTCATCAGAGGGAAGGGGTGAAGTTCATGTATGATTGCT^ 

TGGC AAG AC CAAC T ATTG AAAATC CGG AT ATCG ATTGT ACT ACT AAAAGTTT AGTGTT AG 
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AAAATGACTCAGATATTAGTGGATGCCTTTTGGCTGATGATATGGGTTTAGG 

TAATGAGTATAACTTTGATTTGGACATTAATTAGGCAAACTCCT^ 

CATGTTCGCAATCAGGCATACCATTAACTGGACTTTGTAAGAAGATTTTAGTC 

CCGTTACTTTAATAGGAAATTGGAAAAGAGAATTTGGAAAAT^ 

TAGGTGTTTTGACATTAAGCTCAAGGAATTCTCCTGAT^ 
ATupTTTTAAAAGTGCAACGAACTTATC 

GTGTTTCTGAAGAATTAGAGAAAAATAAACATTTGATTGACATGCTGGTGTGTGACGAA 

GCCATCGACTAAAAAACGGGGCTTCTAAAATTTTAAATACGCTGAAGAGTTTAGACATAA 

GAAGGAAGCTTTTGCTTACGGGAACTCCTATACAAAATGATCTTAATGAGTTTTTCACTA 

TTATAGATTTCATAAACCCAGGAATCCTTGGAAGCTTCGCTTCTTTCAAAAGAAGATTCA 

TTATCCCTATAACTAGAGCCAGAGACACTGCAAACAGATACAACGAAGAATTGTTGGAAA 

AGGGGGAAGAAAGGTCAAAAGAGATGATAGAAATTACGAAAAGATTTATTTTGAGACGAA 

CAAATGCGATTTTAGAAAAGTACCTTCCTCCAAAGACGGATATAATTTTATTCTGTAAAC 

CATACAGCCAACTVGATATTGGCATTCAAAGATATT^ 

GACAATTGACGTTCAGTTCTTCGCTAGGACTAATAACATTACTGAAAAAGGTTTGTAACT 

CTCCTGGATTGGTTGGCTCAGATCCCTATTACAAATCACATATAAAGGATACCCAATCTC 

AGGACAGCTATAGTCGTTCTTTGAACTCTGGTAAGTTAAAGGTATTAATGACATTACTAG 

AAGGTATTAGGAAGGGTACCAAGGAGAAGGTCGTCGTAGTGTCTAACTACACTCAAACAT 

TGGATATAATTGAAAATTTGATGAATATGGCTGGGATGTCACATTGCAGACTCGACGGTT 

CCATACCTGCTAAACAAAGGGACTCTATCGTCACATCTTTCAATCGGAATCCAGCCATAT 

TTGGATTCTTGTTGAGTGCAAAATCGGGAGGTGTAGGATTGAATCTAGTCGGTCGTTCGC 

GACTTATTTTATTTGATAATGATTGGAATCCTTCAGTAGATTTGCAAGCGATGTCACGAA 

TTCATAGAGATGGTCAAAAAAAGCCGTGCTTCATATATAGACTTGTCACAACTGGGTGTA 

TCGATGAGAAAATATTGCAAAGGCAATTAATGAAGAAGAGTTTGAGCCAAAAA 

GTGACTCGGAGATGAGAAATAAAGAATCTTCTAATGATGATCTTTTCAATAAAGAGGACT 

TGAAGGACCTGTTTTCTGTCCATACAGATACCAAGAGTAACACACATGACTTAATTTGTT 

CTTGCGATGGTTTAGGTGAGGAAATTGAATATCCTGAAACAAATCAACAGCAGAACACCG 

TAGAGCTGAGAAAGGGTAGCACTACGACATGGACAAGTGCGCTGGATTTACTUVAAGAAAA 

TGAATGAAGCAGCCACCAACGATGATGCCAAAAAGTCACAATACATTAGGCAATGTCTCG 

TTCATTATAAGCATATCGATCCAGCAAGACAAGATGAATTATTTGATGAGGTTATCACAG 

ATTCGTTCACCGAATTGAAAGATAGTATTACCTTTGCGTTTGTAAAGCCCGGCGAGATAT 

GTCTCAGAGAACAATGA 

YBR073W, 958 aa (SEQ ID NO 16) 

MAVI SVKPRRREKI LQEVKNS SVYQTVFDSGTTQMQI PKYENKPFKPPRRVGSNKYTQLK 
PTATAVTTAP I SKAKVTVNLKRSISAGPTLNLAKKPNNLSSNENTRYFTIMYRKPTTKKH 
KTWSGDGYATLKASSDKLCFYNEAGKFLGSSMLPSDSDSLFETLFKAGSNEVQLDYELKE 
NAEIRSAKEALSQNMGNPSPPTTSTTETVPSTKNDGGKYQMPLSQLFSI^ 
QTNEHMTTVPKTSQNSKAKKYYPVFDVNKIDNPIVMNK^ 

REGVKFMYDCI^GLARPTIENPDIDCTTKSLVTjENDSDISGCLLADDMGLGKTLiMSITLI 
WTLIRQTPFASKVSCSQSGIPLTGLCKKILVVCPVTLIGNWKREFGKWLNLSRIGVLTLS 
SRNSPDMDKMAVRNFLKVQRTYQVLI^ 

ASKILNTLKSLDIRRKLLLTGTPIQNDLNEFFTIIDFINPGILGSFASFKRRFIIPITRA 
RDTANRYNEELLEKGEERSKEMIEITKRFILRRTNAILEKYLPPKTDIILFCKPYSQQIL 
AFKDILQGARLDFGQLTFSSSLGLITLLKKVCNSPGLVGSDPYYKSHIKDTQSQDSYSRS 
LNSGKLKVLMTLLEGIRKGTKEKVVVVSNYTQTLDI IENLMNM 

DS I VTS FNRNPAI FGFLLS AKSGGVGLNLVGRSRLI LFDNDWNPSVDLQ AMSRI HRDGQK 
KPCFIYRLVTTGCIDEKILQRQLMKNSLSQKFLGDSEMRNKESSNDDLFNKEDLKDLFSV 
HTOTKSNTHDLICSCDGLGEEIEYPETNQQQNTVELRKRSTTT^ 
DDAKKSQYIRQCLVHYKHIDPARQDELFDEVITDSFTELKDSITFAFVKPGEICLREQ 

YBR086C, 3341 bp, CDS: 501-3341 (SEQ ID NO 17) 
AGATCCTAAAACAGCACGAAG^ATATTATTGCGCA 

TCCACCACTACATCAGTGTGAAAGACTGTAAAAGCTTTCTGATAAATAAGCACTTTCCAT 

ATTTTTCAACTGAAAAATAGTTTTCTTTTTGCAGCTA 

CCCTTTTTTCCCCGTTGCAATTATTTCT^^ 

GATATTTGAACAGTCGCTCCAATAACCGTTCTCACCATCATTAACATTTTTGAAGGTGAA 
TACTGTTTCGGTCGATTTATGGCTAATTTGTCAAATACATTTGAAAAAGA 



WO 01/02550 



7/161 



PCT/BE00/00077 



CACAAGCGGTTGAGCATACTATGTCGCAGACAATTACATCTCTAGATCCGAATTGTGTTA 
TTGTATTCAATAAAACTTCGAGTGCAAACGAGAAGAGTTTGAATGTCGAATTCAAACGOT 
TGAATATACATTCTATTATCG7VACCTGGCCATGATCTGCAAACAAGCTATGCGTTTATTA 
GAATCCATCAGGATAATGCGAAACCGCTTTTTTCATTT^ 

AATCCATCATACCATATCATGATACTGAATTGTCCGATGATTTGCATAAACTGATTTCTA 
TCAGCAAATCAAAAATACTGGAGGCTCCAAAACAGTATGAGTTGTACAACCTATCGAATT 
TGACCAATAATCCCAAACAATCCTTATATTTTGCATTCTTACAGAACTATATAAAATGGT 
TGATTCCCTTCTCCTTTTTTGGATTATCAATTAGATTTTTATC 

TCAATTCCACATACTCGCTGTTCGCCATCCTATGGACATTGTCATTTACAGCCTT^ 

TTTATAAATATGAACCATTTTGGTCTGATAGACTGAGTAAATACTCATCATTTTCTACCA 

TTGAGTTTCTTCAAGATAAACAGAAAGCCCAAAAAAAAGCTAGTTCGGTTATCATGTTGA 

AGAAATGTTGTTTTATTCCTGTGGCTTTG 

TATATTGTTTTGCGTTGGAAATTTTCTACAAGCAAATTTA 

TCTTGTCTTTTTTGCCTACTATACTTATTTGCACGTTT 

ACAACAAATATTTCGTAGAACCAATGACAAAGTGGGAAAATCATAGCAGTGTTGTGAATG 

C AAAG AAATCT AAAG AAGCT AAGAACTTTGTT ATT ATTTTTCT ATC C AGTT AC GTTC C CC 

TATTAATTACACTATTTCTTTATCTGCCAATGGGGCATTTGTTGA 

CTAAGGTTTTCAATGCCTTTTCAATATTGGCCCGTTTACCTACCCATGATTCA 

TTATTGATACAAAGCGCTATGAAGATCAATTTTTCTACTTTATTGTTATCAACCAACTGA 

TTCAATTTAGCATGGAAAACTTTGTTCCAAGCCTTGTTAGCATTGCTCAGCAGAAAATTA 

ATGGACCAAATCCTAACTTTGTCAAAGCTGAGAGTGAAATCGGTAAAGCTCAACTCAGCT 

CATCAGATATGAAAATTTGGTCAAAGGTTAAGTCGTACCAAACAGACCCCTGGGGAGCAA 

CATTTGATTTGGACGCCAACTTCAAAAAGCTTCTTCTACAATTCGGGTATCTTGTTATGT 

TTTCTACAATTTGGCCACTAGCTCCATTTATCTGTTTGATAGTCAATTT^ 

AAGTCGATTTGAGGAAAGCTGTGCTTTATAGTAAACCTGAGTATTTTCCATTTCCAATCT 

ACGATAAGCCATCCTCTGTGTCTAATACCCAAAAACTGACGGTTGGTCTATGGAACTCTG 

TCTTAGTTATGTTCTCCATCTTAGGTTGTGTTATCACTGCTACT^ 

AGAGCTGTAATATACCAGGTGTCGGCGCTCATACTTCCATCCATACGAATAAAGCTTGGT 
ACCTAGCAAATCCAATAAACCACTCGTGGATAAATATTGTACTATATGCTGTTTTTATTG 
AGCATGTTAGTGTTGCTATTTTCTTCCTTTTCTCTAGTATTT^ 

ACGTTGCAAATGGCATTGTGCCAAAGCATGTAGTTAACGTGCAAAACCCACCAAAACAAG 
AAGTCTTTGAAAAAATTC CCTC C CCTGAATTTAATTCG AAT AACGAAAAAGAACTAGTTC 
AAAGAAAAGGGTCTGCGAATGAGAAGTTGCACCAAGAACTCGGTGAGAAACAGCCTGCCT 
CTTCTGCCAATGGATATGAGGCACATGCTGCCACTCATGCCAACAATGATCCGTCTTCTT 
TATCCTCAGCCTCCTCGCCTTCATTATCTTCTTCTTCTTCTAGCAGCAAAACCGGTGTAG 
TCAAAGCTGTTGATAACGATACAGCCGGATCTGCTGGTAAAAAGCCATTGGCCACAGAAA 
GTACTGAAAAAAGAAATTCTTTGGTGAAGGTGCCTACCGTT 

GCGK^CACTTTACCAGAAACAATTCCAACATCTAAAAATTACTACTTAAGGTTTGATGAGG 
ACGGTAAATCCATTAGGGATGCGAAATCCAGTGCAGAATCTTCCAACGCCACCAATAACA 
ACACCTTAGGCACGGAAAGTAAGCTTTTGCCAGATGGTGACGCCGTTGATGCACTAAGTA 
GAAAAATTGATCAAATACCCAAAATTGCTGTTACTGGTGGCGAAAATAACGAAAATACCC 
AGGCCAAAGACGATGCTGCCACTAAGACTCCACTCATTAAAGATGCAAATATTAAGCCTG 
TTGTCAACGCAGCTGTTAACGATAACCAATCGAAGGTTTCAGTGGCTACTGAACAAACAA 
AAAAGACTGAAGTAAGCACGAAAAATGGCCCATCAAGATCTATTTCCACGAAGGAAACTA 
AGGATTCTGCGAGACCATCTAATAACAATACTACTACTACTACTACTACAGATGCTACTC 
AGCCCCACCATCATCATCACCACCACCGCCATCGTGATGCTGGAGTGAAGAATGTCACGA 
ACAATTCTAAGACAACCGAATCCTCTTCCTCTTCATCGGCGGCAAAGGAAAAACCAAAAC 
ATAAAAAGGGGCTATTGCATAAGCTGAAAAAGAAGCTTTAA 

YBR086C, 946 aa (SEQ ID NO 18) 

MSQTITSLDPNCVIVFNKTSSANEKSLNVEFKRLNIHSIIEPGHDLQTSYAFIRIHQDNA 
KPLFSFLQNLDFIESIIPYHDTELSDDLHKLISISKSKILEAPKQYELYNLSNLTNNPKQ 
SLYFAFLQNYIKV^IPFSFFGLSIRFLSNFTYEFNSTYSLFAILWTLSFTAFWLYKYEPF 
WSDRLSKYSSFSTIEFLQDKQKAQKKASSVTMLKKCCFIPVALLFGAILLSFQLYCFALE 
IFYKQIYNGPMISILSFLPTILICTFTPVLTVIYNKYFVEPMTKWENHSSVVNAKKSKEA 
KNFVIIFLSSWPLLITLFLYLPMGHLLTAEIRTKVFNAFSILARLPTHDSDFIIDTKRY 
EDQFFYFIVINQLIQFSMENFVPSLVSIAQQKINGPNPNFVKAESEIGKAQLSSSDMKIW 
SKVKSYQTDPWGATFDLDANFKKLLLQFGYLVMFSTIWPLAPFICLIVNLIVYQVDLRKA 
VLYSKPEYFPFPIYDKPSSVSNTQKLWGLV^SVLVMFSILGCVITATLTYMYQSCNIPG 
VGAHTSIHTNKAWYLANPINHSWINIVLYAVFIEHVSVAIFFLFSSILKSSHDDVANGIV 
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PKHWNVQNPPKQEVFEKI PSPEFNSNNEKELVQRKGSANEKLHQELGEKQPAS SANGYE 
AHAATHANNDPSSLSSASSPSLSSSSSSSKTGVVKAVDNDTAGSAGKKPLATESTEKRNS 
LVKVPTVGSYGVAGATLPETIPTSKNYYLRFDEDGKSIRDAKSS^ 

KLLPDGDAXHDALSRKIDQIPKIAVTGGENNENTQAKDDAATKTPLIKDANIKPVVNAAVN 
DNQSKVSVATEQTKKTEVSTKNGPSRS I STKETKDS ARPSNNNTTTTTTTDATQPHHHHH 
HHRHRDAGVKNVTNNSKTTES S S SS S AAKEKPKHKKGLLHKLKKKL 

YBR093C, 1904 bp, CDS: 501-1904 (SEQ ID NO 19) 
ACGTATTTGGAAGTCATCTTATGTGCGCTGCTT^ 

GTCTATAAACTTCAAACGAAGGTAAAAGGTTCATAGCGCTTTTTCTTTGTC 

AAATATATATTAAATTAGCACGTTTTCGCATAGAACGCAACTGCACAATGCCAAAAAAAG 

TAAAAGTGATTAAAAGAGTTAATTGAATAGGCAATCTCTAAATGAATCGATACAACCTTG 

GCACTCACACGTGK^ACTAGCACAGACTAAATTTATGATTCTGGTCCCTGT^ 

GATCGCACATGCCAAATTATCAAATTGGTCACCTTACTTGGCAAGGCATATACCCAT^ 

GGATAAGGGTAAACATCTTTGAATTGTCGAAATGAAACGTATATAAGCGCTGATG 

CTAAGTCGAGGTTAGTATGGCTTCATCTCTCATGAGAATAAGAACAACAACAAATAGAGC 

AAGCAAATTCGAGATTACCAATGTTTAAATCTGTTGTTT^ 

TGGCCAATGCAGGTACCATTCCCTTAGGCAAACTAGCCGATGTCGACAAGATTGGTACCC 

AAAAAGATATCTTCCCATTTTTGGGTGGTGCCGGACCATACTACTCTTTC 

ATGGTATTTCTCGTGATTTGCCTGAAGGTTGTG^ 

GACATGGTGAAAGATACCCTACTGTCAGTCTGGCTAAGACTATCAAGAGTACATGGTATA 

AGTTGAGCAATTACACTCGTCAATTCAACGGCTCATTGTCATTCTTGAACGATGATTACG 

AGTTTTTCATCCGTGATGACGATGATTTGGAAATGGAAACCACTTTTG^ 

ATGTTTTGAACCCATACACTGGTGAAATGAACGCCAAGAGACATGCTCGTGACTTCTTGG 

CTCAATACGGTTACATGGTCGAAAACCAAACCAGTTTCGCCGTTTTTACCTCTAATTCT^ 

AGAGATGTCATGACACTGCTCAATATTTCATTGATGGTTTAGGTGACCAATTCAACATCA 

CCTTGCAGACTGTCAGTGAAGCTGAATCCGCTGGTGCCAACACTTTGAGTGCTTGTAACT 

CATGTCCTGCTTGGGACTACGATGCCAATGATGACATTGTAAATGAATACGACACAACCT 

ACTTGGATGACATTGCCAAGAGATTGAACAAGGAAAACAAGGGTTTGAACTTGACCTCAA 

CTGACGCTAGTACTTTATTCTCGTGGTGTGCATTTGAAGTGAACGCTAAAGGTTAC 

ATGTCTGTGATATTTTCACCAAGGATCAATTAGTCCATTACTCCTACTACCAAGACTTGC 

ACACTTATTACCATGAGGGTCCAGGTTACGACATTATCAAGTCTGTCGGTTCCAACTTGT 

TCAATGCCTCAGTCAAATTATTAAAGCAAAGTGAGATTCAAGACCAAAAGGTTTGGTTGA 

GTTTTACCCACGATACCGATATCCTAAACTTTTTGACCACCGCTGGTATAATTGACGACA 

AAAACAACTTAACTGCCGAATACGTTCCATTCATGGGCAACACTTTCCACAGATCCTGGT 

ACGTTCCTCAAGGTGCTCGTGTCTACACCGAAAAATTCCAATGTTCTAACGACACCTACG 

TCAGATACGTCATTAACGATGCTGTTGTTCCAATTGAAACCTGTTCCACTGGTCCAGGGT 

TCTCTTGTGAAATCAATGACTTCTACGACTATGCTGAAAAGAGAGTAGCCGGTACTGACT 

TCCTAAAGGTCTGTAACGTCAGCAGCGTCAGTAACTCTACTGAATTGACCTTCTACTGGG 

ACTGGAACACTACTCATTACAACGCCAGTCTATTGAGACAATAG 

YBR093C, 467 aa (SEQ ID NO 20) 

MFKSWYSILAASLANAGTIPLGKLADVDKIGTQKDIFPFLGGAGPYYSFPGDYGISRDL 
PEGCEMKQLQMVGRHGERYPTVSLAKTIKSTWYKLSNYTRQFNGSLSFLNDDYEFFIRDD 
DDLEMETTFANSDDVLNPYTGEMNAKRHARDFI^QYGYMVENQTSFAVFTSNSKRCHDTA 
QYFIDGIX5DQFNITLQTVSEAESAGANTLSACNSCPAWDYDANDDIYNEYDTTYLDDIAK 
RI^KENKGLNLTSTDASTLFSWCAFEVNAKGYSDVCDIFTKDELVHYSYYQDLHTYYHEG 
PGYDIIKSVGSNLFNASVKLLKQSEIQDQKVWLSFTHDTDILNFLTTAGIIDDKNNLTAE 
YVPFMGNTFHRSWYVPQGARVYTEKFQCSNDTYVRYVINDAVVPIETCSTGPGFSCEIND 
FYDYAEKRVAGTDFLKVCNVSSVSNSTELTFYWDWNTTHYNASLLRQ 

YBR181C, 1563 bp, exonl : 501-506, intronl : 507-858, exon2 : 
859-1563 (SEQ ID NO 21) 

TAACTTCTCAACATAATTATGTAAAAAATTATCTCATTAAGCCAGATAGCAAATATATCA 
CATATTGCATTGATTAATTTGAGAAAAATATACATGTATCTTTTCAGTTAATTTT 
AAATAAATTATTTCCTTACTTTTTTTTCTACAGTTTGCACCA 
TCCATACATCTTTGAACTCCATACATCTTATTTTTT^ 

GCATACAGGCCGCTTATCTTCATGCCGGCCCATCATCCTAGGAAACTCTTTCGGTATGGG 
CCAAGGGCAGGCGAAAATCCTATGTGCGTGGAGCTGATACAATCTCGGCTGGCTTGGTTT 
GTAGGGCACGGTCAATGAATGCCTGATGGGAGAAAAATTCATCTTTATGAAAAG 
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TAATTTGAATAGTGTGCCCTTCAA^ 

GAATAGACGACTGAGCCATCATGAAGGTATGTAATATCACCCAAATCCTTAGAATTCTAA 
TGAATCAGCACGCGCTAACCGGCTGTTTCTGACTGTTTGA 

AGTGCACTATAATAAAAATTCTCAAGAACAACGTTGTTTAAACGAGATAATTCCCTCTAA 

TATACACGTACCGACACTTAGGAAAATATCTCGCTAAGTTCAAATTAAGGAATGAAAAAG 

GAATTTACGAAAAGGGTTTAGAAATATCAATGAAAATAAGAAAAACCTGTAACGGAAGAA 

AGGACAGCAGGGATTCGTTGGAATTTGTCGATATTGGCTTCGG 

TGGTATTATTTATAACAGTTGAACATTTCTTACCCAGTCAACGGGTCTC 

GAAATTGATGATGAACACCGTATTCGTGTTTTCTTCGACAAGAGAATCGGTCAAG 

GATGGTGAAGCCGTTGGTGATGAATTCAAGGGCTACGTCTTCAAGATCTCTGGTGGTAAC 

GACAAACAAGGTTTCCCAATGAAGCAAGGTGTTTTGTTGCCAACTAG 

TTGACCAAGAACGTTTCTTGTTACAGACCAAGACGTGATGGTGAAAGAAAGAGAAAGTCC 

GTCAGAGGTGCCATTGTTGGTCCAGATTTGGCTGTCTTGGCTTTGGTCATTGTCAAGAAG 

GGTGAACAAGAATTGGAAGGTCTAACTGACACTACTGTTCCAAAGAGATTGGGTCCAAAG 

AGAGCTAACAACATCAGAAAGTTCTTCGGTTTGTCCAAGGAAGATGACGTTCGTGATTTC 

GTCATCAGAAGAGAAGTCACCAAGGGTGAAAAGACTTACACCAAGGCTCCAAAGATCCAA 

AGATTGGTTACTCCTCAAAGATTGCAAAGAAAGAGACACCAAAGAGCTTTGAAGGTCAGA 

AACGCTCAAGCTCAAAGAGAAGCTGCTGCCGAATACGCTCAATTGTTGGCTAAGAGATTG 

TCTGAAAG AAAGGCTG AAAAGGCC G AAAT C AG AAAG AG AAG AGC TTC TTC TTTG AAGGCT 

TAA 

YBR181C, 236 aa (SEQ ID NO 22) 

MKLNI SYPVNGSQKTFEIDDEHRIRVFFDKRIGQEVDGEAVGDEFKGYVFKI SGGNDKQG 
FPMKQGVLLPTRIKLLLTKNVSCYRPRIU5GERKRKSVRGAIVGPDLAVLALVTVKKGEQE 
LEGLTDTTVPKRLGPKRANNI RKFFGLSKEDDVRDFVTRREVTKGEKTYTKAPKI QRLVT 
PQRLQRKRHQRALKVRNAQAQREAAAEYAQLLAKRLSERKAEKAEIRKRRASSLKA 

YCL007C, 893 bp, CDS: 501-893 (SEQ ID NO 23) 

ATTACTTTAAATTGTTTGTCTATTCCAACATAATCATTAGCAGCACATGTCGAGCAACAG 
ATAAACACAGCAGCGGCACGGTGAACCACATAAGTGTATGTGCACACGCGTGTTTTGTGC 
AGTGTATTACCAACTTGCGCATGCAAGGATATCACACTCCTGTTTCTGCCTCATGTCTTT 
TAAAACGCTTCCACGGGACATGGGTTCTAATTATGGAGAAGATCAAGCTTTGAAATGGCC 
CGTTTACACATTTTGATACAACCGTAGACGGCGTCTCGT^ 

TATCAGTATATACTCATTGTGTTTTTCAAAAAATCTCTGGGTTGTTTAGATGCCACTATA 
TTTCTATTCGTATTTATTTTTATGTATACTTATTTTGCTT 

ACGTCACTTGGCTTGATATACTCGACGCTTTATTCTGCAAATTCAGGTCTCAAATCTGAA 
CGGCGTGGAGCCACCAAGGGATGGAGCTGGCAAAGGAACGTAATGGCCCACATCAAAAAC 
ATCATGGCCAATGTCAAAATCACTGTACTTCTCGAAACACTGTACGACAAAACAAAACAA 
ACAAACTCTTGTTAGTAAAAAAGAAAGGGAAACTAGTAATATGGAGACACATCGTAAAAA 
AAATGTTGCACATACGCTTGGTTGTTCTTTGGAGCCATTATCCAGAACAGCACGGACATG 
GCACTAACCACTATGAATACACCAACAACAGTATAGCTAAATTGGACGCGCAGAGAGTTA 
GTAGAAGAAGAAGGAAGAAAAGGGAAGCGGAGAGAAGAGATTATGACACATACAAACTAC 
TCATTACTCTTTGTTCTTTATTATTCGTTGGACCTTTGTT^ 

YCL007C, 130 aa (SEQ ID NO 24) 

MELAKERNGPHQKHHGQCQNHCTS PNTVRQNKTNKLLLVKKKGKLVI WRH I VKKMLH I RL 

VVLWSHYPEQHGHGTNHYEYTNNSIAKLDAQRVSRRRRKKREAERRDYDTYKLL 

LFVGPLFLKV 

YCL016C, 1430 bp, CDS: 501-1430 (SEQ ID NO 25) 
ACATGACCTAATTTATAGCTTAGGGTTCTTTTTTGT 

GCACCACGATGGTGATCGAAATCTCTAGGAGTAGCATACCACAGCGATATTATTTAGTAG 
TAGGCGGTTTATTATCTTTGTCCCTTTATACTC 

GGCAGCGTATAGTATAACCAGAAAAAAGTGAAAAATAAACTAAAAAAGCACTATGAGATG 
AACGGTAAAAATCCACCAGAGATTTGCTCACTAATAATCCTGTACCATGTCCATCAACCT 
ACATTCCGCACCCGAGTATGATCCATCTTATAAGCTGATCCAGTTGACACCAGAGTTACT 
GGATATAATACAGGATCCGGTTCAAAATCACCAGTTAAGGTTTAAGTCATTGGACAAAGA 
CAAGTCTGAAGTTGTACTGTGTTCGCACGACAAGACTTGGGTGCTGCAAGCAGC(XIAAA^ 
ATTCAAACACAGTTCTACTAATGAGAGAATTTGTTCCTGAACAACCTATTACTTTCGACG 
AAACGCTCTTGTTTGGACTGTCCAAGCCGTACATGGACGTCGTGGGATTCGCCAAGACTG 
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AATCAGAATTTGAGACCAGAGAGACACATGGCGAATTGAACTTGAATTCAGTACCAATAT 

ACAACGGAGAACTGGATTTCTCCGACAAAATCATGAAGAGGTCATCTACAAAGGTTATCG 

GGACCCTGGAAGAACTACTTGAGAACTCACCATGTTCTGCGCTAGAAGGTATATCAAAAT 

GGCATAAGATTGGTGGATCTGTGAAAGACGGTGTGTTGTGTATTCTTTC 

TTTTCAAAGCACTGCATGTACTACTGATGAGCGCAATGGCAGAATCACTCGATCTACAGC 

ATCTGAATGTTGAGGATACACATCACGCTGTGGGGAAGGACATTGAGGACGAGTTCAATC 

CATACACAAGAGAAATCATTGAAACAGTGCTGAATAAATTTGCTGTTCAAGAGCAAGAGG 

CTGAAAACAATACGTGGCGCTTGAGAATACCGTTTATAGCTCAGTGGTACGGGATTCAAG 

CGCTAAGGAAATATGTTTCTGGAATAAGCATGCCAATTGATGAGTTCCTCATCAAGTGGA 

AGTCCCTTTTCCCACCTTTCTTCCCATGTGACATTGACATTGACATGCTGCGAG^ 

ATTTCAAGCCTACCGATAAGACTGTCCAGTATATAGCGAAAAGCACACTACCAATGGACC 

CCAAAGAACGGTTTAAAGTCCTGTTTAGGCTACAGTCACAGTGGGACTTGGAGGATATCA 

AGCCTCTAATTGAAGAACTAAATTCAAGAGGTATGAAAATAGACAGTTTCATCATGAAGT 

ATGCCCGCCGTAAAAGACTGGGCAAAAAGACCGTGGTCACGAGCAGGTAG 

YCL016C, 309 aa (SEQ ID NO 26) 

MREFVPEQPITFDETLLFGLSKPYMDWGFAKTESEFETRETHGELNLNSVPIYNGELDF 
SDKIMKRSSTKVIGTLEELLENSPCSALEGISKWHKIGGSVKDGVLCILSQDFLFKALHV 
LLMSAMAESLDLQHLNVEDTHHAVGKDI EDEFNPYTREI I ETVXJSTKFAVQEQEAENNTWR 
LRIPFIAQWYGIQALRKYVSGISMPIDEFLIKWKSLFPPFFPCDIDIDMLRGYHFKPTDK 
TVQYIAKSTLPMDPKERFKVLFRLQSQWDLEDIKPLIEEI^SRGMKIDSFIMKYARRKRL 
GKKTWTSR 

YCR052W, 1952 bp, CDS: 501-1952 (SEQ ID NO 27) 

GTCATCGACAGCAAATTGCTGGAAGAGTTCAAGGACAACGTGAGATACACCTTGGAAAAT 

GACCCTGAGGAAGGAGCCGATGAGGCCACTCTGCAACGCAGGAGGCAGTTGGAACAGATC 

ATTACGGGAGACAACGCTGAGGAGGAGTTGGAAAGGTACATCCGTGCTATGGTCAGAGAG 

CAGATGCTGGGCCAGGGCTCCATGGCGGGTTCCGGGGACGAACCAGATTCCAAGAGAAGA 

AAATAACGACCCAGCACAAAGGCTCTTACAGCTTGCTAAAAGAAATTGAACGCGACGCTA 

CATGAACTACTTCTTTCTCTTACATAGTCTTTTCCCTTATGTATCTTTTCTGTACATT 

TAGACGTTCTTACAAGGTAAAATTTCACCGCGTTTTTAAATAGAATGAAAAAAACGOT 

AGAGTGAAAGAAAAGCAACAAATATACAGTTCACAAGGCAGCTTCGTATAGTAATACAGC 

ACGAAAAACAGCTCATAGAAATGGTAACACAGACCAATCCGGTCCCTGTTACATATCCAA 

CGGATGCTTATATCCCCACGTATCTGCCCGATGATAAGGTCTCCAATCTGGCAGATTTGA 

AAAAATTGATAGAAATGGATTCCAGACTAGATTTGTATCTGACAAGAAGGAGGCTGGATA 

CGTCCATCAATTTACCTACAAACACCAAGACCAAGGACCATCCCCCCAATAAAGAGATGC 

TGAGGATTTACGTCTACAACACTACGGAAAGCAGCCCTCGCAGCGATTCTGGCACCCCAG 

CGGACTCAGGCAAGACTACATGGACACTGAGAATAGAAGGTAAGCTTCTGCACGAGTCCG 

CAAACGGAAAGCACCCATTTAGTGAGTTTTTGGAAGGTGTCGCGGTCGACTTTAAAAGAC 

TGAAACCGCTGGGCATGGGCAAGAAGAGGAAACGCGATTCGTCATTGAGCCTTCCTTTGA 

ATCTGCAACAACCCGAATACAATGATCAAGATAGCACCATGGGCGATAACGACAACGGCG 

AGGATGAGGACAGTGCAGAGGCAGAATCCAGGGAGGAAATTGTAGACGCACTGGAATGGA 

ACTACGATGAAAACAACGTTGTGGAGTTTGATGGTATCGACATCAAGAGGCAAGGCAAGG 

ATAATTTGCGATGCAGTATAACCATCCAGTTGAGGGGTGTCGACGGTGGAAAAGTACAGT 

ACTCGCCCAACTTAGCTACCTTGATAGGTATGCAAACGGGCTCCGTTAATGACGCGGTTT 

ATTCGATCTACAAGTACATTTTGATCAACAATCTGTTTGTTACGGAACAAACAGAGGCTC 

AAGATGGTTCCAACGATGCCGAAGACAGCAGTAACGAGAATAACAATAAAAACGGTGCTG 

GTGACGATGATGGCGTCGAGGGAAGTACTCCAAAGGATAAGCCCGAATTGGGTGAAGTGA 

AGCTAGATTCACTCTTACAAAAGGTATTGGATACAAACGCCGCGCACCTCCCCTTGATGA 

ATGTTGTGCAAACCGTGAACAAACTGGTATCACCCCTACCGCCCATCATCCTAGATTATA 

CAATTGATCTTTCCAAAGATACCACCTATGGTGCTACCACCTTGGATGTAGATGTGTCGC 

ACATTCTCCACCAGCCTCAACCCCAGCCAAATTTACAAAAAGAGGAAGAAACAGATGCTG 

AAGACACAGCAAAACTACGTGAAATCACAAAGCTTGCCTTGCAGTTGAACTCTAGTGCTC 

AAAAATACCAGTTTTTCCACGAACTGTCTTTGCATCCAAGAGAAACGCTGACTCACTACT 

TATGGTCTTCCAAGCAAAACGAGCTTGTGCTGCAGGGCGACCAATACTTCAATGAAGATG 

CTGCAAGAACGAGTGACATATACAGTAACAACAACAATGACAGGTCACTAATGGGCAATA 

TCTCACTACTGTACTCCCAAGGAAGACTATAA 

YCR052W, 483 aa (SEQ ID NO 28) 

MVTQTNPVPVTYPTDAYIPTYLPDDKVSNIADLKKLIEMDSRLDLYLTRRRLDTSINLPT 
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jKPTKTKDHPPNKEMLRIYVYNTTESSPRSD 

SEFLEGVAVDFTOILKPLGMGKKRKRDSSLSLPLNLQQ 

AESREEIVDALEWNYDENNWEFDGIDira^ 

L IGMQTGSVNDAVY S I YKY I L INNLFVTEQTEAQDGSNDAEDS SNENNNKNGAGDDDGVE 
GSTPKDKPELGEVKLDSLLQKVLDTNAAH^ 

TTYGATTLDVDVSHILHQPQPQPNLQKEEETDAEDTAKLREITKLALQUJSSAQ 

ELSLHPRETLTHYLWSSKQNELVLQGDQYFTJEDAARTSDIYSNNNNDRSLMGNISLLYSQ 

GRL 

YCR064C, 911 bp, CDS: 501-911 (SEQ ID NO 29) 

AGGTTTTAACGCGTTATCTTTGTTCCGAAAAA 

GCGTCGCGTTCTCGCGTCTGTTTTGTTTTTTCGCGTTCCAATC 

GTCGTCTTTGACGAAGGAGACGAAAACCTCTTCTAAAACGTTGGGAGAGAGATAATTACA 

TGGCCAGAACAATACTGCAACG1K5CATATAGTCGTTAGTCTGTGCTTGCACATCCACGGC 

AGCCGCAGTGGACGCACTGATGGAAGGACACCTGTGTGCCCTTTTTGCGTGCTTCTTCCT 

CTAACTGTGCACGAGGCACCCTGCAGATGGAAGTGCTACCGTTGTTAGTTTCGTTC 

GAATGCAGCGCAGACAGCACAGTTTTTCATACCCGGTTTTGCGCCAT^ 

ATTTATCAGCATACTTTTCCTTTATCAACCAATCGTAAAGGTCT^ 

TCTTGTAGTACAGAGTATATATGTATCTAGAGCGCTGGTGGTGGAGTTGCATTATCTCCC 

AGAGCTGCTCATTGGACTTTGCTGCGAGCTTAGACGACTTGTCCTTT^ 

GTTGGATTTCGAAATCTGTGAGGGTTGGCTTGATTTTTTCGAA 

TGGATCTTCTGGTCTTTATGCGCGGCATGTCGTTTTGTGAGGTGAGCTTTGCTAGTCTTG 
ACGGCTGTAGAGGTGTTTACATTGATGATGAGTCCCTAAGAAAAT 

AGTATTTCACTTTCCGTTGTGAACGACAAATGTACTATGCGTTCAAGAGCCAACGCAGTA 
TCATCGTCAAAGTTCCTACCACAACGCGTGTGATTGATCTTGTACTGGTTGTAAATGTGC 
TAAGTCTGTGA 

YCR064C, 136 aa (SEQ ID NO 30) 

MYLERWWWSCIISQSCSLDFAASLDDLSFWASLSWISKSVRVGLIFSNPSGAGLDLLVFM 
RGMSFCEVSFASLDGCRGVYIDDESLRKFFFFFQYFTFRCERQMYYAFKSQRS 1 1 VKVPT 
TTRVIDLVLWNVLSL 

YCR073W-A, 1448 bp, CDS: 501-1448 (SEQ ID NO 31) 

GTTTATGGCTGGAATGACTTGATAATCTCTTCACGAGCTTACTTGAGATGGTATGAGGAG 

CCAGAACTCTCCCGCCTTCAGCCGCTTTTTGTTGCTGTGTATTCAGTATATCCATCATCA 

TTTTCACCTACAAGGAACTACCTTTTATAGCCACCCTAAGTAAAACAACATTAGCTTAGC 

ATCCTCAATTCTTATCGTATGTTGTTGCTGCTATTTTTATCCTATTC 

TTTTTTACATAAGGTACCAAGGCAAGAGAAAAGACCCGCGAAATTTTCAATTCGAGACAT 
AGGGTTAATACGAAATATGTTAAGGTCTAGTTTCCAAAAAATGAAGAAAATGTGATTAGA 
CATCCTGGGGAAATTAGGTTTAAATAGGGCGGGCGCTACAGGGGTTTTCCTAA 
CAATGATAATAGTGGCATCATCATCGTCATATCCAGTGTAGGTATGGACTAGAACAGAAA 
GCAATTTGCAGCAAGACAATATGACTACGACGGTACCCAAGATATTCGCGTTTCACGAGT 
TTTCAGACGTGGCAGAGGCCGTAGCTGACCATGTAGTCCACGCGCAAGACGGTGCATTGG 
CTCCAAAGAACGAGAGGAAACACTCTGTTCCCAACATCAGCATGAATGCACTGGATATGA 
CGAGAGAGGCCTCTTGCAAAAGCACAGCATCTGCCGCGGAAGGGAAAAGTGGTAGCAGTG 
GTAGTGGCAGTGGTAGCAGTAAGCCCAAAAAGGAGAAACGGTTCAAGATTGCTCTCTCCG 
GTGGGTCATTGATCGAAGTGCTACACGAAGGTCTGCTAAAACGAGACGATGTACGGTGGG 
GAGACTGGGACATTTACTTTGCAGACGAGAGACTTGTACCCTTCAGCTCGAATGAAAGCA 
ATTATGGATGCGCCAAAAGGAAGATTTTGGACCTGATAGACACGGCGAAGTATGGAACTC 
CGAAGGTGTACCACATTGACGAGTCATTGATTGACGACCCGCAAGAATGCGTTGATAACT 
ATGAAAAGGTGCTAATCCGCGGGTTTGCCGGTAGAGATTCCGTCAAACTTCCGATGTTCG 
ACTTGTTCCTGCTTGGTTGTGCCCCCGATGGTCATATCGCATCACTCTTCCCTAACTTCC 
AGGACAATCTACGTGAGAAACTTGCATGGGTGGTGCCCGTGGAGAACGCTCCTAGTGGGC 
. CCTCGACCAGAATTTCGCTGACTATACCTGTAATCTGCCATTCTCACAGGGTTACTTTCG 
TTGTCGAAGGTGCAACCAAGGCGCCCATCATCAAGACCATTATGGAAAGGCCTGAAAAGG 
GCCTACCTAGCAGTATTGTCAACGAAGGTGCTGCTGGTCGTGTATCATGGTTTGTTGA 
ACGATGCTCTTACGGACGTCCTCGTCACCAAAAAAAAGTATAAATTCCACCAAGGTTTGT 
CTATTTAA 



YCR073W-A, 315 aa (SEQ ID NO 32) 
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MTTTVPKI FAFHEF SDVAEAVADHWHAQDGALAPKNERKHSVPNI SMNALDMTREASCK 
STASAAEGKSGSSGSGSGSSKPKKEKRFKIALSGGSLIEVLHEGLLKRDDVRWGDWDIYF 
ADERIiVPFSSNESNYGCAKRKILDLIDTAKYGTPKVYHIDESLIDDPQECVDNYEKVLIR 
GFAGRDSVKLPMFDLFLLGCAPDGHIASLFPNFQDNLREKLAWWPVENAPSGPSTRISL 
TI PVICHSHRVTFVVEGATKAPI IKTIMERPEKGLPSSI VNEGAAGRVSWFVDDDALTDV 
LVTKKKYKFHQGLSI 

YDL010W, 1196 bp, CDS: 501-1196 (SEQ ID NO 33) 

TAGTAATTAGTTTCTTATGATGGATTTAATGGCGTAGTTCATCCGCGTTT 

GAGGATAATCTACTTGCAGCATGAATGAAAATAGTAAGCCAGTAAGGATGCACTGACAGA 

CTCAGCTACCGATTAGTGTTGTTGACTTTTCCGCAAGATCCTTTTCTCCCTCTTTGG 

TAGTCATCCCTCCACACAAGATTCGCTCTTAAGTAGTGGCGCAGGCTGTTCGCTTTTAAG 

CATAGTGCTTAATGTCGAAGGCTTTATAGATCCCAAATACTACGCCTTGAGAAATTGAAT 

GCACTAGCAGTTAGTTAACTTTCTGGAACGCGCATGACGCGTCCCGGGGCGCCTGAGGCG 

GAGCGTTCGCGAAATCGK^AAAACATTATACTGGGAAAGATCACTATCTATTCTCTAAAT 

GAACTTTTAAGCAAATTATCGTAAGATAGAAAAGACGAAACCTTAGCAACCTAGCGGTTT 

AATATAGAAACAATTTTATTATGATACCTTCCAATAAGAGAAATGCTAGAATTTTAAGCA 

TTACAACGCTATTATTGTTGTTAGTGTTTTTCGTAGCGCAAAATC 

TAGAGATAAAAGAGGAAACTTCTAAAGCATTTAGTACTAATATGGACAATATGGCTGGAG 
GATCTTCCAGGGAATATGCTGCTATGCCGACTTCTACCACGAATAAGGGGAGCTCTGAAG 
TAGACGAAGAAATTAATGAAATAAAACAGAAGGTGGGACTCCAACAGCCCATAGCATCGG 
TTGATGATAGTTTGTCGGCCATTAAAAACGATAAAGGGTCGCGAATAACCAAAGCTTTTA 
ATGTTCAAAT^GAATACTCCCTCATACTAGACTTGTCTCCGATTATAATATTTAGTAAAA 

gcacctgttcatatagcaagggk:atgaaggaactgcttgaaaatgagtatcagtttatcc 
caaactactatattatagaacttgacaaacatggacatggggaagagctgcaagaatata 
tcaagttggtgaccggtagaggaactgttccaaaccttttggttaatggagtatcaagag 
gaggtaatgaagaaatcaagaaactgcacactcaagggaaacttttagaatcattacaag 
tctggagtgatggtaaattctcggttgagcaacgtgaaaaaccttccaataattga 

YDL010W, 231 aa (SEQ ID NO 34) 

MIPSNKRNARILSITTLLLLLVFFVAQNANFLTVEIKEETSKAFSTNMDNMAGGSSREYA 
AMPTSTTNKGSSEVDEEINEIKQKVGLQQPIASVDDSLSAIKNDKGSRITKAFNVQKEYS 
LILDLSPIIIFSKSTCSYSKGMKELLENEYQFIPNYYIIELDKHGHGEELQEYIKLVTGR 
GTVPNLLVNGVSRGGNEEIKKLHTQGKLLESLQVWSDGKFSVEQREKPSNN 

YDL03 6C, 1889 bp, CDS: 501-1889 (SEQ ID NO 35) 

TCAAATCCAGCTTCTTTTCAAGCAATATTGTCACAAACGATGATGAGAATAGCATTGAAG 

AGGATAAGAATTTACGCTATTCAGATGCTAGTGCATCTGAAAATTATCTGGTCAAGCCCA 

CAATACCAGGTACGACTCCTGATCCAATAATTGAGGCGCAGAACGATAATGATAGTAGTG 

ATAGTAGCGGCATAGATTTGATAGCCTTCTTAAGAAATGGACCATTATAAAGTTTTTGTA 

TCGCGATGTTTGAAAATGGAAAGTAAGGAACGTAATACAAATTGACAAGTAGCCGACATG 

AATGACGCTCACTTCTCTTATATATGTTAGGTAGTATATGCATTATAGAATTTATTCATT 

GAAGCAATGTGATTCCTCGATAAGTAAGCTTTTTTTCTGTCTGGCGGCGAACCATTA 

AACAAAAGACCGAGTTAAGAAAAAGTTCATAAAAAACTTTTGAAAAT 

TATAATGGAATAGGAAACTTATGCAAAGAAATAATAGGTTAAGAAATTTGTT^ 

CAGTAATAATGGCTCGACAACTCAAAAGGAATGCATTATCTGCAG^ 

GTAATGCAACCTCAAATGAGTTTGATGAACATTT(^AAAATGAGGTTGAAAGAGAGAGGG 

AAATTCAAAAGAAAAAAAAAATAAAGCGAACTCAATCAAAAAAATCGCCAGATTTC 

ATAAATCTACTTTTCAATCACGAACGATAGGCAGCAAAAAAGAGAAACATAGACAACTAG 

ATCCAGAGTATGAAATTGTCATCGATGGCCCTCTAAGGAAAATCAAGCCCTACCATTTTA 

CGTACAGGACCTTTTGCAAAGAGCGTTGGAGAGATAAAAAATTGGTTGATGTCTTTATAT 

CTGAATTTCGAGATCGTGAATCTGAATATTATAAAAGAACAATCGAAAACGGGGACGTTC 

ATATAAACGATGAAACTGCGGACTTATCTACTGTAATTCGCAATGGTGACCTGATTACGC 

ATCAGGTACATAGACATGAACCTCCAGTCACTTCCAGGCCTATCAAAGTTATTTTTGAAG 

ATGATAACATAATGGTTATTGATAAACCGAGCGGTATACCTGTTCACCCAACTGGCCGAT 

ATCGGTTCAATACAATTACGAAAATGCTTCAAAATAATCTCGGATTTGTTGTGAACCCAT 

GTAATAGGTTAGATAGGCTTACAAGTGGATTAATGTTTTTGGCAAAAAC 

CCGATAATATCGGCGATCAACTAAAAGCTCGAGAAGTCACTAAGGAATACGTGGCCAAGG 

TAGTTGGAGAATTTCCAGAAACGGAAGTAATTGTTGAAAAACCTCTAAAACTGATCGAGC 

CAAGGCTTGCTCTTAATGCAGTTTGTCAAATGGACGAGAAAGGAGCCAAACATGCAAAAA 
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CTGTTTTTAACAGAATCAGCTACGACGGTAAAACGAGTATTGTAAAGTGCAAACCGCTTA 
CCGGGCGATCACATCAAATTAGAGTACATTTACAGTACTTAGGCCACCCAATTGCTAACG 
ATCCTATTTATTCCAATGATGAAGTATGGGGTAACAATCTCGGAAAAGGCGGCCAGGCTC 
ACTTCGATATAGTTATTACTAAGCTAGACGAAATAGGGAAAAGAAAACCTGCTAAAAGTT 
GGTTCC^TAGTAATGGCGGGTACGGTGAGGTATTAAGGCAAGAAAAATGTTCTATTTGTG 
AATCTGATTTGTATACTGATCCTGGCCCCAATGATCTTGATCTGTGGTTACATGCCTATC 
TATACGAATCAACTGAGACTGAAGAAGGAACCGAAAAGAAAAAGTGGTGCTACAAAACAG 
AGTATCCAGAATGGGCTCTGAGAAGATAG 

YDL036C, 462 aa (SEQ ID NO 3 6) 

MQRNNRLRNLFTVPVIMARQLKRNALSAGLAFAGNATSNEFDEHLQN^ 
IKRTQSKKSPDLINKSTFQSRTIGSKKEKHRQLDPEYEIVIDGPLRKIKPYHFTYRTFCK 
ERWRDKKLVDVF I SEFRDRESEYYKRTI ENGDVH INDETADL STVI RNGDLITHQVHRHE 
PPWSRPIKVIFEDDNIMVIDKPSGIPVHPTGRYRFNTITKML^^ 

TSGLMFLAKTPKGADNIGDQLKAREVTKEYVAKVVGEFPETEVIVEKPLKLIEPRLALNA 
VCQMDEKGAKHAKTVFNRISYDGKTSIVKCKPLTGRSHQIRVHLQYLGHPIANDPIYSND 
EVWGNNLGKGGQADFDI VI TKLDEIGKRKPAKSWFHSNGGYGEVLRQEKC S ICESDLYTD 
PGPNDLDLWLHAYLYESTETEEGTEKKKWCYKTEYPEWALRR 

YDL083C, 1364 bp, exonl : 501-909, intronl : 910-1341, exon2 : 
1342-1364 (SEQ ID NO 37) 

TATTCCGACTAGAAAAAAATTAAATTTTCTAACTACAAAAAATTGCCTGCATATATGT^ 

GGATGTAACAGGAAATGTATGGGTCACATATTAATAGCTTGTTTTACTCCATAAAAGAGT 

CTGATATTCAGAAAAAACACCCATACATGTTGAAAAATAATGCATTGTGAAAAAAAGTGG 

TTGAAAAATGTATGCGATCTAGGAAAAACTGAATTTTCCTTAGGTTGTC 

AGAAGGATGCTGTGGCCTTTGACCTGGGCGGAAATTCTCTCTGTTTCCCTCTAGCTGAGG 

GAAACAGAACTGGTAGCAGTTCGTTCCGGCCAGGCCGCGTGAGCCTATACCACCGAATAT 

TATCCTAGCGCAGAGAGTAACACTGGCAAAGTCAAAAGTAAATGCCATGTAAAATGTATA 

GGTTACGCAGTAGACTATTTAATATATACCTTTT^ 

GCAAGAGAATAAGCAACAAGATGTCTGCCGTCCCAAGTGTCCAAGTATGTTAAATAATTT 

AAACGATGTCACGAATTTGTGAGGGATATTGAAACCATGCAGTGAGATAATTTC 

AGAACCATATCACCTGAATAAGACGGGTGGGGCAAGCACTAGATGCGAATCATAGTTTTA 

GAACAACGGATCACCATTTCACACGTTAAAGACCGAGTAGAAATAACCAATAAATTGTGT 

GGGAAAATATTATACTTAATTTCTCTGTGGAGTAAAGTAATGAGCGTCTTTTGCGGTCTT 

ATTTATTCATTCGCTCCCCTTGCAATGAATTTTGAACAGAATGCTCCAAAGAGGAAGTGC 

CAGGGTACCTCACTTGTTTCACCCTTTTACACAGTTCATAATAT^ 

TTTCTGTTTTACTAACATGTGACACGAAATGTT^ 

TTGGTAAGAAGAAATCAGCTACCGCTGTTGCCCACGTCAAGGCCGGTAAGGGTTTGATTA 
AGGTCAACGGTTCTCCAATCACTTTGGTTGAACCAGAAATCCTAAGATTCAAGGTCTACG 
AACCATTATTGTTGGTTGGTTTGGACAAGTTCTCCAACATCGATATCAGAGTTAGAGTCA 
CTGGTGGTGGTCATGTTTCTCAAGTCTACGCCATCAGACAAGCTATTGCTAAGGGTTTAG 
TCGCTTACCACCAAAAGTACGTTGACGAACAATCCAAGAACGAATTGAAGAAGGCCTTCA 
CCTCTTACGACAGAACTTTGTTGATCGCTGATTCTAGAAGACCAGAACCAAAGAAATTCG 
GTGGTAAGGGTGCTCGTTCTAGATTCCAAAAATCTTACCGTTAA 

YDL083C, 143 aa (SEQ ID NO 38) 

MSAVP S VQTFGKKKS ATAVAHVKAGKGL I KVNGS PI TLVEPE I LRFKVYE PLLLVGLDKF 
SNIDIRVRVTCGGHVSQVYAIRQAIAKGLVAYHQKYVDEQSKNELKKAFTSYDRTLLIAD 
SRRPEPKKFGGKGARSRFQKSYR 

YDL125C, 1088 bp, exonl: 501-597, intronl: 598-708, exon2 : 
709-1088 (SEQ ID NO 39) 

TTCAAAATACGAGTAAAGGAGATCCTAGGTGTGGATTAGTAAGGGGAGTGTGGCAACTTC 
CTTTTTCCGGTTAATTCTCCGCGCTTTC 

ACGCATGGAGGCTTCTACAAAACAGCGTGCCGTTTTGATGGCATGAGCAGGGGGCGCAAA 

GGAAACACCGGTAAATCGCGCAAGACCTTGTTGGCCACGTAGCCTCAAAGGTTG 

CACTTGTCTACAGAACTTGAAAAGTACAAAAGGAGGTCACATAAAACAGTAAGCTTGAGA 

AGCTTTAAGATATGGTGCGAATCGTTACAGAATATTCCTTGCAGAAATAATGGCGGGTCC 

GTTCTCTTCTGAAGAAGTTACCGCCCTACTGAAGCATTGCTGTACGATCGTGTAATGTGA 

TGTGTGTTCGACTGGAAAGCGGAGAACATTATGAAGTAAAAGGACAATCAGCACGCCTTC 
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CAGACTTTTAAGAAACATTGATGGAGCCATTGATATCGGCACCGTACCTAACAACAACAA 
AAATGTCTGCTCCTGCTACGCTTGATGCTGCCTGTATTTTTTGCA 

TGTCACATTACTAATAAAGAGCTTACACTCACACCAATGATGGCGATAGTCTCTATGTAG 
TACATATACATAAAGCAGAATACTAACAATCGATCCGCTATGCAACAGGCGAAATTCCAT 
CCTTCAAATTGATTGAAACAAAGTACTCGTATGCTTTCTTGGAC 

AAGGTCATGCTTTAATCATTCCTAAGTACCATGGTGCGAAGTTGCATGACATCCCGGACG 

AATTCCTTACCGATGCTATGCCGATTGCCAAGAGACTGGCCAAGGCAATGAAGTTGGACA 

CTTATAATGTGTTGCAGAATAATGGTAAAATTGCGCATCAAGAAGTCGACCACGTCCACT 

TCCATTTGATTCCTAAGAGAGATGAGAAAAGTGGTTTGATTGTAGGGTGG^ 

AAACGGACTTCGATAAGTTGGGCAAGCTACACAAGGAATTGCTTGCCAAACTAGAAGGCT 

CCGATTAG 

YDL125C, 158 aa (SEQ ID NO 40) 

ME PLI S APYLTTTKMS AP ATLDAACI FCKI IKS E I P SFKL I ETKYS YAFLDIQPTAEGHA 
LI I PKYHG AKLHD I PDEFLTDAMPIAKRLAKAMKLDTYNVLQNNGKIAHQEVDHVHFHLI 
PKRDEKSGLIVGWPAQETDFDKLGKLHKELLAKLEGSD 

YDL133C-A, 578 bp, CDS: 501-578 (SEQ ID NO 41) 

AAAGGTGGTTGGAGACTTTGTGTTGTAGCTTAGAATTTCTTCCACTATATGAAAGCCAAG 

ACCTCTTCTCCTCTTTCGACACTTCGTTTATTTCCACTTTCCCTTATTTAGTATC 

TTCAGAATGCTTTCTTTATTTCACGACGGTTACCACACCCGTACACCCTTATCTCATTTC 

ACCAGTACCTTTCCTTATTAGATTCATCTTATTTTATTTTAGGATTTTO 

CGACGCGTGTCGCACCATGGAAAAGGTGTCGCAGCTGCGATGCTATCCATTTACCCGTCA 

TCATTGCTGGCAGAAATCCCATCTTCCTCTGCTGGGGTGATTTATATATATGGAGAGTTA 

ACGAATGTAATATTTCTGAATGTTAAATAATTGTTATCCGTCATTATTGTTTCACTTCTC 

TCTTTGAAATTTCGCTTGTTTTCTGTTTTCATCOT 

TCATATCGACTTAATTCCAAATGAGAGCTAAGTGGAGAAAGAAGAGAACTAGAAGACTTA 
AGAGAAAGAGACGGAAGGTGAGAGCCAGATCCAAATAA 

YDL133C-A, 25 aa (SEQ ID NO 42) 
MRAKWRKKRTRRLKRKRRKVRARSK 

YDL136W/ 12 68 bp, exonl : 501-503, intronl : 504-908, exon2 : 
909-1268 (SEQ ID NO 43) 

CATGCGGACCTTGTGTGTTTTGTTTCTAGATTGTTTTATT^ 

AAACCACTGTATAGTTGTATAAGATAGGATAATGATGGTGCACTGAAAATAAACTTACTA 
GCTCTTTAATATTGCAACGGCTTGTAACGGGCGCCATGATGACATTCAGAATTATACCAC 
TACTATATGAAAAAATGAAAAGAGGCCCTGCTTTGAACCCGTACATTTTATTCTATAATA 
TTGCATCTGTGGTTTGCCTGACGGCAGCGAGTCCAACACAAAGTCTGGCATATGCTACGA 
ATTTTCCACCATGGATTCAGCACCCAAACATTTGAATTTTTTTTCA 

TTTTACTGAAGATGAGGGTAAATAGAGGCCTGCAATCGTCATCATATGAGAAATGGATAT 

ATTGAAAATCTACTCACATCTCTTTTTTGGGGGTTTGGTAGTACAGTGAGAACACGATAA 

AGAACCAAATAGGACTAAAAATGGTATGTAGAGATGAATATACATGAAACGGACGTGATA 

TAATGTGCTATGGAAGAAAAAAGTCTCCTTTAATGTCTGCAGGATAAATAATCAAGTGGT 

CTGAAGAAAATTTACAGCTACAGTATTACTGCAAACCTTGCAGGCAAATATCAGAGAGAT 

CTCACCAGCTACAACTTGGTAACAGAAATTTATAAGTTTATGGCACTTGTTAAAATTGTT 

TGGAAGTTTTCGAAATTATAATATTGGTCTTCAGAAACCTGGAACCACATGTGAACTATT 

TTTTTTGGATAATGCATTGCACAGAGCGTATTAGTGTATACGAGAATCTAAAAATTTC 

ACTGGCTCATAAAAACAGGAACTTTTACTAACAGTTATGATTTTTTGTTCCCATTTT 

ATCAATAGGCCGGCGTTAAAGCTTACGAACTAAGAACCAAATCCAAGGAACAATTAGCTT 

CTCAATTGGTTGACTTGAAAAAGGAGTTGGCTGAATTGAAGGTCCAA 

CATCTTTGCCAAAGATCAAGACCGTCAGAAAGAGTATCGCCTGTGTCTTGACCGTCATCA 

ACGAACAACAAAGAGAAGCTGTTAGACAATTATACAAGGGTAAGAAGTACCAACCAAAGG 

ACTTGAGAGCCAAGAAGACCAGAGCTTTGAGAAGAGCTTTGACCAAATTCGAAGCTTCCC 

AAGTTACCGAAAAGCAAAGAAAGAAGCAAATCGCTTTCCCACAAAGAAAGTACGCTATCA 

AGGCTTAA 

YDL136W, 120 aa (SEQ ID NO 44) 

MAGVKAYELRTKSKEQLASQLVDLKKELAELKVQKLSRPSLPKIKTVRKSIACV^ 
QQREAVRQLYKGKKYQPKDLRAKKTRALRRALTKFEASQVTEKQRKKQIAFPQRKYAIKA 
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YDL167C, 2660 bp, CDS: 501-2660 (SEQ ID NO 45) 

TGGGTGTCGTCAAACAGGATGCCGTGGAATCATACGAACCGCACATTGTGGTAGAGCTAC 

AAAGCGATACGAAAGAAGATATGGTATCTAACGTATCCCGTATTGTTGCTTGGGAAAAGA 

TGTGGTTAGAACAACATCCAGATGGAGTCACAAATGAATATCAAGGGCCTCGTAGCGATG 

ACGAAGACGATGAAGACAGTGAGTAGGCGTTCCATAACTTTGTGTATCTACATATATACA 

TATATAATTGTAAATTAGTAACAGTAGTAATAGTAGTGCCTATTATAAAGGGTTTTCTTT 

AAGTAATGTCATGTACTTGTTTAATGTGACTTTGGTAATATATTTTCATTCTCCGAT^ 

GATGCCCAGTGGAAAAGTTTAAAGTGAAAAATTTTTCAAC^CATACAAG 

GGTTTTGATGCAAATAGCATTACTAAAGAAGAGCGCTAGGATAATTGTGCATTGCT 

TGATTTTTGATACAGAAATTATGCACTATGTGGTACTAGAGCTGCAAGTTGCGCATTTGC 

CAGATACCCCCAAGGATCAATGTCGCATTGCGAATATAGCATTTCAAATTGTGAATGCTG 

AAACATTAGTATGCCATTATGGGACCAATTCTTTACCGAGCATTGAAGTAAACGGGACGA 

CAAAGAGTTTGGAGAGTGCAATGGTGCAATTGGACAAGGATATTCATGACGTO 

ACGACGACTTTGTTCTTGTTTCCCTGTATTCAACATGGCATATCCGTGTO 

GTCAAGCGAGAGATGATGGGTTTATTCTTACTTCTTATTTACA 

ACTTATGGAAGGAATTCGATAGATGGTGTGTCAACCATCCGGAGATTTTGGGACAAAAGA 

AAGCAATCTCCAACAACAATTGTAATACTAAAAGTATTAGTATTAATGCAGCCAAAAATA 

CGAAGGATTTGGACGAAATAGTTAGAATATTGGAAGTTTCAATCCCAACTGAAGAGGCAG 

GCTCTGTTCCAGAGATATACTCTCTTTTAAAAAGGACAACGGATATATTAATACAATTGC 

ACAAAAAGTGTACTTCCCCTGAAGATATGGAATCTGTCTTAACAAAACCATATGACTCAC 

ACACCGATATTAGAGCGTTTTTGCAAGAGAAATCTAAGATTTTGTACATGAACAATTTAC 

CGCCCGACACAACTCAAAGTGAGTTGGAATCATGGTTTACCCAATATGGTGTTAGACCAG 

TTGGGTTTTGGACTGTCAAAAACATCGTAGAAGATACGTCTAACGTTAATAATAACTGGA 

GTCTAAATAACAGTCCCTATGTGGAAGATCAAGATAGTATCTCAGGATTTGTTGTCTTCC 

AAACACATGAAGAAGCAACTGAAGTACTAGCGTTGAATGGGAGATCAATCCTATCTAATC 

TGGCAAACACTAAGCAACCAAGGGTGGTGGAACATGTCCTTGAGCTTCAACCTTCTTCCA 

CCGGAGTACTCGATAAGGCTCAAGAAATTTTATCGCCTTTCCCTCAAAGTAAAAACAAAC 

CAAGACCAGGTGACTGGAATTGCCCATCTTGTGGTTTTTCAAACTTTCAAAGACGTACTG 

CATGTTTTAGATGTTCTTTTCCGGCACCATCAAATAGTCAAATACATACTGCGAACTCAA 

ACAATAATGTTAACAGTAGTAGAAATAATTTAAACAATCGCGTGAACTCGGGATCTTCAA 

GCAATATTAGTAACACTGCAGCGAATCACCCCTATGGTGCCCCTGAGTTCAACATGATTG 

CTAACAACACGCCAGCAGCTTTAACATACAATAGAGCTCATTTTCCTGCAATTACGCCAT 

TGTCGCGACAAAATTCATTGAACATGGCACCATCGAACAGTGGGTCGCCGATAATTATAG 

CGGATCATTTTTCGGGAAATAATAATATAGCCCCAAATTATCGTTATAATAATAATATTA 

ACAATAACAACAATAATATTAACAATATGACCAATAATAGATATAACATTAATAACAACA 

TCAACGGTAATGGGAATGGTAATGGGAACAACAGTAATAACAATAACAATCATAATAACA 

ATCATAATAACAATCATCATAATGGTAGTATCAATAGTAATAGTAATACCAATAATAATA 

ATAATAATAACAATGGTAACAATAGTAATAATTGTAATTCCAATATCGGTATGGGAGGAT 

GTGGCTCCAACATGCCATTTAGAGCAGGAGATTGGAAGTGTTCCACGTGCACGTATCATA 

ACTTTGCTAAAAACGTAGTGTGCTTACGCTGTGGTGGTCCAAAATCAATAAGCGGCGATG 

CAAGTGAAACCAATCATTACATAGATTCATCAACATTTGGACCAGCGTCGCGTACTCCCA 

GTAATAACAATATTTCTGTTAATACTAATGGTGGTAGCAATGCTGGTCGCACCGATGGGA 

ACGATAACAAAGGTCGTGATATTAGTTTGATGGAATTTATGTCACCACCGTTATCGATGG 

CAACAAAGTCAATGAAGGAGGGAGATGGGAATGGTAGCTCGTTTAACGAGTTCAAAAGTG 

ACAAAGCTAACGTTAATTTTTCCAATGTTGGTGATAATAGCGCTTT 

ATAGTTCAATACGTTGGTAG 

YDL167C, 719 aa (SEQ ID NO 46) 

MHYVVLELQVAHLPDTPKDQCRIANIAFQIVNAETLVCHYGTNSLPSIEVNGTTKSLESA 

MVQLDKDIHDVIGNDDFVLVSLYSTWHIRVTLPRQARDDGFILTSYLQHPKVFDLWKEFD 

RWCVNHPEI LGQKKAI SNNNCNTKS I S INAAKNTKDLDEIVRI LEVS I PTEEAGSVPEI Y 

SLLKRTTDILIQLHKKCTSPEDMESVLTKPYDSHTDIRAFLQEKSKILYMNNLPPDTTQS 

ELESWFTQYGVRPVGFWTVKNIVEDTSNVNNNWSLNNS 

EAflliALNGRSILSNLANTKQPRVVEHVLEIjQPSSTGVLDKA 

CPSCGFSNFQRRTACFRCSFPAPSNSQIHTANSNNNVNSSRNNLNNRVNSGSSSNISNTA 
ANHPYGAPEFNMIANNTPAALTYNRAHFPAITPLSRQNSLNMAPSNSGSPIIIADHFSGN 
NNIAPNYRYNNNINNNNNNINNMT^^ 

NG S INSNSNTNNNNNNNNGNNSNNCN SNIGMGGCGSNMPFRAGDWKC STCTYHNFAKNW 
C LRCGGPKS I SGDAS ETNHYI DS STFGP ASRT PSNNNI SVNTNGG SNAGRTDGNDNKGRD 
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I SLMEFMS PPLSMATKSMKEGDGNGS S FNEFKSDKANVNFSNVGDNS AFGNGFNS SI RW 

YDL184C, 578 bp, CDS: 501-578 (SEQ ID NO 47) 
AACAAGAAAACCCTTCCGTTGATCTTAG 

TTGAACAAAGTCATCCTTCAAGAATCGAAATCTCAAGAGAAAAAGA 

TTGTCCACTATCTCATGTAAATATACATAACAGGTATTCCTGAGCGTTCGAAAATTAGAC 
TGTACTTTTCTGATGCGCTCCCGTACACCTTTGACATATACAAACATCCGCACATTT^ 
AGCTTTCTTTCTAGAATTTTTTCCACGC 
ACCCCTAACTTTTTCCCAGGCAAGGCTGGCCTCATTACC^ 

CCCCATGGCAGATGGACGATATTTTAACAAGACGAAACTGACCTCGTCTTCTATAAAACT 
GGACTTCTAAGCAACTCTCATTTATCTTATATCCGTTCCATTTTGTACTAAAAGAACCAG 
ACCACATCGATTCAATCGAAATGAGAGCCAAGTGGAGAAAGAAGAGAACTAGAAGACTTA 
AGAGAAAGAGACGGAAGGTGAGAGCCAGATCCAAATAA 

YDL184C, 25 aa (SEQ ID NO 48) 
MRAJCWRKKRTRRLKRKRRKVRARSK 

YDL191W, 1354 bp, exonl : 501-503, intronl : 504-994, exon2 : 
995-1354 (SEQ ID NO 49) 

TATTGACGTTTCGCTCTCAGGTCCACCGTGTTCTCAAAAGATACTTTTAAAACCTAAAAC 
ACACGAAATCATATTATGATAATTCAGAATGATAGTGTGK5TACTGTGTCAATTGACTGT^ 
CAAGACTGAAGAGGATCTTTGATTTGTTGTTACTCAACAAATAATCTTCACGAAAACTTT 
CTCAATCTGGGGACTGTATTAATCTCAGACCCATACATATCTACACCCATAACTTTTTAC 
ATTTAATTTTTTATCACATAATAGGTAGCTT^^ 

GCGCAGC CTCTCCGGGTGAACCCCACGACAACTTACCTGGCACTCCATGCACTAACGGGC 

GGGTTTGGGCAGGATTCCAGCATCAATTTTGCAAAATTCACACCTGAGTAATTCATATAT 

GTAATATAATGTTAAGCATACGCTGTCGATTAGKTACTATOATTGACCGTAGAATAGGTAC 

AGTGAGACAGTATATTCGAAATGGTATGTTTGAGATGAACAAAATAATAAAGACTGACAA 

CTGCAGAACAGAGAGGATCATAGCAACCTAGTGCAAGAAAGAGCCTCGAAGCGTTAAACT 

TTTGGAACGTAATTCATCCGTTGGCTATGTCTATTCAATACAGTTAGAATACGAAAGCTG 

TAATCAAGTATATCGGATTATTCGCAAGCAAAGAATCAAGGAAAAGAAAGTGAAAATAGC 

ATACATCTTTAAATTCAGAGGTTTTGCTGAATTTTAATAGGGA^ 

TTGGCCGTAGATCGCCTAGCGTTTGACCAAATTTAATTC 

AAAGCCTTCCAACGAAATAAATTAGTTATTGGTTTTTTT^ 

GATGCCTGTGCTTGTTAGTTCATTATAAGTGCTAATAAAATACTAACGTTAATAAAAAT^ 

TGGAATATTATTTCATTTTTTATCCTATTAATAGGCCGGTGTTA 

AACCAAATCCAAGGAACAATTGGCTTCTCAATTGGTTGACTTGAAAAA^ 

ATTGAAGGTCCAAAAGTTGTCCAGACCATCTTTGCCAAAGATCAAGACCGTCAGAAAGAG 

TATCGCCTGTGTCTTGACCGTCATCAACGAACAACAAAGAGAAGCTGTTAGACAATTATA 

CAAGGGTAAGAAGTACCAACCAAAGGACTTGAGAGCCAAGAAGACCAGAGCTTTGAGAAG 

AGCTTTGACCAAATTCGAAGCTTCCCAAGTTACCGAAAAGCAAAGAAAGAAGCAAATCGC 

TTTCCCACAAAGAAAGTACGCTATTAAGGCTTAA 

YDL191W, 120 aa (SEQ ID NO 50) 

MAGVKAYELRTKSKEQLASQLVDLKKELAELKVQKLSRPSLPKIKTVRKSIACVLTVINE 
QQREAVRQLYKGKKYQPKDLRAKKTRALRRALTKFEASQVTEKQRKKQIAFPQRKYAIKA 

YDR103W, 3254 bp, CDS: 501-3254 (SEQ ID NO 51) 

ATCAAGTTTCCTTTAAAGGGATATATAACAGATTCTAAAACTGACAGAAATATTTCGAGT 
GAAGAAGAAGCGTTAAATATTGGATCTTTCCGCAGTTCTACTCTGATACATTTTTGAAGT 
AGGAGAGTCATTTAGAAGGCGTATTGCTCAATAGTAGAAAGCAGGCCTGTGCACATGAAT 
TAATTAAAAAATATAAAGGTAGTGATTAGACGACACATGTCCATAGGTAACCTGTCATAA 
TTTTGAACAATTTCCCTTCTTTTCTTTT^ 

AATTTACACATCATGTACTTTTCTGCATCAAAATATGAAAGGCGATAGTAGCTAAAGAAA 
ATACCGAGAATTTCCTCGAAAAGTTGACGACAAAAGAAAGGCATAAAAAAGTAATTTGAA 
AATATTTTAAAACTGTTTTAACCCATCTAGCATCCGCGCTAAAAAAGGAAGATACAGGAT 
ACAGCGGAAACAACTTTTAAATGATGGAAACTCCTACAGACAATATAGTTTCCCCTTTTC 
ACAATTTTGGTAGCTCGACACAATATAGTGGTACCTTGTCGAGAACTCCCAACCAAATAA 
TAGAGOTAGAGAAGCCCAGTACTCTATCCCCATTGTCAAGAGGAAAAAAATGGACGGAAA 
AGTTAGCCAGGTTCCAAAGAAGTAGTGCTAAAAAGAAAAGATTCTCACCTTCTC 
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CCTCCTCTACATTTTCGTTCTCACCCAAATCTAG 

ATGAAGACGGTAACCTAATGAATACACCTTCTACGGTTTCCACTGATTATTTGCCACAAC 
ACCCTCACAGAACATCGTCTTTGCCAAGACCTAATTCCAATCTCTTTCACGCAAGTAATA 
N GTAACCTATCCCGAGCAAATGAGCCCCCAAGGGCCGAAAATTTATCAGATAATATACCAC 
CCAAGGTCGCTCCATTTGGCTATCCAATACAAAGAACCTCTATTAAAAAATCCT^ 
ATGCTTCTTGTACGTTATGTGACGAGCCTATTTCTAACAGAAGAAAGGGAGAGAAAATTA 
TAGAGCTTGCATGTGGCCACTTAAGTCACCAAGAATGTCTTATTATCTC 
CTTCAAAGGGAGACGTTCGTGCGCTATTTCCTTTTTGTACCAAATG 

ACAAAGCCGTTCAATGCATTCCAGAAAATGATGAACTAAAGGATATTCTAATTTCTGATT 
TTTTGATTCATAAGATTCCTGATTCTGAGTTATC 

CTTATTCACCACTCTTGCCTCCTTTTGGGTTATCCTATACACCTGTTGAAAGACAAACGA 

TATATTCTCAAGCTCCAAGTCTAAACCCAAATCTCATATTGGCTGCACCCCCCAAGGAAA 

GAAACCAAATTCCACAAAAAAAATCAAACTATACATTTTTACATTCACCCCTGGGGCACA 

GAAGAATTCCGTCCGGAGCAAACTCTATCTTAGCAGACACCTCTGTAGCGTTGTCAGCTA 

ATGATTCTATTTCTGCTGTTTCCAATTCGGT^ 

CGTTGCCGCTGTTAAGGTCATATTTTATTCAAATTCTTTTC 

TGCAGGATTGGAGAATAGACGGGGACTATGGATTACTAAGGTTGGTAGACAAATTGATGA 

TTTCCAAAGATGGTCAGAGATATATACAATGCTGGTGTTTCTTATTTGAAGACGCATTTG 

TAATAGCAGAAGTGGATAACGATGTTGATGTTTTGGAAATTAGACTAAAGAATTTAGAAG 

TATTTACACCTATTGCCAACTTGAGAATGACTACACTCGAAGCTTCAGTACTCAAATGCA 

CCTTAAATAAACAACATTGCGCCGATTTATCAGATCTTTACATTGTTCAGAATATAAATT 

CTGACGAAAGCACAACTGTACAGAAATGGATATCAGGTATATTGAATCAGK5ATTTTGTAT 

TCAATGAGGACAATATCACTTCGACCCTGCCTATTCTTCCCATTATAAAGAACTTTTCAA 

AAGATGTTGGTAATGGTAGGCACGAGACGAGTACCTTTCTAGGTTTAATCAATCCTAACA 

AAGTTGTTGAAGTTGGAAATGTGCACGATAATGATACTGTAATCATAAGGAGGGGATTCA 

CCTTAAATTCAGGAGAATGTTCTAGGCAGAGTACTGTCGACAGTATACAATCTGTTCTAA 

CCACGATAAGCTCAATTCTTTCCCTTAAACGAGAAAAACCTGATAATTTGGCAATAATCT 

TACAGATCGATTTTACGAAATTGAAGGAAGAAGACAGTTTAATTGTTGTTT 

TAAAAGCTTTAACCATTAAATTTGCGCGTTTGCAGTTTTGTTTCGTTGATC 

ATGTTCTGGACTATGGATCGGTATTACACAAGATAGATTCACTAGATTCCATCTCAAATC 

TCAAATCAAAGAGTTCCTCGACACAATTTTCACCTATTTGGTTGAAAAATACTCTAT 

CCGAAAATATTCATGAACATTTGGGTATTGTTGCTGTATCAAATAGTAATATGGAAGCAA 

AAAAATCCATACTATTTCAAGATTACAGATGCTTTACAAGTTTTGGAAGAAGAAGGCCCA 

ATGAATTGAAGATTAAGGTGGGCTATTTGAACGTTGACTACAGTGATAAAATTGATGAAC 

TAGTCGAGGCCAGCTCCTGGACTTTTGTTTTAGAAACTCT^ 

GTTTTGATGAACATGATGACGATGACGAAGAGGATAATGATGATTCGACCGATAATGAAC 
TTGATAATAGTTCAGGATCACTGTCGGATGCTGAATCTACAACTACTATTCATATTGATT 
CTCCATTTGATAATGAAAATGCTACCGCAAATATGGTGAATGACAGAAACCTTCTCACTG 
AGGGTGAACATAGCAATATAGAAAACTTAGAAACTGTCGCTTCTTCAGTACAGCCAGCTC 
TGATTCCTAATATTAGATTTTCACTTCATTCTGAGGAGGAAGGTACTAATGAAAATGAAA 
ATGAAAATGATATGCCAGTATTATTACTTAGTGATATGGATAAAGGAATCGATGGCATAA 
CCAGACGCAGTTCATTCTCGAGTCTTATAGAGAGCGGTAATAACAACTGTCCCCTCCATA 
TGGATTATATATAG 

YDR103W, 917 aa (SEQ ID NO 52) 

MMETPTDMIVSPFHNFGSSTQYSGTLSRTPNQIIELEKPSTLSPLSRGKKWTEKLARFQR 
SSAKKKRFSPSPISSSTFSFSPKSRVTSSNSSGNEIXmj^ 

LPRPNSNLFHASNSNLSRANEPPRAENLSDNIPPKVAPFGYPIQRTSIKKSFLNASCTLC 
DEP I SNRRKGEKI I ELACGHLSHQECLI I SFGTTSKADVRALF PFC TKCKKDTNKAVQC I 
PENDELKDILISDFLIHKIPDSELSITPQSRFPPYSPLLPPFGLSYTPVERQTIYSQAPS 
LNPNLILAAPPKERNQIPQKKSNYTFLHSPLGHRRIPSGANSILAiyrSVALSANDSISAV 
SNSVRAKDDETKTTLPLLRS YFIQ I LrLNNFQEELQDWRIDGDYGLLRLVDKLMI SKDGQR 
YIQCWCFLFEDAPVIAEVDNDVDVLEIRLKNLEVFTPIANLRMTTLEASVLKCTLNKQHC 
ADLSDLYIVQNI^SDESTTVQKV^SGIIJ^QDFVFNEDNITSTLPILPIIKl^SKDVGNGR 
HETSTFI^LINPNKVVEVGNVHDNiyiVIIRRGFT 

SLKREKPDNLAIILQIDFTKLKEEDSLIVVYNSLKALTIKFARLQFCFVDRNNYVLDYGS 
VLHKIDSLDSISNLKSKSSSTQFSPIWLKNTLYPENIHEHLGIVAVSNSNMEAKKSILFQ 
DYRCFTSFGRRRPNELKIKVGYLNVDYSDKIDELVEASSWTFVLETLCYSFGLSFDEHDD 
DDEEDNDDSTDNELDNSSGSLSDAESTTTIHIDSPFDNENATANMVNDRNLLTEGEHSNI 
ENLETVASSVQPALIPNIRFSLHSEEEGTNENE^IENDMPVLLLSD^IDKGIDGITRRSSFS 
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SLIESGNNNCPLHMDYI 

YDR238C, 3422 bp, CDS: 501-3422 (SEQ ID NO 53) 

CCGTGTCAAGATCTAACACGGTAGTCAGCTACTACACAAGGTCTCAGAACAGAATGAGAA 

GTGGAACACTGGATAATGATTACGTGAACAGACAAAAGCTTCCTACACATATCTCTCTTC 

AAGATTATCGTGATGCTAATGCTAGAAGTAATATATCGCGTCAGGACTCTGTCTCCACAA 

CGAACTCTGATGTGGTAGACCTCAGCTATTCTCTGGGGCATGGCTTGCGTGTG 

CTGATTCAGACCCAGAATGATATCCTTCTCTGTAGTTTTGTAGATGTCATATATGTACGT 

TTATGGAACAGCATTTTAGAAAAGTATTACCCAGCTTATCACTTCGTTT^ 

CCGTGTACTCGCTACACGTAGAAAGAAATCAGAAAACAACAGCTCGACAAGTGAAATTTG 

ACGTTCATTAAGACTCAGTTAAGATTGCCTTGAGAATAAACAAAAGTAATCACAGTTAAC 

TATTGAACAAGAGTGCACCTATGACTTCACTTTCTTCACAGCC^GCGTACACGTTGGTTT 

TCGATCCTTCTCCGAGTATGGAGACTTACTCGAGTACCGATTTTCAGAAAGCTCTTGAAA 

AGGGATCTGATGAACAAAAAATTGACACGATGAAATCAATTTTAGTTACA^ 

GAAATCCAATGCCTGAATTGTTGATGCACATAATAAGATTTGTCATGCCTTCTAA 

AGGAATTAAAAAAGCTTTTGTACTTCTACTGGGAAATTGTTC^^ 

GAAAATTGAGACATGAAATGATTCTTGTCTGTAATGCCATTCAACACGA 

CTAATGAATATATTAGAGGTAACACATTAAGGTTTTTAACGAAATTGAGAGAGGCCGAAC 

TCTTAGAACAGATGGTTCCCTCTGTCTTAGCGTGCTTGGAATACCGTCATGCATATGTTC 

GTAAGTATGCAATCCTAGCAGTTTTCTCCATTTTCAAGGTCAGCGAACATTTACTTCCCG 

ATGCTAAAGAAATCATCAATTCGTTCATAGTAGCTGAAACTGATCCAATATGTAAAAGAA 

ATGCATTTATTGGGTTAGCTGAATTAGATCGTGAAAATGCCT^ 

ATATTGCTGATATAGAAAACCTAGACCCTTTATTACAAGCTGTCTTTGTTCAATTTATCA 

GACAAGATGCAAACAGGACCCCTGCTTTGAAAGCCCAATATATCGAATTATTGATGGAAC 

TGCTTTCGACCACGACTTCCGATGAAGTCATCTTCGAGACCGCATTAGCCCTAACTGTGT 

TGTCTGCCAATCCAAATGTCTTGGTTCCTGCGGTTAACAAATTGATTGACTTGGCCGTCA 

AGGTTTCTGATAATAACATTAAGTTAATTGTTCTAGACCGTATTCAAGACATCAATGCTA 

ATAACGTAGGTGCTTTGGAAGAGTTAACCCTGGATATTTTGAGAGTCTTGA^ 

ATTTAGACGTTCGTTCAAAGGCGCTTGATATTTCAATGGACTTGGCCACATCCAGAAATG 

CTGAAGATGTTGTTCAGCTTTTGAAGAAAGAGCTGCAAACAACCGTAAATAACCCAGATC 

AAGACAAGGCAATGCAGTACAGACAATTGTTAATAAAAACTATTCGTACCGTGGCTGTAA 

ACTTTGTAGAAATGGCAGCAAGTGTTGTTTCGCTATTATTAGATTTCATCGGTC 

ACTCGGTTGCCGCCAGTGGTATCATTGCCTTTATCAAAGAAGTGATCGAAAAATACCCAC 

AACTTAGAGCCAATATCCTTGAAAACATGGTTCAAACGCTAGACAAAGTGAGATCTGCTA 

AAGCTTACCGCGGTGCATTATGGATTATGGGTGAGTATGCTGAAGGAGAAAGTGAGATAC 

AACATTGTTGGAAGCACATTCGTAACAGCGTAGGTGAAGTTCCTATCCTTCAATCAGAAA 

TCAAAAAGTTAACACAAAACCAAGAACACACCGAAGAAAATGAGGTTGACGCTACCGCCA 

AGCCAACTGGTCCAGTTATTCTACCAGACGGTACGTATGCCACTGAAAGCGCTTTCGATG 

TGAAGACTTCTCAAAAGTCAGTTACCGATGAAGAACGTGATTCTAGACCTCCAATTCGCC 

GGTTTGTTTTAAGTGGTGATTTCTACACAGCTGCCATTCTGGCCAACACCATC^ 

TTGTTTTAAAATTCGAAAACGTTTCCAAGAACAAAACTGTCATCAATGC 

AAGCTTTACTAATTTTAGTTAGTATTGTAAGAGTGGGTCAAAGCTCTTTGGTGGAGAAAA 

AAATTGATGAAGATTCTTTAGAGAGAGTTATGACATCTATT^ 

TTAATCCTGAGGAAAAGAAGGAAGAAGTTAAACTTCTGGAGGTTGCATTCCTGGACACCA 
CCAAATCCTGATTCAAGAGACAAATTGAAATTGCAAAGAAGAACAAGCATAAGAGAGCAT 
TAAAAGACAGTTGCAAAAACATCGAACCAATTGATACGCCGATTO^ 

CTGGTGTGGATTCTACTAATGTGCAAAAAGATAGTATTGAAGAAGATTTACAACTGGCAA 
TGAAAGGAGATGCAATCCACGCTACTAGCAGCTCTAGTATTTCGAAGCTGAAGAAGATAG 
TACCTTTATGTGGCTTTTCTGATCCAGTTTACGCCGAGGCTTGTATTACAAACAATCAAT 
TTGACGTCGTATTAGATGTTCTTCTTGTTAATC 

ATGTGCAATTTGCAACTCTTGGTGATTTGAAGATTATTGACACACCACAGAAGACCAACG 
TGATTCCTCATGGCTTCCACAAATTCACTGTTACTGTCAAAGTTTCCTCTGCTGACACAG 
GTGTCATTTTCGGTAATATTATTTATGATGGTGCGCATGGTGAAGATGCTCGTTATGTTA 
TTTTAAACGACGTTCATGTTGACATTATGGATTATATCAAACCAGCCACTGCTGACGATG 
AACATTTCCGTACCATGTGGAATGCATTTGAGTGGGAGAACAAAATATCGGTCAAATCAC 
AACTACCAACATTGCATGCTTATTTGAGAGAACTGGTCAAGGGAACTAATATGGGTATTC 
TAACACCATCAGAGTCGTTGGGAGAAGATGATTGTAGGTTCTTAAGTTGTAATCTGTATG 
CGAAGTCGTCCTTTGGTGAAGATGCCCTAGCCAACTTGTGTATCGAAAAGGATTCCAAAA 
CCAATGATGTCATAGGTTATGTTCGTATCCGATGAAAGGGACAAGGTTTGGCTCTGTCCC 
TAGGTGACAGAGTGGCATTGATTGCTAAGAAGACCAATAAACTTGOTCTCACTCATGTTT 
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GA 

YDR23 8C, 973 aa (SEQ ID NO 54) 

MTSLSSQPAYTLVFDPSPSMETYSSTDFQKALEKGSDEQKIiyrMKSILVTMLEGNPMPEL 
UfflllRFVMPSKNK^LKKLLYFYWEIVPKIJVEDGKLR^ 

OTLRFLTKLREAELLEQWPSVLACLEYRHAYVRKYAIl^VFSIFKVSEHLLPDAKEIIN 
SFIVAETDPICKRNAFIGLAELDRENALHYLENNIADIE^JLDPLLQAVFVQFIRQDANRT 
PALKAQYI ELLMELLSTTTSDEVI FETALALTVLSANPNVLVPAVNKLIDLAVKVSDNNI 
KLIVLDRIQDINANNVGALEELTLDILRVI^A£DLDVRSKAIiDISMDI^TSRNAEDVVQL 
LKKELQTTVNNPDQDKAMQYRQLLIKTIRTVAVNFVEMA^ 

IIAFI1CEVIEKYPQLRANILENMVQTLDKVRSAKAYRGALWIMGEYAEGESEIQHCWKHI 

FU^SVGEWILQSEIKKLTQNQEHTEENEVDATAKPTGPVILPDGTYATESAFDVKTSQKS 

VTDEERDSRPPIRRFVLSGDFYTAAILANTIIKLVLKFEWSKNKW 

S I VRVGQS SLVEKKIDEDS LERVMTS I S I LLDEVNPEEKKEEVKLLEVAFLDTTKS SFKR 

QIEIAKKNKHKRALKDSCKNIEPIETTPISFRQFAGVDSTN^ 

ATSSSSISKLKKIVPLCGFSDPWAEACITNNQFDVVLDVLLVNQTKETLKNLHVQFATL 
GDIiKI IDTPQKTNVI PHGFHKFTVTVKVS SADTGVI FGNI I YDGAHGEDARYVI LNDVHV 
DIMDYIKPATADDEHFRTMWNAFEWEI^ISVKSQLPTLHAYIjRELVKGTNMGILTPSESL 
GEDDCRFLS CNL YAKS SFGED ALANLC I EKDS KTNDVI G YVR I RS KGQGLAL S LGDRVAL 
IAKKTNKLALTHV 

YDR259C, 1652 bp, CDS: 501-1652 (SEQ ID NO 55) 
AAACTTTGTTCAAGATTATGCTTTCTTTGTAAT 

ACTGCATGTGGATAAAAGTTTTTCGAATCGTTTGCAGGCAAATGTAAACTATTACT^ 
AATGATTTCTGATACTCTTTGATTCCATTCTGTCATAC^ 
AATTAAGTATTTCTTGGCCCTGCTTCTTTTCCTTTTGATTTC 
TTTAATTTCTGGAGAATCTCTTTTTTTGTTTATT^ 

TAGTATCGAGAGTAGACTATCTTTGGAAAGCAATGCGAGTTGAGAGATTGTGGAGTGTAC 
TACAGAACCAATATTAAACACAATCTTTCCTCAAACTGTAACACCGAGTTTTTTTCCCCA 
CCAATCGTGAATCCGATAGCATATACTTTTGTCTAGAAATTTCAATAAACAACAGAATAA 
CGAAGAGTGCTAAGGGACAAATGCAAAACCCTCCGTTGATTCGTCCCGATATGTATAATC 
AGGGAAGCAGCTCAATGGCTACTTATAATGCCTCTGAGAAGAATCTAAATGAGCATCCTT 
CTCCGCAAATTGCACAGCCCAGCACGTCCCAAAAGTTACCTTATAGAATAAATCCTACAA 
CCACTAATGGGGACACCGACATATCTGTTAACAGCAATCCTATCCAGCCTCCTTTGCCAA 
ACTTGATGCATCTATCTGGTCCGTCTGACTATAGATCGATGCATCAAAGTCCTATACATC 
CATCTTATATCATCCCTCCGCATTCAAATGAAAGAAAACAATGAGCTTCTTACAACAGAC 
CTCAAAATGCTCATGTTAGTATTCAACCTTCCGTGGTATTCCCCCCTAAAAGTTATTCCA 
TATCTTATGCACCTTATCAAATAAATCCCCCTTTACCAAATGGACTTCCGAACCAGAGCA 
TATCTTTGAATAAGGAGTATATTGCAGAGGAGCAACTATCAACCCTCCCATCTCGCAATA 
CCAGTGTTACTACTGCACCTCCTTCTTTTCAAAACAGTGCTGATACCGCTAAAAATTCAG 
CTG AT AAT AATG AT AAT AATGAT AATGT AACC AAAC CTGTTCCTGAT AAAG AC ACCC AAC 
TCATAAGTAGTTCAGGCAAAACTTTAAGAAATACTAGAAGAGCTGCTCAAAATAGAACCG 
CTCAAAAGGCATTTAGACAAAGGAAAGAAAAATACATCAAGAATCTCGAACAAAAATCAA 
AGATATTTGACGATTTACTAGCAGAAAATAATAACTTCAAATCATTAAACGATTCATTAA 
GAAATGACAACAACATTTTAATAGCTCAGCATGAAGCTATAAGGAATGCAATTACTATGT 
TAAGAAGTGAGTATGATGTCTTATGTAACGAAAACAACATGTTGAAGAATGAGAATAGTA 
TAATAAAAAATGAACACAACATGTCAAGAAATGAAAATGAAAACCTAAAACTTGAGAATA 
AACGCTTCCACGCTGAATATATACGAATGATCGAGGATATTGAAAATACTAAAAGAAAGG 
AAC AAGAAC AAC G AG ATG AAAT AG AGC AAC T AAAAAAAAAAAT AAG ATCC CTGGAGGAAA 
TAGTAGGGAGACACTCGGATAGTGCCACGTAA 

YDR259C, 383 aa (SEQ ID NO 56) 

MQNPPLIRPDMYNQGSSSMATYNASEKWLNEHPSPQIAQPSTSQKLPYRINPTTTN^ 

ISVNSNPIQPPLPNLMHLSGPSDYRSMHQSPIHPSYIIPPHSNERKQSASYNRPQNAHVS 

IQPSWFPPKSYSISYAPYQINPPLPNGLPNQSISLNKEYIAEEQLSTLPSRNTSVTTAP 

P S FQNS ADTAKNS ADNNDNNDNVTKP VPDKDTQLI S S SGKTLRNTRRAAQNRTAQKAFRQ 

RKEKYIKNLEQKSKIFDDLLAENNNFKSLNDSLRND^ 

LCNENNMLKNENSI IKNEHNMSRNENENLKLENKR 

IEQLKKKIRSLEEIVGRHSDSAT 
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YDR294C, 2270 bp, CDS: 501-2270 (SEQ ID NO 57) 

CCGACAGTACGACTTAAAAAACAAAAACAACGTCCAGGTGGAAAAAGCTGCCGCAAATGG 

TACACGGTTTAGATCAACAAGATCCAATACCCCTAATTACACATGAATGTGACGTTTCCT 

AAAAGAAGTAGCCTGTATAATATAGAGAGATTTTATATACTTTCTTAATGAATTAGACTG 

TTTCTACAAGTATTTGACACTGGAAAAAAAGAGAAAGTACATAGAGATTGGC^ 

TAAATCTACACAGTTGCCTATCGTTTATCGCCTTATTC 

CTCTGGTGCATTATTTCATGTTAGTTACCATATATACCGGCCGGCCGCATC 

TGATTGAAAAAATTGGTATATTTTCAGTACACATATAAATAAAACCCTCAATTTGCC 

CCAACCGTTATAACTATTCCAGATCCTCTTTACCGAGCAAGTAGGCTAGCTTCTGTAAAG 

GGATTTTTCCATCTAATACAATGAGTGGAGTATCAAATAAAACAGTATCAATTAATC 

GGTATGGCATGCCAATTCATTTACTAAGGGAAGAAGGCGACTTTGCCCAGTTTATGATTC 

TAACCATCAACGAATTAAAAATAGCCATACATGGTTACCTCAGAAATACCCCATGGTACA 

ATCTGTTGAAAGTTTATGGGCCGGTGAGGTTAGGAGTGAGAACATACGAGCATAGTTCCA 

GAAGATTGTTTCGTTGGTTATTGGACTCACCATTTTTGAGGGGTACCGTAGAAAA 

TCACAAAGGTCAAACAATCGATCGAAGACGAACTAATTAGATCGGACTCTCAGTTAATGA 

ATTTCCCACAGTTGCCATCCAATGGGATACCTCAGGATGATGTTATTGAAGAGCTAAATA 

AATTGAACGACTTGATACCACATACCCAATGGAAGGAAGGAAAGGTCTCTGGTGCCGTTT 

ACCACGGTGGTGATGATTTGATCCACTTACAAACAATCGCATACGAAAAATATTGCGTTG 

CCAATCAATTACATCCCGATGTCTTTCCTGCCGTACGTAAAATGGAATCCGAAGTGGTTT 

CTATGGTTTTAAGAATGTTTAATGCCCCTTCTGATACAGGTTGTGGTACCACAACTTCAG 

GTGGTACAGAATCCTTGCTTTTAGCATGTCTGAGCGCTAAAATGTATGCCCTTCATCATC 

GTGGAATCACCGAACCAGAAATAATTGCTCCCGTAACTGCACATGCTGK^TTTGACAAAG 

CTGCTTATTACTTTGGCATGAAGCTACGCCACGTGGAGCTAGATCCAACGACATATCAAG 

TGGACCTGGGAAAAGTGAAAAAATTCATCAATAAGAACACAATTTTACTGGTCGGTTCCG 

CTCCAAACTTTCCTCATGGTATTGCCGATGATATTGAAGGATTGGGTAAAATAGCACAAA 

AATATAAACTTCCTTTACACGTCGACAGTTGTCTAGGT^ 

AAAAGGCTGGTTACAAAAATCTGCCATTACTTGACTTTAGAGTCCCGGGAGTCACCTCAA 

TATCATGTGACACTCATAAATATGGATTTGCACCAAAAGGCTCGTCAGTTATAATGTATA 

GAAACAGCGACTTACGAATGCATCAGTATTACGTAAATCCTGCTTGGACTGGCGGGTTAT 

ATGGCTCTCCTACATTAGCAGGGTCCAGGCCTGGTGCTATTGTCGTAGGTTGTTGGGCCA 

CTATGGTCAACATGGGTGAAAATGGGTACATTGAGTCGTGCCAAGAAATAGTCGGTGCAG 

C AATG AAGTTT AAAAAAT AC ATCC AGG AAAAC ATTC CAGAC CTG AAT AT AATGGGC AAC C 

CTAGATATTCAGTCATTTCATTTTCTTCAAAGACCTTGAACATACACGAACTATCTGACA 

GGTTGTCCAAGAAAGGCTGGCATTTCAATGCCCTACAAAAGCCGGTTGCACTACACATGG 

CCTTCACGAGATTGAGCGCTCATGTTGTGGATGAGATCTGCGACATTTTACGTACTACCG 

TGCAAGAGTTGAAGAGCGAATCAAATTCTAAACCATCCCCAGACGGAACTAGCGCTCTAT 

ATGGTGTCGCCGGGAGCGTTAAAACTGCTGGCGTTGCAGACAAATT 

TAGACGCATTATACAAGTTGGGTCCAGGAGAGGATACCGCCACCAAGTAG 

YDR294C , 589 aa (SEQ ID NO 58) 

MSGVSNKTVSING^GMPIHLLREEGDFAQFMILTINELKIAIHGYLIWTPWYNMLKDYL 
FVIFCYKLISNFFYLLKVYGPVRI^VRTYEHSSRRLFRWLLDSPFLRGTVEKEVTKVKQS 
IEDELIRSDSQLMNFPQLPSNGIPQDDVIEELNKLNDLIPHTQWKEGKVSGAVYHGGDDL 
IHLQTIAYEKYCVANQLHPDVFPAVRKMESEVVSMVLRMFNAPSDTGCGTTTSGGTESLL 
LACLSAKMYALHHRGITEPEI I APVTAHAGFDKAAY 

KFINKNTILLVGSAPNFPHGIADDIEGIX5KIAQKYKLPLHVDSCLGSFIVSFMEKAGYKN 
LPLLDFRVPGVTSISCDTHKYGFAPKGSSVIMYRNSDLRMHQYYVNPAWTGGLYGSPTLA 
GSRPGAIVVGCWATMVNMGENGYIESCQEIVGAAMKFKKYIQENIPDI^IMGNPRYSVTS 
FSSKTLNIHELSDRLSKKGWHFNAIjQKPVALHMAFTRLSAHVVDEICDILRTTVQELKSE 
SNSKPSPDGTSALYGVAGSVKTAGVADKLIVGFLDALYKLGPGEDTATK 

YDR430C , 3470 bp, CDS: 501-3470 (SEQ ID NO 59) 
ACGTCATTTTGTTCTTGTGGAGCTGGTGGTTC 

TCCTGTGGAACTTGTGGTTCTTGTGGAGCATCTGGAGCCTGTGGTGGTTCTT 
TCTTCGACTGGGGCATCGACAACAGATTCTGGTAGTTGCTCTACGTGAGTTTCTTGAGCT 
TCAGACATTATCCTTATGGTTTTAGCGTAATTGCTTAATTTTGATTCCTTCAAAA 
TATATTTAGAAGAGAGGAAATTATTTTTCTCATGTCCTT 

AAAAAAAAGAATGTAAAAAATTTTGCCCTTCGTTTACAGTGATAAATATACGGAGGGGCT 
CT'ATGATAAAGGTAGTAGTAAATCATTGAATTGTTGAACAAGCATTGACAGATATGATAA 
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CAAGCAATTGTAATCAATAAGCCACCAATTAGAAGGCTACTCAAAAGAATAAAGTTACTA 

TAAAATATACTGCGGTATATATGTTGCGGTTTCAGCGATTTGCGTCCTC 

CACAGGCCGTTAGAAAATATCCAGTTGGAGGTATATTCCATGGTTATGAAGTGAGAAGAA 

TTCTACCGGTTCCGGAGCTGAGACTCACTGCGGTAGATTTGGTGCACTCCCAGACAGGAG 

CCGAGCATTTGCATATTGATAGAGACGACAAGAATAATGTGTTCAGCATTGCTTCT 

CCAACCCTCCAGATTCCACTGGGGTCCCTCATATTC^ 

CTGTTAAATATCCAGTTAGGGACCCTTTTTTCAAAATGCTAAATA 

TCATGAACGCTATGACAGGTCCAGATTATACATTTTTTCCCTTTTCCACTA 

AAGATTTCGCTAATTTAAGAGGTGTTTATTTAGACTC 

AAGAAGATTTTGATCAGGAGGGTTGGAGGTTGGAGCATAAAAACATCACAGACCCGGAGA 

GTAACATTGTTTTCAAAGGTGTTGTCTATAACGAAATGAAAGGTCAAATATCAAATGCCA 

ATTACTATTTCTGGAGTAAATTTCAACAGTCTATTTATCCTTCCCTGAATAACTCCGGCG 

GAGATCCTATGAAAATTACAGACTTGAGATACGGCGATCTCTTGGATTTCCATCACAAAA 

ATTACCATCCCTCCAATGCAAAAACTTTCACGTACGGTAACTTGCCATTGGTGGATACGT 

TAAAGCAATTAAATGAGCAGTTCAGTGGTTACGGGAAGAGAGCTCGAAAGGATAAGTTGT 

TAATGCCTATTGATTTAAAAAAAGACATAGATGTCAAGTTACTGGGTCAAATAGATACTA 

TGCTTCCACCGGAGAAGCAGACAAAAGCCTCAAT^ACGTGGATTTGTGGAGCGCCACAGG 

ACACATATGATACCTTTTTGTTAAAAGTACTGGGGAATTTATTAATGGATGGCCATTC 

CTGTAATGTATCAAAAATTAATAGAATCAGGAATTGGTTTGGAGTTCTCCGTAAATTCAG 

GTGTTGAACCAACTACAGCAGTAAATTTGCTAACTGTTGGTATACA 

TTGAAATATTTAAAGACACTGTAAATAATAT 

CTTTTGACCGCAAGCGTATCGATGCCATAATTGAACAATTGGAATTATCTAAGAAGGATC 
AAAAGGCTGACTTTGGACTTCAATTACTCTATTCTATACTACCTGGTTGGACAAACAAAA 
TCGATCCTTTTGAGAGCTTGTTGTTTGAGGACGTTTTGCAAAGATT^ 

AAACGAAAGGTGATACTTTATTCCAAGATTTAATCCGTAAATATATCGTTCATAAACCTT 

GTTTCACGTTTTCCATTCAGGGATCTGAAGAGTTCTCTAAATCTTTGGATGATGAAGAAC 

AAACAAGACTGAGAGAAAAAATTACTGCCTTGGATGAACAAGACAAGAAAAACATCTTTA 

AAC GTGGT AT ACTGTT AC AGG AG AAAC AAAATG AAAAAG AAG ATTT ATC C TGTTTACC T A 

CCTTACAAATAAAAGACATCCCAAGAGCTGGTGATAAATATTCAATCGAACAGAAGAATA 

ATACAATGTCTAGGATTACTGATACCAATGGTATCACATATGTCAGAGGTAAACGTTTAC 

TAAATGACATAATACCCTTTGAACTCTTCCCATACTTACCTTTATTTGCTGAATC 

CTAACCTAGGGACAACAACAGAATCCTTCAGTGAAATAGAAGATCAGATAAAATTACATA 

CGGGTGGTATATCAACACATGTAGAGGTTACATCTGACCCTAACACCACAGAGCCTCGCC 

TGATTTTCGGGTTTGACGGATGGTCTTTAAATTCGAAGACCGACCACATTTTTG 

GGTCTAAGATCTTACTAGAAACTGATTTCCATAAAAACAGCGATAAATTGAAAGTTCTTA 

TCCGCTTATTAGCATCTTCAAACACATCTTCIXSTAGCAGATGCCGGTCATGCATTTGCAA 

GGGGCTATTCTGCCGCACATTATAGATCAAGTGGAGCTATAAATGAGACCCTCAATGGTA 

TTGAGCAACTACAATTTATAAATAGATTGCACAGCTTGTTAGACAATGAAGAAACTTTCC 

AAAGAGAAGTTGTCGACAAGCTAACTGAATTGCAAAAGTACATTGTTGATACCAATAACA 

TGAATTTTTTTATCACCTCAGACTCTGATGTTCAAGCGAAAACAG 

CAAAATTCATGGAGAGATTACCTCATGGCAGCTGCTTGCCCAATGGACCAAAGACTTCAG 
ATTATCCTCTTATTGGATCCAAATGTAAACATACTTTGATAAAATTTCCTTTCCAGGTCC 
ATTACAGATCCCAAGCTTTATTGGGTGTGCCGTATACACATAAGGATGGCTCTGCACTTC 
AAGTTATGTCAAATATGCTAACATTCAAACATTTGCACAGAGAAGTCAGAGAAAAGGGTG 
GTGCTTATGGTGGTGGTGCTTCTTATAGCGCCTTAGCGGGTATTT^ 

ATAGGGATCCTCAGCCTTTGAAGAGTTTAGAAACCTTCAAGAATAGCGGGCGTTATATAC 

TGAACGATGCCAAGTGGGGCGTCAGAGACCTTGATGAAGCTAAATTGACAATATTTCA 

AAGTAGACGCACCTAAAAGTCCCAAAGGAGAAGGCGTGACGTATTTCATGAGCGGTGTTA 

CAGACGATATGAAACAAGCAAGAAGGGAACAACTCTTAGACGTATCTCTCCTGGACGTTC 

ATAGAGTCGCCGAAAAATATCTACTAAACAAAGAAGGGGTGAGTACGGTCATTGGACCTG 

GAATCGAGGGGAAGACTGTTTCACCAAATTGGGAGGTGAAGGAACTGTAG 

YDR430C, 989 aa (SEQ ID NO 60) 

MLRFQRFASSYAQAQAVRKYPVGGIFHGYEVRRILPVPELRLTAVDLVHSQTGAEHLHID 
RDDKNNWSIAFKTNPPDSTGVPHILEHTTLCGSVKYPVra 

PDYTFFPFSTTNPQDFANLRGVYLDSTLNPLLKQEDFDQEGWRLEHKNITDPESNIVFKG 
WYNEMKGQI SNANYYFWSKFQQS I YPSLNNSGGDPMKITDLRYGDLLDFHHKNYHPSNA 
KTFTYGNLPLVDTLKQLNEQFSGYGKRARKD^ 
TKASMTWICGAPQOTYDTFLLKVLGN^ 

VNLLWGIQGVSDIEIFKimmNIFQKrLLETEHPFDRKRIDAIIEQLELSKKDQKADFGL 
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QLLYSILPGVmOKIDPFESLLFEDVLQRFRGDLETKGDTLFQDLIRKYIVHKPCFTFSIQ 

GSEEFSKSLDDEEQTRLREKITALDEQDKKNIFKRGILLQEKQNEKEDLSCLPTLQIKDI 

PRAGDKYSIEQKWmSRITDTNGITYVRGKRLUSTDIIPFELFPYLP 

ESFSEIEDQIKLHTGGISTHVEVTSDPNTTEPRLIFGFIXSWSLNSKTDHIFEF^SKILLE 

TDFHKNSDKLKVLIRLLASSNTSSVADAGHAFARGYSAAHYRSSGAINETLNGIEQLQFI 

NRLHSLLDNEETFQREVVDKLTEI^KYIVDTNNMNFFI^ 

PHGSCLPNGPKTSDYPLIGSKCKHTLIKFPFQVHYTSQALLGVPYTHKIX5SALQVMSNML 
TFKHLHREVREKGGAYGGGASYSALAGIFSFYSYRDPQPLKSLETFKNSGRYILNDAKWG 
VTDLDEAKLTI FQQVDAPKS PKGEGVTYFMSGVTDDMKQ ARREQLLDVS LLDVHRVAEKY 
LLNKEGVSTVIGPGI EGKTVS PNWEVKEL 

YDR438W, 1613 bp, CDS: 501-1613 (SEQ ID NO 61) 

CTTTTCTCAGCACCTGTCCAGAGACATAACATCACAATCACATCGCCCCAGTAAATGCA 

TACGCAAGATAAGATACAAACTGGCTACGGGAACACTACGCCAACGTGATTGGCAATTGT 

GCTCTAATAGTTACTCTATTATTGCTGTTAATTGACAATGTTTAGTCACGTGCAACACA^ 

TTCAAGTCACGTGGAAAGGCCTTCACATGGTGATCCATCTTCTACATCTTCATCGGTCC^ 

GCATAAAGTCATAATATGGGGCTACTGGAATGTATGCACTTAACAGTACTATTATATGGT 

GAGGCTGTAATGCTTACCGTTTTGTGGCTATTCTCGTATTCTGTAGGCCCCCCCATACAC 

ATTTTTCGGTAACTGCGGCATATAGATGAAAGTTGAAATGAATATTCAAAAGAATATATA 

TAATAATGCAGGAGATCAAGGAAGAATTAGATATGTATAAGAGTGATGGTAGAGGCAAAA 

AATAAAAAGTAAGCAGGAGAATGAATCGTGTTGGTATAGACGTAGATCATATGATAGGGG 

TCCTGCTTCTGGCCGTAGTGGTGGTGTTTTGGGTTGGCGCTTCGTGTTTGACTAATGAAT 

TGCTCGAGACAAACGCGTACAATAAACCTTTCTTCCTTACTTATCTAAACATATCATCGT 

TTGCTCTTTATTTGACGCCAGATCTATGGAGGATAATCCAATCAAGAAGGAAGAGCTTGC 

AGGAACGGACAGAACGAACATTACCTATTCACACACAAGAATCTTTTTCAGAGTTCCTAC 

CTTTACTATCTTCAACTCCTTCTACTTCTTCAAATTTGTCTTCGATAGCGGACA 

TGAAGGATACAATGAGGTTGAGTCTGCTATTTTGCGTCTT^ 

CGGCTAACGCTGCTTTGTCGTATACCACAGTGGCTTCGTCAACAATTCTTTCATCGACAT 
CCTCATTTTTTACCTTATTTCTTGCCACTAGTC^ 
AACTGCTGGGGTTATTTGTGTCTTTGTTTGGAATTA 
AGCAACAGGATTCTGTGAGTGCTTCCTCCTTTTTGGTAGGTAAC^ 

GGTCATTGGGTTACAGTGTCTATACAACCCTTTTGAAATACGAAATATCATCCAAAGGTC 
TCAGACTAGACATTCAGATGTTTCTTGGTTATGTTGGTATC 

GGCCAATTTTAATAATCCTGGATATAACACATATGGAAACTTTTGAACTACCAAGTAAC 
TCCACATTTCTTTTCTTGTCATGTTAAATTGTATCATTATCTTTG 

GGTGTAAAGCCCTCATTTTGACATCACCCTTGGTGGTTACCGTTGCCTTAACTTTTACTA 

TCCCGTTAGCCATGTTCGCTGATTTTGTATGGCGAGAGGCATTTTTTACGCCT^ 

TCATTGGTGTTATTTTCATTTTTGTTTCA 

CTGTTGAAAAGGACTGTGCTGCGGTTGAAAAAGGACCTATCTTGGATGCCTAA 
YDR438W, 370 aa (SEQ ID NO 62) 

MNRVGIDVDHMIGVLLIAVVWFWVGASCLTNELLETNAYNKPFFLTYLNI S SFALYLTP 
DLWRIIQSRRKSLQERTERTLPIHTQESFSEFLPLLSSTPSTSSNLSSIADTKVKDTMRL 
SLLFCVLWFVANLAANAALSYTTVASSTILSSTSSFFTLFLATSLGIETFSTKKLIXSL^ 
SLFGIILIVMQSSKQQDSVSASSFLVGNTLALLGSLGYSVYTTLLKYEISSKGLRLDIQM 
FLGYVGIFTFLLFV^ILIILDITHMETFEIiPSNFHISFLVMLNCIIIFVSDYFWCKALIL 
T S PLWTVALTFTI PLAMF ADFVWREAFFTPWYI IGVI F I FVSFFLVNHRGES AVEKDCA 
AVEKGPILDA 

YDR450W, 1376 bp, exonl : 501-547, intronl : 548-982, exon2 : 
983-1376 (SEQ ID NO 63) 

CGGCCCATGAGCATAAATTGAGAACGATATTATTAATTCTAGTATATTTTAGGAACAGCA 
GGCCATTATATCCAAAACTTTTTTAAAATAGCATCCACATCACTTACTGGCGTACAGTTT 
CGTGTCTGGCAACAAAAAAGTACATTTAATTTCAATGATTAAAAAGACATTAAACATCC^ 
TACATTACGCACCCATGCATGCTATCTGAAAATATTCTACATGCTC 

AAGCGGCATATGK5TGTTTCCTTGCGGAGACGCGCGCTCAGGGGAACTGCGATTCCGAAAG 
ATGCCTTTCCCAGTCCCATATGCCCATCCCAAGATCATGCCCGGGAGAGCAAATGTCGCC 
CCAGCCAGGTCGGACACATCTGTCATTCGACCACTAAGTATTGTCAAAGCTAGGGTTAAT 
TGAAGATAGCTCTACATGTTATTAGTAGAGTTTTTAAACGTTGAGATACTAGTGAACGTA 
TACACAAGAGCGGATAAAAGATGTCTTTAGTTGTCCAAGAACAAGGTTCCTTCCAACACA 
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TTTTACGGTATGTTTATTATTACTAGTGAGCT 

TATGACAGACAAGAAAGGAAATTCATTCACCTCTTTAATCGTGGCGATTATTCGCTAA 

ACGTGATTAAATATAATAATGATGTTCCCGGGCTGGACTAAGAACGTAATAATAAGGCTG 

ATGAACAAATTTATGGTTTATGCATCAAAAAGGAACATGAATTTGGCATAAGCGCACATA 

ATTACGGAACATTGCAATAGCGGTCGGAGGTAAAGTACCGGGAATGCTTTACAATGAATC 

AGCTATTGGCGGATATTGACCAACCAACACTAAAATTTTATATCCTGCTCCGATTTTTGT 

CTTGGCCGTGAAATCCATTATGCACATTTTTTACT^ 

CCGTCTAAATTTTTTTACGCAGTTTGTTGAACACTAACGTTGACGGTAA 

TTTACGCTTTGACCACTATCAAGGGTGTTGGTCGTCGTTACTCCAACTTGGTCTG 

AGGCTGATGTTGATTTACACAAGAGAGCTGGTGAATTGACCCAAGAAGAATTGGAAAGAA 

TTGTTCAAATTATGCAAAACCCAACTCACTACAAAATCCCAGCTTGGTTCTTGAACCGTC 

AAAATGACATCACTGATGGTAAGGACTACCACACTTTGGCTAACAACGTCGAATCCAAAT 

TGAGAGATGACTTGGAAAGATTAAAGAAAATCAGAGCTCATCGTGGTATCAGACACTTCT 

GGGGTTTGCGTGTTAGA(k5TCAACACACCAAGACCACTGGTAGAAGAAGAGCTTAA 

YDR450W, 146 aa (SEQ ID NO 64) 
MSLVVQEQGSFQHILRLLNTNVDGNIKIVYALTTIKGV^ 

LTQEELERIVQIMQNPTHYKIPAWFLNRQNDITDGKDYHTLANNVESKLRDDLERLKKIR 
AHRGIRHFWGLRVRGQHTKTTGRRRA 

YDR486C, 1289 bp, CDS: 501-1289 (SEQ ID NO 65) 

ACTGCATACACAATAACTGTAGATGTAGCCCAAGGCACTACCACAGGTATTTCTGCTCAC 

GACAGGTCGATGACTTGTAGGGCTCTTGCAGACTCTTCCTCTACGCCAAAATGATTT^ 

AAACCAGGGCACATCTGTCCCTTGAGAGCCGCTGATGGCGGTGTTTTGCAGAGAAGAGGC 

CACACTGAGGCCGGTGTCGATTTGTGTAAACTAAGTGGACTAAGTCCCGTCGCTGTTATT 

GGCGAATTGGTTAACGATGACGAACAAGGAACTATGATGAGATTAAATGACTGCCAAGCG 

TTTGGTAAGAAACATGGCATTCCTTTGATCTC^ 

AAATAATCTGK3TGAACATTTTCTCCATTCATTCTATCACAACAGACTCACACATATATAC 
ATGTATATATTTGTAACTTTGTATATATCTTTTGTTT^ 

TTTTTCAGCCATACAAAAATATGGGATTTTTAGCAAGAGAAAAAGTACATCT 

TAGTAATAGGAGGAAGCCAAGATTGGTTGAAACACAGTTATAAACTCTTCAAGGCAATTA 

TGAACAGGATTTTCGGATATGGGAACAAAAAGAGCCATGATCAGCTCTTACAAGAGTCGA 

ATCAGTCCATGAATCAGGCCCAACAATCACTATCGAACAGAATATCCCAGTTAGATACTC 

AAATCGCCCAGTTAAACTTCCAGCTGCAAAATATTCAAAAGAATTTGCAAAGATCAAACA 

AC AAGC AACC CTC GTTAAG AAAAC AGGCTTTG AAG ATTTT AAAT AAACGTAAAC AGTT AG 

AAAAT ATG AAGG ATTCTTT AG ATTCTC AATC CTGGTC C ATG ACGC AAGC C C AGTT AAC AA 

ATGATAACTTACAGAACACAATGATCACTATAAACGCACTAAAGCAAACAAACAATGCCA 

TGAAGGCTCAATACGGCAAGATAAATATCGACAAACTACAGGACATGCAGGATGAGATGC 

TGGATTTAATAGAACAAGGGGATGAGCTGCAAGAAGTCTTGGCAATGAATAATAACAGTG 

GCGAGCTCGACGACATTAGTGATGCAGAGCTGGATGCAGAGCTGGATGCTCTGGCACAAG 

AGGATTTCACTTTGCCAACCAGCGAAAACTCATTAGGTAACGATATGCCCAGTTACTTAC 

TAGGTGCGAATGCGCCACCGGCTTTTATTGATGAAGAGCCAAACTTAGATACTGAAGACA 

AAAATAAAGCTTTAGAAAGCGCTCAGTGA 

YDR486C, 262 aa (SEQ ID NO 66) 
MGFLAREKVHLKKVVIGGSQDWLKHSYKLFKAIM 

QQSLSNRISQLDTQIAQLNFQLQNIQKNLQRSNNKQPSLRKQALKILNKRKQLENMKDSL 
DSQSWSMTQAQLTNDNLQNTMITINALKQTNNAMKAQYGKINIDKLQDMQDEMLDLIEQG 
DELQEVIJVMNNNSGELDDISDAELDAELDALAQEDFTLPTSENSLGNDMPSYLLGANAPP 
AFIDEEPNLDTEDKNKALESAQ 

YDR471W, 1295 bp, exonl : 501-531, intronl : 532-915, exon2 : 

916-1295 (SEQ ID NO 67) 

GGCAAATCAATTAAAATTCCTTTTCTCTCTACCTT 

AAAGGGTACTTAATGCTATATTCCTGTTAAGTTTCCTATTTCACCTTC 

CTTACCAATTTGAAGACTATGTTTTTAAACACCCAATCATTTTCCACCCAC 

ACCCTTTTTTTGGGTGAAGAGAAGTAGTATTTTGTTT 

AAAACTAATCCGAGCAGTAGTGCTGTCTAGGCGGAGATTATTGAAAGTCGGCATTGGCTG 
CAGCTAGCGTTTTGTTTTTGGTACTACCTGTCAAACCCGGCG 

AGGGTACGTTGAAACTTTTGCCTTTCCACGTCAGTTTATAATATCAAAAGCAGCAATATA 
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CACATTTAATGGTTTGCCCTTAGTC 

TCAAAGAAATCAATATAACCATGGCTAAATTTTTGAAAGCAGGTAAAGTTGGTA^ 

TTTAACAGAGCAAACGCTCTAATTAAGATATCGAATAAAAGGGGACTTTCAGGTGCATAA 

GATGGGAAATTGTACAATCTGAGGGACAAACAATATGGAAAGCAGTACATGATTGTATTG 

TCATTGTAGGAGGTACCAATTGTGCCAGTAAAAAAGAGAGGGCCCGGGGAGCACCACA^ 

CACGACCAATCGTGTCGATCTGCAAAAAAGGCACATGGAAAATGTAATTTATCAGTGTTC 

AACACTGAGTTGAACAGATAGCTATCTAATCAATGTTAACTTTCCAGGGAACAAAAAGCT 

AAATCCACTTCTCTTTTATTTCAAAATATCATTAGAAATAGAAAAATTTACT 

TTCGTATTATCGTAGCTGTCGTTGTTCGTGGTCGTTACGCTGGTAAGAAGGTTG 

TT7^GCCACACGATGAGGGTTCTAAATCTCATCCATTCGGTCACGCTTTGGTTGCCGGTA 

TTGAAAGGTACCCATCAAAGGTCACCAAGAAGCACGGTGCCAAGAAGGTCGCTAAGAGAA 

CTAAAATCAAGCCATTCATCAAAGTCGTCAACTACAACCACTTATTGCCAACCAGATACA 

CCTTGGATGTTGAAGCTTTCAAGAGCGTTGTATCTACAGAGACTTTTGAACAACCATCCC 

AACGTGAAGAAGCCAAGAAGGTTGTAAAGAAGGCATTTGAAGAAAGACATCAAGCTGGTA 

AAAACCAATGGTTCTTCTCCAAGTTGAGATTCTAA 

YDR471W, 136 aa (SEQ ID NO 68) 

MAKF LKAGKVAVWRGRYAGKKWI VK PHDEG SKSHPFGHAL VAG I ERYP SKVTKKHGAK 
KVAKRTKIKPFIK\A/NYNHLLPTRYTLDVEAFKSVVSTETFEQPSQREEAKKVVKKAFEE 
RHQAGKNQWFFSKLRF 

YDR499W, 2744 bp, CDS: 501-2744 (SEQ ID NO 69) 

TAACAATAGAAAAAAATACACACACATTAGATTGGAATTAGAGCTTAAGTGGTACAAACT 
AGGGCTAATAAAGAGGTAACGGTCGGTTCTCTACTAAGGTTCGTATTGTGTGGCACCGAT 
GTTAAGCACTTTTAAGCGGAATAACTCGAGTGGAAATTTTATGTTTAGT^ 
TTGAATTTTTTTAAAAAAAAAAGAGTCAGACAGGCTCGCTCTT 

AGCAAAGCAGTAAAAAGTCTCTGAATAAGGATAGTAACCTGTAGTAACTCCAAAATTTAT 
CTTACAAAGAGCTATTAGTATCTTGGTTCTTCTAT^ 

CCGCCTCTAGCCAAATCCGAGCGTTCCATCGATTTTTTGGGGAAAACAGCACATGCAATA 

AAATAAAAAGCAAACAAATACGCGATAGTGCACGAAACGTCAACACAATCATCAAACTCT 

TTTGCATATTTCTATTATAGATGAGACGAGAAACGGTGGGTGAATTTTCTTC 

ATGATGATATTCTTTTGGAATTAGGCACCAGGCCTCCAAGGTTTACTCAAATACCGCCAT 

CATCAGCAGCATTACAAACACAAATTCCCACTACTTTGGAGGTTACAACGACCACATTAA 

ACAATAAACAGAGTAAAAATGATAACCAACTGGTTAACCAACTGAATAAAGCTCAAGGTG 

AAGCAAGCATGCTTCGTGATAAAATAAACTTTTTGAACATTGAAAGGGAAAA 

ATATTCAAGCCGTCAAAGTTAATGAATTGCAAGTCAAGCATCTTCAAGAGTTGGCTAAAT 

TAAAACAAGAATTACAGAAACTGGAAGATGAGAAGAAGTTCTTACAGATGGAAGCGAGAG 

GAAAATCGAAAAGGGAAGTTATTACGAATGTAAAACCACCGTCAACAACATTATCAACAA 

ACACAAACACTATAACGCCAGATTCGTCCTCAGTTGCAATCGAAGCAAAACCTCAATCAC 

CACAATCAAAAAAACGTAAGATAAGTGATAATTTACTGAAAAAAAATATGGTTCCCCTAA 

ACCCAAATAGGATTATTCCCGATGAAACGAGTTTATTTCTAGAGTCAATATTACTTCATC 

AAATAATAGGCGCTGACCTGAGCACAATAGAAATATTAAATAGATTGAAGCTTGACTACA 

TCACAGAGTTTAAATTTAAGAATTTCGTCATTGCTAAAGGAGCCCCCATAGGGAAGTCCA 

TAGTTTCTCTACTTTTGCGATGTAAAAAGACGTTGACCCTCGACAG^TTCATAGATACTT 

TGCTAGAGGATATAGCTGTTTTGATCAAGGAAATATCAGTTCATCCAAATGAATCGAAAT 

TAGCTGTCCCATTTCTCGTTGCATTGATGTATCAGATTGTACAATTTCGTCCTAGTGCCA 

CTCATAATTTAGCACTGAAGGATTGTTTTCTTTTTA 

ATCATGTATTGAAAGTACCGATACATGAATCAAATATGAATTTGCATGTAGAACCTCAGA 
TTTTCCAATATGAACTGATAGACTATTTGATAATTTCGTATTCCTTTGATCTCCTAGAAG 
GTATATTAAGGGTACTGCAGTCGCATCCTAAGCAAACTTATATGGAATTTTTTGATGA^ 
ATATTCTAAAATCATTTGAATTTGTCTACAAACTAGCACTAACCATTTCATACAAGCCAA 
TGGTAAATGTAATATTTAGTGCAGTCGAGGTCGTTAATATTATCACTAGTATAATATTAA 
ATATGGACAATTCCTCAGATCTGAAATCCTTGATAAGCGGTAGTTGGTGGAGAGATTGTA 
TTACAAGATTATACGCTCTTTTGGAAAAGGAAATTAAGAGTGGCGACGTATATAATGAAA 
ATGTGGATACTACAACTCTTCATATGTCGAAGTAC^ 

ATATAGGTGATAATGAATTGGGAGGATTGATATCAAAGCTGATTTATACTGACCGATTGC 

AAAGTGTCCCAAGGGTAATTTCTAAAGAGGATATTGGGATGGATAGCGACAAATTCACTG 

CCCCTATAATAGGTTACAAGATGGAAAAATGGCTTTTGAAGTTAAAAGATGAA 

ATATTTTTGAAAATTTATTAATGATCTATGGAGACGATGCGACCATAGTAAATGGAGAAA 

TGCTCATCCACTCCTCTAAATTCTTATCCAGGGAGCAAGCGTTAATGATAGAAAGGTACG 
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TGGGACAAGACTCCCCGAACTTGGACCTCAGATGCCATCTTATTGAACATACTTTAACCA 

TAATATATAGGCTATGGAAAGACCATTTCAAACAATTGCGTGAAGAACAAATCAAGCAGG 

TAGAAAGCCAATTGATTATGTCACTATGGAGGTTTCTCGTATGCCAA^ 

CAGCAAACGAAAGAGAAATGAGAGATCATCGACACCTTGTAGATAGTTTGCATGATCTGA 

CGATAAAGGATCAAGCCTCTTATTACGAAGATGCCTTTGAGGATTTACCAGAATATATCG 

AAGAAGAATTGAAGATGCAATTGAATAAAAGAACGGGGAGAATAATGCAAGTAAAGTACG 

ATGAGAAATTTCAAGAAATGGCAAGAACTATTCTTGAGTCAAAATCATTCGATCTAACC^ 

CACTAGAGK5AGGCCGATTCATTATATATCTCAATGGGACTGTAA 

YDR499W, 747 aa (SEQ ID NO 70) 

MRRETVGEFSSDDDDDILLELGTRPPRFTQIPPSSAALQTQIPTTLEVTTTTLNNKQSKN 
DNQLVNQLNKAQGEASMLRDKINFLNIEREKEKNIQAVKVNELQ 

LEDEKKFLQMEARGKSKREVTTNVKPPSTTLSTNTNTITPDSSSVAIEAKPQSPQSKKRK 
I SDNLLKKNMVPLNPNRI I PDETSLFLES I LLHQI IGADLSTIEI LNRLKLDYITEFKFK 
NFVT AKGAP IGKS I VSLLLRCKKTLTLDRF IDTLLED I AVL I KEI SVHPNESKLAVPFLV 
ALMYQIVQFRPSATHNLiALKDCFLFICDLIRIYHHVLK^ 

DYLIISYSFDLLEGILRVLQSHPKQTYMEFFDENILKSFEFVYKLALTISYKPMVNVIFS 
AVEWNI I TS 1 1 LNMDNS SDLKSLI SGSWWRDC ITRL YALLEKEI KSGDVYNENVDTTTL 
HMSKYHDFFGLIRNIGDNELGGLISKLIYTDRLQSVPRVISKEDIGMDSDKFTAPIIGYK 
MEKWLLKLKDEVX^IFENLLMIYGDDATIVNGEMLIHSSKFLSREQALMIERYVGQDSPN 
LDLRCHLIEHTLTIIYRLWKDHFKQLREEQIKQVESQLIMSLWRFLVCQTETVTANEREM 
RDHRHLVDSLHDLTIKDQASYYEDAFEDLPEYIEEELKMQLNKRTGRIMQVKYDEKFQEM 
ARTILESKSFDLTTLEEADSLYISMGL 

YDR507C, 3929 bp, CDS : 501-3929 (SEQ ID NO 71) 

CTCTTTAAATATTCTATGTACTTTGTGCAAACATCATTGTCATCACATAAATGCATTCCT 
ACTATTACTAACTTGAACTTCACTTCACTGK5AAGAACTGGGTTATTCAAGGTAAAGAAAT 
CATTTGTTTTGCGCCAAGTTTCGTCTGACAAGAATTTTTTATTA 

ATCGAAGGAAACGCGTCAAATCCATTCGTTACTACGCGCAATCTGCGTTATTTCCTTTTT 
CGGCATACCATCGCGAAATATCAACGGCCACACCATAGATTCCTTTTGATGTTTyy^TTAA 
AAGCGACTGAATGAAGTGCACACATTTTTTATTTC 

TTTGCTTTCTCTTCTGTCGACAACGTCTCAACTGTACTCACCATTAGTATTCTCGAAGGC 
TTTAGCAGACTTGTGAATAATTAATTGCCCACTTTGATCAAGAAAGATATTCGCAGCACA 
ATACAATAATAACATTCAAAATGGCAATCAATGGTAACAGTATTCCTGCCATAAAGGATA 
ATACCATCGGTCCATGGAAACTAGGTGAAACTCTCGGTCTAGGGAGCACTGGTAAAGTCC 
AGCTTGCTCGTAATGGATCCACAGGACAAGAGGCGGCAGTTAAGGTAATATCAAAAGCAG 
TATTCAATACCGGTAATGTCAGCGGTACTTCGATTGTTGGCTCCACCACCCCAGATGCTC 
T AC C AT ATGGT AT AG AAC GCG AAAT AATC ATT ATG AAGTTGTT AAACC AC CC AAATGTG T 
TACGTTTATATGATGTCTGGGAAACAAATACAGATTTATACCTTGTTTTAGAATACGCGG 
AGAAAGGTGAGTTGTTCAACTTATTGGTTGAGAGAGGTCCTCTGCCAGAGCATGAAGCTA 
TCAGGTTTTTTAGACAAATTATTATTGGTGTGTC 

ATCGTGATCTAAAACCGGAAAATCTATTATTAGATCATAAATATAACATCAAGATTGCAG 
ATTTTGGTATGGCTGCTTTGGAAACTGAAGGAAAGCTACTGGAGACGTCGTGCGGATCAC 
CACATTATGCTGCACCAGAAATTGTATCTGGTATACCGTATCAAGGTTTCGCAAGTGATG 
TGTGGTCATGCGGTGTGATCCTATTCGCCCTTCTTACTGGTCGGTTACCCTTTGACGAGG 
AAGATGGAAATATAAGAACACTATTACTTAAAGTTCAAAAAGGTGAGTTCGAAATGCCTT 
CTGATGATGAAATTTCGCGTGAAGCTCAGGATTTGATTAGAAAAATCTTAACCGTTGAT^ 
CTGAAAGAAGAATCAAGACCAGAGATATACTCAAACATCCGCTATTACAAAAATATCCAA 
GTATAAGAGATTCTAAAAGTATTAGAGGCTTACCAAGAGAAGACACATATCTCACGCCAT 
TATCAGAAAGTAATTCTTCTATTGACGCTACGATTTTGCAAAATTTAGTAATATTATGGC 
ATGGAAGAGATCCTGAAGGAATTAAGGAAAAACTAAGAGAACCTGGCGCTAATGCAGAAA 
AGACATTATATGCACTACTGTATAGATTTAAGTGTGACACTCAAAAAGAGCTTATTAAGC 
AACAGCAAGTTAAGAAGAGGCAGTCAATTAGTAGKrGTTTCTGTTTCCCCATCTAAAAAAG 
TATCGACAACTCCACAACGCAGAAGAAATAGAGAATCTTTAATTAGTGTAACATCTTCTC 
GTAAAAAGCCAATATCCTTCAACAAATTCACTGCCTCCAGTGCCTCCTCCAGCAATCTAA 
CTACACCCGGTTCTTCAAAACGCCTTTCAAAAAACTTCTCTTCAAAGAAGAAATTATCTA 
CAATCGTTAACCAATCTTCTCCAACACCAGCATCACGTAATAAAAGAGCTTCGGTTATAA 
ATGTGGAAAAGAATCAAAAAAGAGCCTCTATCTTTTCTACTACCAAGAAGAACAAAAGAT 
CTTCTAGATCTATCAAGAGAATGTCATTGATACCAAGCATGAAACGTGAATCGGTGACAA 
CAAAATTAATGTCAACATATGCGAAATTGGCAGAGGATGACGATTGGGAATACATTGAGA 
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AGGAAACAAAGAGAACGAGCTCAAATTTTGC 

AAAAGTACGAACAAATAAGGAAAGAGAAGGAAGAGCTAGAACGTAAAGTGAGAGAAGCAA 
AAGCACGTGAAGAGCTGGAACGTAGAAGACGTAAACAAGAAGAAAAAGAACGTGCAAGAA 
AATTACTAGAAAAGGAAGATCTGAAAAGAAAACAGGAGGAACTCAAGAAGCAAATTGAAA 
TTGATATAAGTGATCTAGAGCAAGAGCTGTCCAAACACAAAGAGGAAAAACTGGATGGTA 
ATATTAGATCTATCTCTGCTCCTATGGAAAATGAAGAGAAAAATATCAATCATTTGGAGG 
TTGATATTGACAATATTCTCCGTCGCCGCAACTTTTCTTTACA 

GGCTTGATCCGGGTATAATGTTCTCCAGTCCAACTGAGGAAGTAAGTCCAGTGGAACCAA 

AGAGAACAGAAAATGAAAGACTTACAACAGAAAAGAAAATTTTAGAAACTATCAGAAGAT 

CAAAATTCTTGGGTTCATCATTTAATATCGATAAAGAGTTGAAATTGTCTAAAATGGAA^ 

ATCCAAGTATAATTGCACCACAAAGATTGTCAGAGGAGCGAGTGGTGTCAGATTCTAATG 

ATGGATATGAATCTTTGATCCTCCCGAAGGATGGGAATGGCGTATCTCAATTAAAGGATA 

GTACCGCAACAACTGCTCCCGTCTCTGATGGTAGGTTGAGGAAGATCTCTGAAATTAGAG 

TACCACAATTTACTAGAAAATCAAGGCATTTTAGTGAGTCCAATAAAAGGCTATCTGTCC 

TGTCGATGTACTCTACCAAGGAGTCGTTTACCAACTTGGTTGATATTTTGAAAAACGGTA 

ACCTTGATGTCAATAACCAACAAAGCCAAAGAATTCCAACACCAAGAAGTGCGGATGATT 

CAGAATTTCTTTTTGAAACTGTCAACGAAGAAGCTGAATATACAGGAAATAGTTCGAACG 

ATGAGAGATTGTACGATGTCGGTGATTCCACTATCAAAGACAAATCCGCGTTAAAGCTGA 

ACTTTGCAGATCGTTTTAATGGATCGAACGAAGCGAAACAAACTGATAACTTACATCTTC 

CGATCCTTCCTCCGCTTAATGGTGACAATGAATTGCGTAAACAGAATAGCCAAGAGGGTG 

ACCAGGCACATCCAAAGATTAAATCGATGATACCAGAATCAGGCTCTTCTTCACATACTG 

AAAAGGAAGAAGAAAATGAGGAAAAGGAAGAGAAAAAGCCAGAACAACACAAACAAGAAG 

AGGATCAAGAAAAAAGAGAGAAAGTAGTAGATGATATGGAGCCACCATTGAACAAATCTG 

TGCAAAAAATTAGGGAAAAAAATGCTGGCTCGCAGGCAAAGGATCATTCAAAAGATCACT 

TAAAAGAGCATAAGCAGGATAAAAATACAGCAATTGGAAATGGTTCCTTCTTTAGAAAAT 

TCTCAAAATCTTCGGACAAAACAATGGAATTGTATGCCAAGATTTCTGCAAAACAAT^ 

TTAATGGTTTAGAGAAGCTGTTGCGTGGTTGGACTCAGTATGGTTTAAAAAATATAAAAT 

CGCACCCCAACAATCTGACCTTAACGGGTAAACTATCGAGTGATAATATATTCTCACTAC 

GTTCAACACTCTTTGAGGTTAATATTTATCCGAGAGGTAAGATGAGCGTTGTGCAGTTCA 

AGAAAGTTTCTGGTTCATTCAAAGCTGTCAAAAAGTTGGTCAATGAAGTTGAGAACGTCC 

TGAATAAGGAAGGCGTTCTACAAAAATAG 

YDR507C, 1142 aa (SEQ ID NO 72) 
MAINGNSIPAIKDNTIGPWKLGETLX^LGSTGKVQLARN^ 

SGTS I VGSTTPDALPYGIEREI I IMKLLNHPNVLRLYDVWETNTDLYLVLEYAEKGELFN 
LLVERGPLPEHEAIRFFRQI I IGVS YCHALGIVHRDLKPEKTLLLDHKYNIKIADFGMAAL 
ETEGKLLETSCGS PHYAAPEI VSGI PYQGFASDVWSCGVT LFALLTGRLPFDEEDGNIRT 
LLLKVQKGEFEMPSDDEISREAQDLIRKILTVDPERRIKTRDILKHPLLQKYPSIRDSKS 
I RGL PREDT YLTPL S ESNS S I DAT I LQNLVI LWHGRDPEG I KEKLRE PGANAEKTL YALL 
YRFKCDTQKELIKQQQVKKRQSISSVSVSPSKKVSTTPQRRRNRESLISVTSSRKKPISF 
NKFTASSASSSNLTTPGSSKRLSKNFSSKKKLSTIVNQSSPTPASRNKRASVINVEKNQK 
RASIFSTTKKNKRSSRSIKJ^SLIPSMKRESVTTKI^STYAKIiAEDDDWEYIEKETKRTS 
SNF ATL IDEI FEYEKYEQI RKEKEELERKVREAKAREELERRRRKQEEKERARKLLEKED 
LKRKQEELKKQ I E ID I SDLEQEL SKHKEEKLDGNI RS I S APMENEEKNINHLEVDI DNI L 
RRRNF S LQTRPVS RLDPG IMF S S PTEEVS PVEPKRTENERIjTTEKK I LET I RRSKFLG S S 
FNIDKELKLSKMEYPSIIAPQRLSEERVVSDSNDGYESLILPKDGNGVSQLKDSTATTAP 
VSDGRIjRKISEIRVPQFTRKSRHFSESNKRLSVLSMYSTKESFTNLVDILKNGNLDVNNQ 
QSQRIPTPRSADDSEFLFETVNEEAEYTGNSSNDERLYDVGDSTIKDKSALKLNFADRFN 
GSNEAKQTDNLHLPILPPLNGDNELRKQNSQEGDQAHPKIKSMIPESGSSSHTEKEEENE 
EKEEKKPEQHKQEEDQEKREKVVDDMEPPLNKSVQKIREKNAGSQAKDHSKDHLKEHKQD 
KNTAIGNGSFFRKFSKSSDKTMELYAKISAKQLFNGLEKLLRGWTQYGLKNIKSHPNNLT 
LTGKLSSDNIFSLRSTLFEVNIYPRGKMSVVQFKKVSGSFKAVKKLVNEVENVIiNKEGVL 
QK 

YDR515W, 1844 bp, CDS: 501-1844 (SEQ ID NO 73) 

GAGTTGAATCTATGCGTAACCATTTTGACTACCGCTTCGTATGCTTTCTTG^ 

GAGCTACTCATACAATAGCTTATAATCTGTGTAGTCAAACTATATACTAGGCAAATTACT 

AGTAAATGCAGTATTGATATGTCCTCAAACCGTTTTTTGCAGTATGT^ 

AATCAAAATTTTTCACCGCCAAGAGAAAAAAGATCTTACTATTTTC 
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TTAGTAAAAGTAAAGCTGGAAGCACATACAAGCGCAGCTGAATCACAAAGGAAAATTGGC 
AC ATC CTTGGTTG AC ACTTGTC T ATTTATTAAAAGGTTTT AAAAAGT AGTGTTC AGC AGT 
TCTATCATATTTTTTTATTTAAAAAAAAATACTGAG 

TTTAGGGTGGCGTTAAATAAACGAGAGAGCCCAAAAATATAACCAAGATAAAGAAAATCA 
ATCATAAAGTGAATTCAAAAATGTCATCGCAAAACCTCAATGATAATCCAAAAAATACAT 
CCTC AGC AGCTG AAG AT AAGAAG AAAC AAACTTC ATC C TT AAAGTTGGC ACC AAT AC C AA 

CCACATCGCCATGGAAATCATCTTCGCCAGATAGCAATACAGTAATTCCTGTAGAGGAAC 

TAAGAGATATATCAAAGACTGCAAAGCCAAGTAAAAATGGTTCGGGGTCAATTTU^TTAA 

CAAGCAATACCAAATGGACTCCAATTACGCCGTCTGTTATAATCTCAGGTTCCAAGGACA 

CAAATTCAAAGTCAGGAAAGAACTCTAAAAATTCTAAGACTAATAAAAAAATGAAAAAGC 

GTGGCAAATATAATAACGATATCAATAAAAAGGACTTTAACGGTCAAACCAACAGTACAT 

CGGAAATAAGTAACGTTTCCAATCTTGAATCCAAACCTTTAGATGCTAACGCTAAAGTAA 

ACATACATTCAAGCTCAGGAGCAACTGCCAATGGGAATATAAAGAGGATAACAAACAACA 

ACAATTCAACCAACGGTAGACAATCAAGAAATTATCAAAACAGGAATGGCAAAACAAGAT 

ACAACAACAATAGTAGACACAGTCAGGCGGCTAATAATGCCATCTCCTTCCCAAATAATT 

ATCAGGCTAGACCTGAATATATTCCCAATGCCAGCCACTGGTTGAACAACAATTCAAGAA 

ATAGCTATAAACAACTGTCATACTTCCGTCAACAGCAGTATTATAATAACATCAACTATC 

AACAACAATTGCAAACACCATATTATTACTCAATGGAACCTATTTTTAAATCTATCGAAA 

GTATCAAAAACCAAATTGAATTCTATTTTAGTGAAGAGAACTTGAAAACAGATG 

TAAGATCTAAATTCAAAAAAGCCAATGACGGATTTATCCCCATGAGTTTGATAGGGAAAT 

TTTACCGTATGGTTAATTTATCTCTTGGTGGAGACCCAAATTTAATTTTG 

GAGAAGTTTTACAACATAAAGAAACAAACCATTTGGAAATTGCCCTTGGAAGCATAGAAG 

GTGCTCAGAAGAACATGGCAGATGATTTCAATCCATTGGAAAACTATTTTATTAGGCGCG 

AAAATTGGGCTGAATACGCTATGGAAAGTAATTTTGATGAAAATGATGACGAAACTGAAA 

AATACAACATTGAGAAACTATTGGGACCGAACGATTTAGACAATTATTCTTATATGGGCT 

ATCCAAACTTCTTTCCCAGTAATGAAAATGGGAAAAAGAGTCAGAGCTATGACCAAGGTG 

AAATTAGCAGGCAGTTTGAACAAAACTTACAAATAAATGATTAA 

YDR515W, 447 aa (SEQ ID NO 74) 

MSSQNLNDNPKNTS S AAEDKKKQTS SLKLAPI PTTSPWKS S S PDSNTVX PVEELRDI SKT 
AKPSKNGSGSIKLTSNTKWTPITPSVI I SGSKDTNSKSGKNSKNSKTNKKMKKRGKYNND 
INKKDFNGQTNSTSE I SNV SNLESKPLDANAKVNIHS S SGATANGNI KRITNNNNSTNGR 
QSRNYQNRNGKTRYNNNSRHSQAANNAI SFPNNYQARPEYI PNASHWLNNNSRNS YKQLS 
YFRQQQYYNNINYQQQLQTPYYYSMEPIFKSIESIKNQIEFYFSEENLKTDEFLRSKFKK 
ANDGF I PMS L IGKFYRMVNLS LGGDPNL I L ASMREVLQHKETNHLE I ALG S I EGAQKNMA 
DDFNPL ENYF I RRENWAE YAME SNFDENDDETEKYNI EKLLGPNDLDNY S YMGY PNFF P S 
NENGKKSQSYDQGEI SRQFEQNLQIND 

YDR518W, 2054 bp, CDS: 501-2054 (SEQ ID NO 75) 

GCAGCAGGGGCAAGATGACAACCCTGTTCCTGTTCCTGTTCCAGTAGAATCTGAGACGGC 
TTTTGTGCCATCAGCATTCACAGCACCACCGGTGCCAACAAAGAAGAAATCAAAAAATAA 
AAAGGGTACCCAGCCATTGGCAATGGATGACTATTTTAATGAAGGCAGAGATAAGTCATC 
TACCGCTGCGAAGTCAGCAGAATCTGACATCCTCGCCCCACCACCACAAAAACAGTCATC 
CTCTGATTAACTTTCCTGGTTAGTCTTTTGGTTTTGTTTCA 

TATATAAGCTTGCTTTCCCTTCAAAACACGTAAACGATAGTTGGCAATGTACGAAAAGTA 

CCGAGACTTTTTTTCAAAGGCACGCGTGTCCTTTTTTGTTAAGACAATA 

ATTCAGAAAGTTTCAATTTCCAAGACTTGACGTTTCAATTATATGGCAATC 

GCACCCGCTCATATAATACCATGCAAGTGACCACAAGATTTATATCTGCGATAGTCTCGT 

TTTGCCTGTTTGCTTCTTTCACGTTGGCTGAAAACAGCGCA^ 

ATTTACTCGTTCTAACAGAGAAGAAATTTAAATCATTCATCGAATCTCATCCGTTAGTCC 
TCGTCGAGTTTTTTGCTCCATGGTGTTTGCATTCTCAGATCTTACGCCCTCA 
AGGCCGCCTCTATTTTAAAGGAGCATAACGTCCCAGTTGTTCAAATTGATTGTGAGGCTA 
ACAGTATGGTTTGKTCTGCAACAAACTATAAATACCTAC^ 

ATGGTCGTATTTTTGATGGTCAAGTCTATCGCGGTGTCAAGATCACCGATGAAATC 

AGTACATGATTCAGCTATACGAGGCTTCTGTCATTTATTTAAATTCCGAAGATGAAATCC 

AACCATACTTGGAAAATGCAACTTTACCAGTAGTAATAAACAGAGGCTTGACAGGCTTGA 

ATGAAACGTATCAAGAAGTCGCACTGGACCTTGCTGAGGATTACGTCTTTTTATCCCTTC 

TAGATTCAGAAGATAAGTCATTATCAATCCACTTGCCAAACACTACAGAACCAATTCTGT 

TTGATGGAAATGTAGACTCTTTGGTCGGAAATTCCGTTGCTCTAACTCAG^ 
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TGGTAATTTTACCTTACTTTACCGACATCGAACCTGATCTCTTCCCC 

GCAATTTGCCGTTGGCTTACTTCTTTTATACTTC 

ATCTTTTCACGCAGTTAGGTAAGGAAAATCGTGGCCAAATAA^ 

CTACAATGTTCCCACACCACGTTAGATTCCTAAATATGAGAGAACAGTTCCCATTATTTG 
CTATCCATAATATGATCAATAATCTGAAATATGGTTTACCACAACTACCAGAAGAAGAGT 
ACGCGAAATTAGAAAAACCACAACCACTAGACAGAGATATGATCGTTCAGTTGGTAAAAG 
ATTACCGTGAAGGTACTGCCAAGCCAATTGTTAAGTCAGAAGAGATTCCAAAAGAACAA^ 
AGTCCAATGTTTATAAAATAGTTGGGAAGACACATGACGACATTGTTCATGATGATGACA 
AGGATGTCCTTGTCAAATATTACGCGACATGGTGTATTCATAGTAAAAGGTTTGCGCCTA 
TTTACGAAGAAATTGCAAATGTCTTAGCATCTGATGAATC 

TCGCCGAAGTAGATTCAGGGGCAAATGATATCTTAAGTTTTCCTGTGACAGGATATCCAA 
CCATTGCTTTGTATCCTGCCGGAAATAACTCTAAGCCTATTATCTTCAATAAAATTAGAA 
ATTTGGAAGATGTTTTCGAATTTATCAAGGAATCAGGTACACATCA 

CAATTTATGATAAATTGCACCAGGCCAAGGATTCTGAAGTGTCTACTGAAGATACCGTAC 
ATGATGAATTATAA 

YDR518W, 517 aa (SEQ ID NO 76) 

MQVTTRFISAIVSFCLFASFTLAENSARATPGSDLLVLTEKKFKSFIESHPLVLVEFFAP 
WCLHSQILRPHLEEAASILKEHNVPVVQIDCEANSMVCLQQTINTYPTLKIFKNGRIFDG 
QVYRGVKITDEITQYMIQLYEASVIYLNSEDEIQPYLENATLPWINRGLTGLNETYQEV 
ALDLAEDYVFLSLLDSEDKSLSIHLPNTTEPILFDGNVDSLVGNSVALTQWLKWILPYF 
TDIEPDLFPKYISSNLPLAYFFYTSEEELEDYTDLFTQLGKENRGQINFIALNSTMFPHH 
VRFLNMREQFPLFAIHNMINNLKYGLPQLPEEEYAKLEKPQPLDRDMIVQLVKDYREGTA 
KPIVKSEEIPKEQKSNVYKIVGKTHDDIVHDDDKDVLVKYYATWCIHSKRFAPIYEEIAN 
VLASDESV3UDKILIAEVDSGANDILSFPVTGYPTIALYPAGNNSKPIIFNKIRNLEDVFE 
FIKESGTHHIDGQAIYDKLHQAKDSEVSTEDTVHDEL 

YDR519W, 908 bp, CDS: 501-908 (SEQ ID NO 77) 

GGGGCAAATGATATCTTAAGTTTTCCTGTGACAGGATATCCAACCATTGCTTTGTATCCT 

GCCGGAAATAACTCTAAGCCTATTATCTTCAATAAAATTAGAAATTTGGAAGATGTT^ 

GAATTTATCAAGGAATCAGGTACACATCACATTGACGGCCAGGCAATTTATGATAAATTG 

CACCAGGCCAAGGATTCTGAAGTGTCTACTGAAGATACCGTACATGATGAATTATAATCA 

ATAAATAAAGCATATATAATGCACATTTTTAACATCTGATTACTCGCATCGTTTCTGGAA 

GAAAATAGCTAATATTCGTTATTTATGGCATCACGATTATTCTCACCAGTTACCCGTTTA 

TGCTCTTGAAGAGATTTAGCATTACTGCCAGCGCATCTTCAAATACAGGTTTATATGAGA 

CCCATTACTATAACCCTAAGAAGAGAAAAAGGAGTGCTTTCGTTTTCAATCACATTCTAG 

TTTACAGTAATTGAGTCTCGATGATGTTTAATATTTACCTTTTCGTCACTTTT^ 

CCATTCTTGCAGGTTCCCTGTCAGATTTGGAAATCGGTATTATCAAGAGAATACCGGTAG 

AAGATTGCTTAATTAAGGCAATGCCAGGTGATAAAGTTAAGGTTCATTATACAGGATCTT 

TATTAGAATCGGGAACTGTATTTGACTCAAGTTATTCAAGAGGCTCTCCTATCGCTTTTG 

AACTTGGCGTTGGCAGAGTAATTAAAGGTTGGGATCAAGGTGTTGCCGGCATGTGCGTTG 

GCGAAAAAAGAAAGCTGCAAATTCCAAGTTCTTTGGCCTACGGAGAAAGAGGTGTCCCAG 

GCGTCATTCCTCCAAGTGCTGATTTGGTGTTTGATGTCGAATTGGTAGACGTGAAATCAG 
CCGCCTAG 

YDR5 1 9 W , 136 aa (SEQ ID NO 78) 

MMFNIYliFVTFFSTILAGSLSDLEIGIIKRIPV^^CLIKAMPGDKVKVHYTGSLLESGTV 

FDSSYSRGSPI AFELGVGRVIKGWDQGVAGMCVGEKRKLQI PSSLAYGERGVPGVI PPSA 
DLVFDVELVDVKSAA 

YER102W, 1103 bp, CDS: 501-1103 (SEQ ID NO 79) 

CGAGCTTGCCAGCATTCCAATGCCCATCGTATTGTACTCAATGGTGAAACTTACCACCAT 
ATTGTTAAAAGCTATTATTTATGATTTTTA 

ACCACGATAAAACGTATGTTCTGATACCCAGCAAATGAGAAAGTAGAAGGAGAAACCTAA 

AAACCTGTGGCGGTCAAGACTGCTAGCAAGATGGATATTTAGATCATAAATTCTAACGCA 

TGCATCCTGAGCAATGAAATCATGCAACCTAACATTTGAGGTTAATATATGAGAATTAAC 

TACXTGTTGAGGAGGTACTGCAATTTAAAAGACCGAAGAATTATCGATGCAAGGAAAAATG 

GGTCTAGGATGAATACGAGCAATTGAAATACATTTGGAATACCTTGTGAAAATATCACAT 

ACTTTCGCCTTCTATCTCGATGCGTTATTACAAGAAAATAGTTTTACTAACAAA 

AAAATTAAAATAGTGTAAAAATGGGTATTTCTCGTGATTCTCGTCACAAAA 



WO 01/02550 



29/161 



PCT/BEOO/00077 



CTGGTGCTAAACGTGCTCAATTCAGAAAGAAGAGAAAGTTCGAATTAGGTCGTCAACCAG 

CCAACACAAAAATTGGTGCTAAGAGAATCCACTCTGTCAGAACTAGAGGTGGTAACAAGA 

AATACAGAGCTCTAAGAATTGAAACCGGTAACTTTTCTTC 

AGAAGACCAGAATTGCTGGTGTTGTTTACCATCCATCCAACAATGAATTC 

ACACTTTGACCAAGGCTGCCATTGTCCAAATTGATGCTACTCCATTCAGACAATGGTTCG 

AAGCTCACTACGGTCAAACCTTGGGTAAGAAGAAGAACGTCAAGGAAGAAGAAACTGTTG 

CCAAGAGCAAGAACGCTGAAAGAAAGTGGGCTGCTAGAGCTGCTTCTGCCAAGATCGAAT 

CTTCCGTTGAATCTCAATTCAGCGCCGGTAGATTATACGCTTGTATCTCTTCCAGACCAG 

GTCAATCCGGTAGATGTGATGGTTACATCTTGGAAGGTGAAGAATTAGCTTTC 

GAAGATTGACTGCTAAGAAATAG 

YER102W, 200 aa (SEQ ID NO 80) 

MGISRDSRHKRSATGAKRAQFRKKRKFELGRQPANTKIGAKRIHSVRTRGGNKKYRALRI 
ETGNFSWASEGISKKTRIAGVVYHPSNNELVRTNTLTKAAIVQIDATPFRQWFEAHYGQT 
LGKKKNVKEEETVAKSKNAERKWAARAAS AKI E S S VE S QFS AGRLYAC I S SRPGQ SGRCD 
G YI LEGEELAFYLRRLTAKK 

YER153C, 1265 bp, CDS: 501-1265 (SEQ ID NO 81) 

ACCCTATATGGGAGGACAACTCGCCCACTGTTTGGGTCGTGTTAGCGATAAGGTCCGAAG 

TAGAAGCGGAAAGAGAAGGAGCTGAAGAGGTTAATTCATCGATGGAAGGCAACTGGGTTT 

GGATTTCCGAGACATCGTTGGCATTTGGGCCCGTCGAATTAAATCTTTTC 

AGATCCATGACGGATGGGGCCGGGGCAATACTATGGTTCGAGCGGTGGCCAGTCTGGAAG 

AGGCAGCAAACCTTGACGTGACGAGTCGAGAGGTGAGTTTGAACATCGTCGGGGAGGTTA 

TTCTGTGGCTCCGCTTGTACGTGAACAGATACGTATAGAGGGCGAGCCACTGGTTAAATT 

TTTCATGGCTCGGATTACTTCCGTACTGCTGGCTAAAATCGAAATCTCGGCCTGCTGAGA 

GTGTTTTGAGCAATCAAGGGAACATCTGAACGTGGAAGAGCAGACGAGGCATTAGCTCGA 

ACATAAGAACGGAACACGTCATGTTGACTATCACGAAAAGACTGGTGACCACCGATGTGC 

GGTCGCGAATACTGTTAAGCAGTTTAAACGGGAAAATGTCCGATGCACTGGCGCTGCTGC 

GTCAGCAGCAGCAGACCAGCGTGGATGTGGAGCTGCTGCACACGATGCTAGCGCGAGCCG 

CTGCGCTTGCCCATGCCGACACTATAGCATACATGTGGTATCAGCATGTGATGCCACGCC 

GGTTGCCAGTAGAGGGCCGCCTGCTATGTGAAATGGCTGGCGTAGCATTGTACCAGGACA 

GGCTCTTCTTACCCGCGCAGTTCCTCCAGCACTACCAGGCGATGAATCGCGATCGTCGCA 

CCAGCCCAGAAGATGAACTGATTGAGTATGAGCTTAGACGGATTAAAGTCGAAGCGTTTG 

CGCGTGGCACAATGCACTCCACGGCGCTCAGGGAAAAGTGGAAGGTATTCTTGCAGGAGA 

TGGATACGCTACCAGGGCAGCCGCCATTAAGGCTGCGCGACTTCCCGCAAATGACCAAGG 

CTATGGGCATAGCATTGATGCAGCAAGATGAGCAAGCAGCTGCeCTGGCGTTGTTTGGAC 

GACAGCCCCTAGTGATAAAGAACGAATGGTCACTACCGCTACTACTGGCTGGTGTCCTTT 

GGCATGTTCCCGGCCCAGCGCAGGCGCGACGTGTGCTGGCGGAGTTCCGTCAAAGTTATC 

GCGGGCTGCCGCTGCTGGATGCCGAACTAGTGATAAAGAGAAGAGGATTTGAAATCAACA 

CATAA 

YER153C, 254 aa (SEQ ID NO 82) 
MLTITKRLVTTDVRSRILLSSLNGKMSDALALLRQQ 

TIAYMV^QHVMPRRLPVEGRLLCEMAGVALYQDRLFLPAQFLQHYQAMNRDRRTSPEDEL 
IEYELRRIKVEAFARGTMHSTALREKWKVFLQEME)TLPGQPPLRLRDFPQMTKAMGIAIiM 
QQDEQAAALALFGRQPLVIKNEWSLPLLLAGVLWHV^^ 
AELVTKRRG FEINT 

YFL014W, 830 bp, CDS: 501-830 (SEQ ID NO 83) 

GGACTAGAAGCCAAAAGCCAGAGGCGGTAAAAATAGCAAGACTAGAATATTGCTGGCATC 
TGTTAAGGGGATATGTTGCAACTTGCAGGGGGCGGCACAAAATAACATAGAAACGTAGTA 
AAGAGGGGAAAAGGAAAAGGAAAAGGAAAAGGAAGGAAAAAAACCCATTGACGTAGAAAT 
TGAAAGAAGGAAAGGTATACGCAAGCATTAATACAACCCACAAACACAGACCAGAAGCAC 
TCTAGACGGAGAGTAACTAGATCTACAGCCCCTGGAAAATCGTTTGGTCAACTTTGAGGT 
TCCGGTCGTCCCCCTCTTGATCTGAAAGGTCTTTCTCTAAATCTATATTAAAACGTATAA 
ATAGGACGGTGAATTGCGTTCTACTTCCTCAATTGCGTTTGATCTTATTTAATCTCTCTC 
TAATATATAGAAAAAAAAACCATCTGATTATTCGATAATCTCAAACAAACAACTCAAAAC 
AAAAAAAACTAAATACAACAATGTCTGACGCAGGTAGAAAAGGATTCGGTGAAAAAGCTT 
CTGAAGCTTTGAAGCCAGACTCTCAAAAGTCATACGCTGAACAAGGTAAGGAATACATCA 
CTGACAAGGCCGACAAGGTCGCTGGTAAGGTTCAACCAGAAGACAACAAGGGTGTCTTCC 
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AAGGTGTCCACGACTCTGCCGAAAAAGGCAAGGATAACGCTGAAGGTCAAGGTGAATCTT 
TGGCAGACCAAGCTAGAGATTACATGGGAGCCGCCAAGTCCAAGTTGAACGATGCCGTCG 
AATATGTTTCCGGTCGTGTCCACGGTGAAGAAGACCCAACCAAGAAGTAA 

YFL014W/ 109 aa (SEQ ID NO 84) 

MSDAGRKGFGEKASEALKPDSQKSYAEQGKEYITDKADKVAGKVQPEDNKGVFQGVHDSA 
EKGKDNAEGQGESLADQARDYMGAAKSKIiNDAVEYVSGRVHGEEDPTKK 

YFL015C, 995 bp, CDS: 501-995 (SEQ ID NO 85) 
GACCTTCAGCGTTATCCTTGCCTTTTTCGGCAGAG 

TGTTGTCTTCTGGTTGAACCTTACCAGCGACCTTGTCGGCCTTGTCAGTGATG 
TACCTTGTTCAGCGTATGACTTTTGAGAGTCTGGCTTCAAAGCTTCAGAA 

TTGTTTGAGATTATCGAATAATCAGATGGTTTTTTTTTCTAT^ 

ATAAGATCAAACGCAATTGAGGAAGTAGAACGCAATTCACCGTCCTATTTATACGTTTTA 

ATATAGATTTAGAGAAAGACCTTTCAGATCAAGAGGGGGACGACCGGAACCTCAAAGTTG 

ACCAAACGATTTTCCAGGGGCTGTAGATCTAGTTACTCTCCGTCTAGAGTGCTTCTGGTC 

TGTGTTTGTGGGTTGTATTAATGCTTGCGTATACCTTTCCTTCTTTCAATTTCTA^ 

ATGGGTTTTTTTCCTTCCTTTTCCTTT^ 

ATGTTATTTTGTGCCGCCCCCTGCAAGTTGCAACATATCCCCTTAACAGATGCCAGCAAT 
ATTCTAGTCTTGCTATTTTTACCGCCTCTG 

CCAAGGGCCCGTCAACACGTCGTCATTGCTACCGCCAGCTGGCACCCACACATCACCGAC 
CCTTTTTTTCCATTTTCGGCTGGGCra 

CTTGGATTTGCGCGTCCCCTTTTTTTCTTCATTCTCTGACTCCCCCTACCTTCTCCCACT 
TTTCTGTGTATCAAGAGGAAAAGAAGGAGAAAAGGAGAACTCCGAAAAATACCGAACAAG 
AGGGTAACAGAATGTGCATTTGGATGAGCGGGTAA 

YFL015C, 164 aa (SEQ ID NO 86) 

MLAYTFPSF^FYVNGFFSFLFLFLFLFPSLLRFYVILCRPLQVATYPIjNRCQQYSSLAIF 
T ASGFWLLVLVPRAKG P STRRHCYRQLA PTHHRPF F S I FGWAVSG I RPL PE I FTWI CAS P 
FFLHSLTPPTFSHFSVYQEEKKEKRRTPKNTEQEGNRMCIWMSG 

YFR022W, 2702 bp, CDS: 501-2702 (SEQ ID NO 87) 

CTGCCTTCCGTACGTCACAACGCATACACAATATAGTTTATATAAACTCCTGCGTATAAT 
CTATCCTTTTGCATAATATTTTCGTCACCATTATCTT 

AAT AG AACTCGC C T AAAGGGG AAATTTTCG ATATAAAAATTCAAAAAAATGGCTTTC ATG 

GATCGAGTATTTGTTTGTCGAAAAAGGATCACTGGAGTGACGTTACTACGCTACGAAGCC 

TCCTTCCGGCTTAGCCCTGTTGATTACGAATTTGGATCAGTTGGTATTTGAT^ 

AGAGTTAACTTCACGCGGGTAAATCACTTGTGATGCGGTATATTCTCTATACGGCTAATA 

G ATG AATC AGGGTGTTTTAAAGTGC GT AT AAAC CCTTTTGCTATTTTCGTTT AT AT AATT 

GGCGTTGATAAAGAGCCAATATCTATTGTTGCTACATAGAGGCAGCTCTCTTAGCAAAAT 

AAAAATACAAAAAGTTCGACATGGGCTTCAGTAGCGGTAAATCAACTAAGAAAAAGCCTC 

TGCTTTTCGATATCAGACTTAAAAATGTTGACAACGATGTAATACTCCTCAAAGGTCCTC 

CAAACGAGGCCCCCTCGGTGCTTTTATCTGGTTGCATCGTTTTATCGATTAACGAACCC^ 

TGCAGATCAAAAGCATATCATTGAGACTTTATGGGAAGATACAAATAGACGTACCATTAG 

AGAGGCCCCAGGACGCTAGTTCTTCGTCGTTGTCTTCATCGCCGCCAAAGATCAGAAAGT 

ACAACAAAGTTTTTTATAATTACGCATGGGATAATGTTAACCTCAAGGAGTATCTGAGTG 

GTTTAAGAGGGCAATCTGGCCTTGCGGGCAGTAGCTCATCAAGTAATATCTTGGGCAC 

GCCAAAGAGCTCAGTCCACAAGTTCCTTGAAGTCTTTAAAGGGGTCCTCCTCACCCTCTT 

CATGTACTTTAGATAAGGGCAACTACGATTTTCCCTTTAGTGCTAT^ 

TACCAGAGAGCGTAGAATCTTTGCCAAATTGCTTCGTGACATATAGCATGGAATCCGTTA 

TTGAACGCAGCAAAAATTATAGTGATTTGATCTGTAGGAAAAATATTAGAGTTCTGAGAA 

CCATTTCACCCGCAGCAGTGGAGTTATCAGAAACTGTTTGTGTAGATAACTCATGGCCCG 

ACAAAGTGGATTATTCTATTTCAGTACCCAACAAAGCCGTAGCTATTGGTTCAGCCACCC 

CTATAAATATTTCCATTGTACCTCTTTCGAAAGGTTTGAAATTGG^ 

TATTATTTGAGAATTATCAATATTGTGACCCCTTCCCTCCAGTA 

AAGTGACAGAACTAAATCTTGAAGATCCCTTGAACGAGTCATCTGGAGAATTTAATGGTA 
ATGGTTGCTTTGTAAATAACCCCTTTTTTCAGCCTGATGATTC 
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AGATTGATACCATCCTGCAAATCCCGAACAGCTTATCAAACTGTGTGCAAGATTGTGATG 
TCCGCTCTAACATTAAGGTTCGCCATAAGCTCAAATTTTTCATCATCCT 
ATGGTCATAAATCTGAGTTAAGAGCGTCCTTACCGATTCAACTTTTT 
TGGCACTTTCAATAAAACCATTGTCATCCTCGAATTTGTATTC 

ACCAGAAAGACGAAAACTCATCACAAGAAGAGGAAGAGGAATATCTGTTTTCTAGATCAG 
CATCAGTCACAGGGTTGGAATTATTAGCGGATATGCGTAGCGGTGGCTCTGTTCCTACCA 
TTTCAGACTTGATGACGCCCCCAAATTATGAAATGCACGTATATGATCGTCTTTATAGCG 
GTTCTTTCACTCGCACGGCTGTGGAAACGTCTGGAACATGTACTCCTTTGGGAAGCGAAT 
GTTCGACTGTCGAGGATCAGCAACAGGATTTAGAAGATTTACGTATACGGTTGACAAAAA 
TTAGAAATCAACGTGACAATCTAGGGCTACCACCGTCTGCCTCGTCTGCTGCCGCTTCCA 
GATCGCTATCTCCATTACTAAACGTTCCAGCACCAGAGGATGGCACGGAGAGAATCTTAC 
CTCAGAGTGCTCTTGGTCCCAATAGTGGCTCTGTGCCAGGAGTACATAGTAACGTATCAC 
CTGTTTTACTTTCAAGATCCCCAGCCCCAAGCGTGTCAGCCCATGAAGTGTTACCAGTGC 
CCTCGGGCTTAAATTATCCAGAGACTCAAAACCTGAACAAGGTTCCATCGTATGGCAAGG 
CAATGAAATATGATATCATTGGTGAGGACCTTCCTCCTTCCTACCCTTGTGCGATACAAA 
ATGTGCAACCAAGAAAACCCAGTAGGGTACATTCCAGGAACTCTTCGACAACATTGTCAT 
CTTCTATACCAACTAGCTTTCATTCCTCTAGTTTTATGAGTAGCACTGCTTCCCCTATTT 
CCATAATTAATGGCTCTAGAAGTAGTTCTAGTGGGGTATCTCTTAATACACTTAATGAGT 
TAACTTCGAAAACTTCGAATAACCCATCCAGTAATAGTATGAAAAGGTCACCAACAAGAC 
GK5AGGGCTACTTCTTTAGCTGGGTTTATGGGAGGTTTTCTATCAAAGGGTAACAAACGAT 
AG 

YFR022W, 733 aa (SEQ ID NO 88) 

MGFSSGKSTKKKPLLFDIRIjKNVDNDVILLKGPPNEAPSVLLSGCIVLSINEPMQIKSIS 
LRLYGKIQIDVPLERPQDASSSSLSSSPPKIRKYNKVFYNYAWDNVNLKEYLSGLRGQSG 
LAGSSSSSNILGTRQRAQSTSSLKSLKGSSSPSSCTLDKGNYDFPFSAILPGSLPESVES 
LPNCFVTYSMESVIERSKNYSDLICRKNIRVLRTISPAAVELSETVCVDNSWPDKVDYSI 
SVPNKAVAIGSATPINISIVPLSKGLKLGSIKVVLFENYQYCDPFPPVTSENRQVTELNL 
EDPLNESSGEFNGNGCFVNNPFFQPDHSFQDKWEIDTILQIPNSLSNCVQDCDVRSNIKV 
RHKLKFFIILINPDGHKSELRASLPIQLFISPFVALSIKPLSSSNLYSLFSTTNQKDENS 
SQEEEEEYLFSRSASVTGLELLADMRSGGSVPTISDLMTPPNYEMHVYDRLYSGSFTRTA 
VETSGTCTPLGSECSTVEDQQQDLEDLRIRLTKIRNQRDNLGLPPSASSAAASRSLSPLL 
NVPAPEDGTERILPQSALGPNSGSVPGVHSWSPVLLSRSPAPSVSAHEVLPVPSGLNYP 
ETQNLNKVPSYGKAMKYDIIGEDLPPSYPCAIQ1TVQPRKPSRVHSRNSSTTLSSSIPTSF 
HSSSFMSSTASPISIINGSRSSSSGVSLNTLl^LTSKTSNNPSSNSMKRSPTRRRATSI^ 
GFMGGFL S KGNKR 

YGL011C, 1259 bp, CDS: 501-1259 (SEQ ID NO 89) 

AGACAATAAAATATGGAAAATAAAACGCTTAGCACAGCAGTCAATGAAATACTCTGATAT 
ATTTTGACTCTGTGGAGCATACAGCTAC 

TGGATCAAAACGTTCTTAGGATTGTGGTGGTAAAACTTGTAAAATCCAAG 

AAATCCAGCAAACCTTCGCCCATATTTATTCTTTTATAACAGAAGAAGAGACTATATTCT 

CAAAACCTCGTATATTTATATACATATCCTCCAAACAAACTCCCAAGTTTCACTTTCCTG 

GATTTACCTTGGCATTCCTTTTCCCCATCCTCTTATAATGGTAATCGCGATCCTTAATTA 

TGATATCACAATAGACGAAGGGCACACACCAATTTGCCACCGTAAGGATAGAGTAAGTTA 

AATGGCTAACTCATTATAATCTTCATGCTAAATCATATAAGGGCAGAGACGAAGCAAAGC 

GAAAAAAACATATTACAATCATGTCGGGTGCTGCTGCTGCATCTGCTGCTGGTT 

GGCACATCACTATCTTTTCCCCCGAGGGTCGTTTATATCAAGTAGAATATGCCTTTAAAG 

CGACTAATCAAACTAACATAAACTCACTAGCGGTCAGAGGTAAAGATTGTACAGTGGTGA 

TAAGTCAGAAAAAGGTCCCTGATAAACTGTTGGATCCAACTACTGTT^ 

GTATTTCAAGAACAATTGGTATGGTAGTGAACGGACCAATACCGGATGCAAGAAATGCGG 

CCCTAAGAGCCAAGGCTGAGGCTGCAGAATTCCGTTATAAATATGGTTATGATATGCCAT 

GCGATGTATTGGCTAAGAGAATGGCTAACCTTTCCCAAATCTATACTCAAAGAGCATATA 

TGAGACCATTAGGTGTTATACTCACATTTGTTTC 

TTTACAAAACTGACCCTGCAGGTTATTACGTTGGCTACAAAGCTACTGCGACAGGACCAA 
AACAACAGGAGATCACAACAAACTTAGAAAACCATTTCAAAAAGAGTAAAATCGACCATA 



WO 01/02550 



32/161 



PCT/BEOO/00077 



TTAATGAAGAATCATGGGAGAAGGTGGTAGAATTTGCTATTACTCATATC 
TGGGTACCGAATTTTCAAAGAATGACTTGGAAGTCGGTGTCGCT 

TTACCTTGAGTGCTGAGAACATCGAAGAAAGGCTAGTAGCAATTGCTGAACAAGATTAA 
YGL011C, 252 aa (SEQ ID NO 90) 

MSGAAAAS AAG YDRH ITI F S PEGRLYQVEYAFKATNQTNINS LAVRGKDCTWT SQKKVP 
DKLLDPTTVSYIFCISRTIGMWNGPIPDARNAALRAKAEAAEFRYKYGYDMPCDVIiAKR 
MANLSQIYTQRAYMRPLGVILTFVSVDEELGPSIYKTDPAGYYVGYKATATGPKQQEITT 
NLENHFKKSKIDHINEESWEKVVEFAITHMIDAIjGTEFSKNDLEVGVATKDKFFTLSAEN 
IEERLVAIAEQD 

YGL031C, 968 bp, CDS: 501-968 (SEQ ID NO 91) 

CCAAGTTAAGCAAGACACCAAGACAATAACTTGAGAGGTATGTCCCTATATGATGATGAT 

TCATAATTAATGGCGACCGAGGGCAGCGTTGTGCTAGAAAGCAATGTATTAATATATGAG 

AGAGCTTCAGATAGCCAATACACCGGAATTTAGACTTTGACAGGATTGTGGCTTGTTCCA 

GTATAACTTATAATATATGTCAACCTTTGAGCAGGAAACCCAATGAAAATGCTTCATTAC 

ATATATACGATATGGAGAAGCATGAAAAATAACAGCGTGAGATGTTATCCATGTTGCAAG 

AACCTAGTAAAATGAATTCTGAATTTGCAAAAAGTCCATATTTCCACGTTCTCCTCTTCC 

TACAATTTTGCGAACGCCTGAACAACCATGCGGATTACCATTATTTATATO 

GCTACCTATGAAAAGCATAGACTTACTAACATTTTTTTTTTCAAA 

TGGATTAATATAGTGATAAAATGAAGGTTGAAATCGATTCT^ 

ACCCAGGCAGAGGTACCTTGTTTGTCCGTGGTGACTCCAAAATCTTCAGATTCCAAAACT 
CCAAATCTGCCTCTTTGTTCAAGCAAAGAAAGAACCCAAGAAGAATCGCTTGGACTGTCT 
TATTCAGAAAGCATCACAAGAAGGGTATCACCGAAGAAGTTGCTAAGAAGAGATCTAGAA 
AAACCGTTAAGGCCCAAAGACCAATTACCGGTGCTTCTTTGGACTTGATCAAGGAAAGAA 
GATCTTTGAAGCCAGAAGTTAGAAAGGCTAACAGAGAAGAAAAATTGAAGGCCAACAAAG 
AAAAGAAGAAGGCTGAAAAGGCTGCTAGAAAGGCTGAAAAGGCTAAGTCTGCTGGTACTC 
AAAGTTCTAAGTTCTCCAAGCAACAAGCTAAGGGTGCTTTCCAAAAGGTTGCTGCTACTT 
CTCGTTAA 

YGL031C, 155 aa (SEQ ID NO 92) 

MK\TCIDSFSGAKIYPGRGTLFVRGDSKIFRFQNSKSASLFKQRKNPRRI^ 
KGITEEVAKKRSRKTVKAQRPITGASLDLIKERRSLKPE^mKANREEKLKANKEK^ 
AARKAEKAKS AGTQ S SKF S KQQAKG AFQKVAATSR 

YGL032C, 764 bp, CDS: 501-764 (SEQ ID NO 93) 
CTCCCATATTTTTTTATTCACAGGCTAGACAATGGTAA 

GGATTACATTCGCACAATAGAATAAATGACTAATTTTCAAGAATTTGTTTCAACC 

GCATTCAGTTATTATAAGTTATTGTTTGATGGTAAAACTTCGCCATCACCGGTTGCTGCG 

TTTATTGCAAAATTACTGAAACCATGTAATTTCCGAATACGGTAATTACACGCAGTTTC 

AATTTGACATGCAAGTTTAACAAAAAAACTTCTGTCCGCATCTAAAGCTTAATTAAGGGA 

CTGTTTCATACCTTCAGATCCAATATACTGAATATCAGGCAATTGATTTCCCTTGTAAAT 

ATACAATATAAATAGTTGTAAGAAGAGGTGATATGTTAAGTTTCCATTTTGACGTATTCC 

TCATTCTAGAATGATTGTAAGCTCTCAACAGTCACTTGTGTGCCAAAATATTATACCTAC 

TTCATACATTTTCAATTAAGATGCAGTTACTTCGCTGTTTTTCA^ 

CTTCAGTTTTAGCACAGGAACTGACAACTATATGCGAGCAAATCCCCTCACCAACTTTAG 
AATCGACGCCGTACTCTTTGTCAACGACTACTATTTTGGCCAACGGGAAGGCAATGCAAG 
GAGTTTTTGAATATTACAAATCAGTAACGTTTGTCAGTAATTGCGGTTCT 
CAACTAGCAAAGGCAGCCCCATAAACACACAGTATGTTTTTTGA 

YGL032C, 87 aa (SEQ ID NO 94) 

MQLLRCFSIFSVIASVLAQELTTICEQIPSPTLESTPYSLSTTTILANGKAMQGVFEYYK 
SVTFVSNCGSHPSTTSKGSPINTQYVF 

. YGL043W, 1430 bp, CDS: 501-1430 (SEQ ID NO 95) 
TCGGGATGGTGGGTTGTTCTGTACCCCCGCATTCACACCGCTCTGCCTATTCATTTTATC 
GTTTTCGTCTTTTCTTTCAATGTATTGATAATTAACGTGTCTATGTG 
ATAGCCTTTCTTGTATATCCCTCTAACAATTATTACAAGTGTTT 

CTAGAAGTGACTCGGTTCTCTTAGGAAATTCTAAACGCAAGATTTCTCTTATGGTGATTG 
TAACAATTATGAGATACTTCACTAGCCCACCTTAACTTTACGGACCTTOT 
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TGCTTCGAATGACAACGCCTTTTTGATATA 

CAACTCTTACCCGCCCCACTGTGCTGATATGACCAAGTGATCACTCGATGATGGGACTAC 

GTATTGAAAAATATTGAATGAAAAATTACTCAAGCAGCAGAACATTCACAGTGTAGTCA 

TCCGCATAAGAGCATTCATCATGGATAGTAAGGAAGTACTGGTACATGTTAAGAATCTAG 

AAAAGAACAAAAGTAATGATGCTGCAGTTCTAGAAATCTTACATGTCTTGGATAAAGAAT 

TCGTCCCCACTGAAAAGTTACTGAGAGAAACAAAAGTTGGTGTGGAAGTCAAC^ 

AAAAATCCACTAATGTAGAGATCAGCAAACTCGTGAAGAAAATGATTAGCTCTTGGAAAG 

ACGCAATTAATAAAAATAAGCGTTCCAGGCAAGCACAGCAGCATCATCAAGATCATGCGC 

CAGGCAATGCAGAGGACAAGACAACTGTAGGTGAGTCCGTGAATGGTGTTCAACAGCCGG 

CCTCCTCCCAGTCAGATGCCATGAAACAAGACAAGTACGTCAGCACTAAACCAAGAAATA 

GTAAGAACGATGGTGTGGATACAGCTATATACCACCACAAATTACGTGATCAGGTACTAA 

AAGCACTCTACGACGTTTTGGCCAAGGAAAGTGAGCATCCACCTCAATCTATTTTGCATA 

CTGC AAAGGC C AT AG AAAGTG AAATG AAT AAAGTT AAC AACTGTG AC AC C AACGAAG C CG 

CTTACAAAGCCAGGTATCGTATAATTTATTCAAACGTCATATCAAAGAATAACCCAGATC 

TCAAACATAAAATTGCCAACGGTGATATAACACCTGAATTCTTAGCTACATGCGATGCCA 

AGGATCTGGCACCAGCGCCCTTAAAGCAAAAGATAGAAGAAATTGCCAAGCAAAACTTAT 

ACAACGCACAGGGTGCCACCATAGAAAGGTCAGTCACCGATAGATTTACATGTGGTAAAT 

GTAAAGAGAAGAAGGTATCTTACTATCAATTGCAAACAAGATCTGCGGATGAACCATTGA 

CCACTTTCTGTACATGTGAAGCATGTGGTAACAGATGGAAATTCTCTTAG 

YGL043W, 309 aa (SEQ ID NO 96) 

MDSKEVLVHVKNLEKNKSNDAAVLEILHVLDKEFVPTEKLLR^ 

I S KL VKKMI S S WKDAINKNKRSRQAQQHHQDHAPGNAEDKTTVGES VNGVQQ PAS SQ SDA 
MKQDKYVSTKPRNSKNDGVDTAI YHHKLRDQVLKAL YDVLAKE S EH P PQS I LHTAKAI E S 
EMNKVNNCDTNEAAYKARYRIIYSNVISK^ 

LKQKI EEI AKQNLYNAQGATI ERSVTDRFTCGKCKEKKVSYYQLQTRSADEPLTTFCTCE 
ACGNRWKFS 

YGL102C, 929 bp, CDS: 501-929 (SEQ ID NO 97) 

TGTTACGATCAACATTCTTGTCCGTAATCAGCATGGTAGTTAAACCCATTCTGTACATAT 

GGTCAGATATACTTTCGCATGGGTCAATACCATGGTCAACCCAACCAGTTCTTCTTTGCG 

TTTTC AAAAGTTGT AT AAT ATTC AAAAAC GCT AACTGAT AATTTGGGTG AGGTTTC GAAA 

GAATTGCCAAAATCTCCCTAGGTATATTATCTTCTGGCTTCCAGATGTTAACTGCAGTCA 

TTTTGTTTTTCCTGGTCTTTACCTCGAATAGGTTTTCTTC 

TTGGACCCTATGTTTATATATGGATTTTGAAAATCTTTT 

GGATCTGCCACTGGTAACTTCAAAATAGACAAGACGAAAAAACGGTGAAAATGGGTGATA 
GAAATAATACAGAAGTAGATGTTGAATTAGA1TAAACTGAAGATATATAATTTATTGGAA 
AATACATAGAGTTTTTGTTGATGCGCTTAAGCGATCAATTCAACAACACCACCAGCAGCT 
CTGATTTTTTCTTCAGCCAACTTGGAGACGAATCTAGCTTTG 

GG AATTCTACCCTTACCCAAGATCTTACCGTAACCGGCTGCCAAAGTGTCAATAACTGGA 
GCAGTTTCCTTAGAAGCAGATTTCAAGTATTGGTCTCTCTTGTCTTCTGGGATCAATGTC 
CACAATTTGTCCAAGTTCAAGACTGGCTTCCAGAAATGAGCTTGTTGCTTGTGGAAGTAT 
CTCATACCAACCTTACCGAAATAACCTGGATGGTATTTATCCATGTTAATTCTGTGGTGA 
TGTTGACCACCGGCCATACCTCTACCACCGGGGTGCTTTCTGTGCTTACCGATACGACCT 
TTACCGGCTGTACAAAAAAAATATTGTAA 

YGL102C, 142 aa (SEQ ID NO 98) 

MRLSDQFNNTTSSSDFFFSQLGDESSFDDNV^IWNSTLTQDLTVTGCQSVNNWSSFLRSR 
FQVLVS LVFWDQC PQFVQVQDWLPEMSLLL VEVSHTNLTEI TWMVF I HVNSWMLTTGHT 
STTGVLSVLTDTTFTGCTKKIL 

YGL103W, 1461 bp, exonl : 501-549, intronl : 550-1060, exon2 : 
1061-1461 (SEQ ID NO 99) 

AACAAGCTATAATATTGTTAAATATAGTTGATCAACAGCATTGTAATGATTACAAGAGAC 

GAGGTGGAATGAACCTTATGAAATGCGTATTATATATAAACTGTAATAAGAGCTAAGTTG 

AATTGAAATCTACGATACTTGATGTTGACATTATAGCACTAGTTCCCAGGAAACCCTTTC 

GAAAAACACAGCAAAAACAAGAGTACTGTAACCAATGTAACATCTGTACACCAGGGACCC 

ACACATTACCAAAATCAAAATTATTTTTCTAATGCCTGTTATTTTTCCT 

GGCGCGTGAATAGCCCGCAGAGACGCAAACAATTTTCCTCGCAGTTTTTCGCTTG 

TGCGTATTTTCCCAGATAGGTTCAAACCTTTCATCTGTATCCCGTATATTTAAGATGGCG 
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TTTGCTTTCTCCGTTGATTTTTTTCCTTCTTAG 

AATCATCCAACTAATCAAGAATGCCTTCCAGATTCACTAAGACTAGAAAGCACAGAGGTC 
ACGTCTCAGGTATGTAGTTCCATTTGGAAGAGGGAATGAAAGAACCAAGACGGTG 
TTTTTTAGTGTTGTGCAACCAATATGTC 
CAGCTAAGTGTACTCAACATATTTCTTTGTGTTTTGATTC 

CACTGTTGAGACGGCTTATTTGAGGTAATAGCTCGAGTAAATGTACTCTTCCATCGCAAA 

CTGAGCAAAAAGAAAGTGTGCATAGCCTTTGTCATACTTCTCCTTTATTATACCATGAT^ 

TTCAGAACAGTCATACTGTCTACTCATTTTACGGCTATAAAAGGTAACTTTCATTTAGAT 

TATGGAAAGCACTAATTATCGCTGTATCAAATGGTTGTAGAGAGCGCAATTATGAAAAAG 

AGTTACCACGTTTCTTTTGTTTCGATAAAATGTC 

TTTAAAAATTGTATTTCATTACAATATTTTTTTTG 

AAGCACAGAAAGCACCCCGGTGGTAGAGGTATGGCCGGTGGTCAACATCACCACAGAATT 
AACATGGATAAATACCATCCAGGTTATTTCGGTAAGGTTGGTATGAGATACTTCCACAAG 
CAACAAGCTCATTTCTGGAAGCCAGTCTTGAACTTGGACAAATTGTGGACATTGATCCCA 
GAAGACAAGAGAGACCAATACTTGAAATCTGCTTCTAAGGAAACTGCTCCAGTTATTGAC 
ACTTTGGCAGCCGGTTACGGTAAGATCTTGGGTAAGK^GTAGAATTCCAAATGTTCCAGTT 
ATCGTCAAAGCTAGATTCGTCTCCAAGTTGGCTGAAGAAAAAATCAGAGCTGCTGGTGGT 
GTTGTTGAATTGATCGCTTAA 

YGL103W, 149 aa (SEQ ID NO 100) 

MPSRFTKTRKHRGHVSAGKGRIGKHRKHPGGRGMAGGQHHHRINMDKYHPGYFGKVGMRY 
FHKQQAHFWKPVUn^DKLWTLIPEDKRDQYLKSASKETAPVII^LAAGYGKILGKGRI PN 
VPVIVKARFVSKLAEEKIRAAGGWELIA 

YGL130W, 1880 bp, CDS: 501-1880 (SEQ ID NO 101) 

TTTTGGTACTTGAATTTCTCGTTTCTAC 

GGAGTTTGGCTATTGCTACCCTTGGTCTO 

TGAACTAATTTAGTATCTATTTCCATTTCATTATAATTCACGTTTTTAGCAGCCTCTCTT 
CTTCTAGGTAATTGGAAATCTTCTTCTTTAGGCATAGCGTGACCAGCTGAAAGGCAGATG 
ATCTCAATATGTCCCGATAGGCCAATTTTGCCACCAGATAGTTC 

TAGTCCTTTTGAAAGCAATATCATAAAATATATATAGTTCTCCATGATGTTCGGGTCAGT 
CGCTCCGAAGCGTAACCTAGTATAATAAATAGTTCATTGCAGAAAATAACGAAAGAAATG 
GTGGAATACGATCTGTTATATCTAAACTAAAGCTAACTAACGGAATAAGCAAATACGAAT 
CGACCGCTAATTTAACAAATATGGTTTTAGCAATGGAAAGTAGAGTGGCACCGGAAATTC 
CTGGGCTCATTCAACCTGGGAATGTCACGCAAGACTTGAAGATGATGGTCTGTAAATTAT 
TGAATTCCCCAAAACCTACGAAAACATTCCCTGGTTCCCAGCCTGTGTCCTTTCAGCATT 
CTGATGTGGAAGAGAAGCTGCTTGCGCATGATTACTACGTTTGTGAGAAAACAGATGGTC 
TGCGGGTGTTGATGTTTATAGTGATAAATCCTGTGACGGGTGAGCAAGGATGCTTTATGA 
TTGATAGGGAAAATAACTATTATCTGGTTAATGGATTTA 

AGAAGAAAGAAGAGCTGCTAGAGACTCTTCAAGATGGCACCTTATTAGATGGTGAACTTG 

TCATACAAACTAACCCAATGACAAAATTACAAGAGTTGCGTTATTTAATGTTCGATTGTC 

TTGCTATCAATGGTAGATGTCTCACACAATCACCAACAAGTTCTAGACTAGCCCACCTTG 

GAAAAGAATTTTTTAAACCATACTTCGATTTAAGAGCAGCGTACCCTAATCGTTGTACTA 

CTTTTC CGTTCAAAATTTC C ATG AAAC AT ATGGATTTC AGTT ACCAATT AGT AAAAGTTG 

CTAAAAGTTTAGATAAACTACCACATCTTTCTGATGGTCTGATATTTACTCCTGTGAAGG 

CACCTTACACTGCCGGCGGAAAAGATTCATTGTTATTAAAATGGAAGCCAGAACAAGAAA 

ACACCGTGGACTTCAAATTGATTTTAGATATCCCAATGGTGGAGGATCCTTCTTTGCCTA 

AAGATGATCGGAACAGGTGGTATTACAATTATGACGTTAAGCCAGTTTTCAGCTTATATG 

TCTGGCAAGGCGGAGCTGATGTCAATTCACGTTTAAAACATTTCGACCAGCCT^ 

GGAAGGAATTTGAAATATTAGAAAGAACATACAGAAAATTTGCAGAGTTC 

ATGAGGAATGGCAAAATTTGAAGAACCTAGAACAGCCATTAAATGGTAGAATAGTAGAGT 

GCGCAAAAAACCAAGAGACTGGGGCGTGGGAAATGTTAAGATTCAGGGATGATAAGTTAA 

ATGGTAATCATACATCGGTGGTCCAGAAAGTTTTGGAGAGTATCAACGATTCAGTTTCAT 

TGGAGGACCTCGAGGAAATTGTTGGTGATATTAAAAGGTGCTGGGACGAGAGAAGAGCAA 

ATATGGCTGGTGGTAGTGGGAGACCACTACCGTCTCAAAGTCAAAATGCGACATTATCTA 

CCTCTAAGCCAGTCCATTCACAGCCCCCAAGTAATGATAAGGAGCCAAAATATGTAGACG 

AGGATGATTGGTCGGATTAG 

YGL130W, 459 aa (SEQ ID NO 102) 
MVIAIffiSRVAPEIPGLIQPGIWTQDLKMMV^ 
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LAHDYWCEKTDGLRVLMFIVINPVTGEQGCFMIDRENNYYLWGFRFPRLPQKKKEELL 

ETLQDGTLLDGELVIQTNPMTKLQELRYLMFDCIJVINGRCLTQSPTSSRIiAHLGKEFFKP 

YFDLRAAYPl^CTTFPFKISMKHMDFSYQLVKVAKSLDKLPHLSDGLIFTPVKAPYTAGG 

KDSLLLKWKPEQENTVDFKLILDIPMVEDPSLPKDDRITO^rYYNYDVK 

WSRLKHFDQPFDRKEFEILERTYRKFAELSVSDEEWQNLKNLEQPLNGRIVECAKNQET 

G AWEMLRF RDDKLNGNHT SWQKVLE S IND SVSLEDLEEI VGD I KRCWD ERRANMAGG SG 

RPLPSQSQNATLSTSKPVHSQPPSNDKEPKYVDEDDWSD 

YGL147C, 1076 bp, CDS: 501-1076 (SEQ ID NO 103) 

C AAT ATT AT AGTTACT AC CT ATTTG ATTATTAAGATC AAAAGT AATCC TTC ATCTCATAT 

CAAAAAGAAAGGTTTGTAAAAGAGCATTGGGCAGAGAGTATTTGTCCTGCGTATAGAGGA 

GAAAAAATTGTACTGATGCTAATTTTGGTGTCGTTCTTCTT^ 

TTTCCAGAAATGTTTGGGTTTATTTTTTAAT^ 

ATTTTGTCATTTCATTTTTCTGTGGAAAATTTC 

CAACATCCTCCCATCATCCCAATATTGGCATACACACACATGCAGCACAGCGGAACTGCG 
GAGGTCAGAGGCAATGTGGCAGAGACGCTGGCGCGCCTGTATTGTATAATAGTATATTTT 
ACACTCAATTCAATTTTTTGATATTAAATTAGTGTGTAAAAA 

CCCGTACCAGAAGTTCAATCATGAAATACATCCAAACTGAACAACAAATCGAAGTCCCAG 

AAGGTGTCACTGTCAGCATCAAGTCCAGAATCGTCAAGGTTGTTGGTCCAAGAGGTACTT 

TG AC C AAG AACTTGAAGC AC ATTG ATGTTAC CTTC AC C AAGGTC AACAAC CAATTGATC A 

AGGTTGCTGTTCACAACGGTGGCAGAAAGCACGTTGCTGCTTTGAGAACCGTCAAGTCTT 

TGGTTGACAACATGATCACTGGTGTCACCAAGGGTTACAAGTACAAGATGAGATACGTCT 

ACGCGCATTTCCCAATCAACGTCAACATTGTTGAAAAGGATGGTGCCAA 

TCAGAAACTTTTTGGGTGACAAGAAGATCAGAAACGTTCCAGTTAGAGATGGTGTTACTA 

TCGAATTTTCCACCAACGTTAAGGACGAAATTGTCTTGTCAGGTAACTCTGTCGAAGACG 

TTTCCCAAAACGCTGCTGACTTGCAACAAATCTGTCGTGTCAGAAACAAGGATATCCGTA 

AATTTTTGGACGGTATCTACGTTTCTCACAAGGGTTTTATTAC 

YGL147C, 191 aa (SEQ ID NO 104) 

MKYIQTEQQIEVPEGVTVSIKSRIVKWGPRGTLTKNLKHIDVTFTKVNNQLIKVAVHNG 
GRKHVAALRTVKSLVDNMI TGVTKG YKYKMRYVYAHF P INVN I VEKDGAKFI EVRNFLGD 
KKIRNVPVRDGVTIEFSTNVKDEIVLSOSrSVEDVSQ 
VSHKGFITEDL 

YGL213C, 1694 bp, CDS: 501-1694 (SEQ ID NO 105) 

AATCAAAACGATCGTTATACAATTCATTGAGGAACCTCTOTAGTCCGATCCGTCTTTCAT 

CGATCATTTCCGGATCATCATATCTTCTTTGCCACCTCCTGTCCAATACACCGGGCTTTT 

CAGGGAAGTCATATGGGATGGTGCTTCCTACATCTCTCTCC/^TCGTGTCTTCAGTTTCC 

AAAACTCGGAATACCTTTTGTAAAGGCGCTTGTTTC^ 

ACTTGGGGTTGATTTTAACATCGTCCACCTTGATTCTTAACTTT^ 

CAGAATTAGCTGCCATCAATATCAATTATCAACCCTTATATGACTTTATTGTTTTTC 

TTGTTGGCTAATTAATTGATACAAATCTTTAGGCGAAAAATAAAAAAAATATAAA 

GAAGGAAAAATTAGGCGATATTAAAACAAATCTAAAATAAAGACAAGAAACGAAAAAGAG 

GTTAATCAAGTATTGGAAAAATGTCCAAAGTGTTTATTGCCACAGCAAATGCAGGTAAAG 

CTCATGACGCTGATATTTTCTCGGTTTCTGCTTGCAATO 

GTGACGGTTACTTAAAGGTGTGGGATAATAAGCTGTTAGATAATGAAAATCCAAAAGATA 

AGTCATATTCTCACITTGTCCATAAGTCCGGATTGCACCATGTCGATGTC 

TTGAGAGAGATGCATTTGAATTATGCCTTGTTGCTACCACTTCATT 

TCTTCTATCGTATCACTAGAGAAGATGAGACTAAAAAAGTTATATTCGAGAAATTGGATC 

TTCTAGACTCAGACATGAAAAAGCATTCCTTTTGGGCATTAAAATGO 

ACAGACTACTTTCCCATAGGCTGGTTGCTACAGACGTCAAAGGGACCACTTACATTTGGA 

AGTTTCACCCGTTTGCAGATGAGTCAAATTCTTTAACACTAAATTGGAGCCCCACGTTAG 

AATTACAAGGCACTGTCGAATCGCCTATGACTCCAAGTCAATTTGCCACTTCTGTGGATA 

TCTCTGAACGAGGACTAATTGCCACAGGTTTTAATAATGGAACAGTACAAATTTCAGAAC 

TATCTACATTACGCCCGTTGTACAATTTTGAATCTCAGCATTCTATGATTAATAATTCGA 

ATTCCATCAGATCGGTGAAATTTTCTCCTCAAGGATCCTTATTAGCCATTGCTCACGATT 

CAAATTCATTTGGTTGCATCACTCTATATGAAACTGAATTTGGTGAAAGAATAGGCTCCT 

TATCCGTACCAACCCATAGCTCGCAGGCAAGTCTGGGTGAATTTGCACATTCTAGCTGGG 

TCATGAGTCTATCGTTTAATGATTCTGGTGAAACATTATGCAGTGCCGGATGGGATGGTA 

AATTGAGATTTTGGGATGTAAAAACAAAGGAAAGAATCACTACATTC 
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ATGATATTGAAATTGAAGAGGATATCTTAGCTGTTGATGAACATGGAGATTC 
AACCTGGTGTCTTTGACGTGAAGTTTTTGAAAAAAGG 
ATTTAAATGAAAGTTTATGCTGTGTTTGTTTAGATAG 
CTGGCGGTAAATAA 

YGL213C, 397 aa (SEQ ID NO 106) 

MSKVFIATANAGKAHDADIFSVSACNSFWSCSGDGYLKVWDNKLLDNENPKDKSYSHFV 
HKSGLHHVDVLQAIERDAFELCLVATTSFSGDLLFYRITREDETKKVIFEKLDLLDSDMK 
KH S FWALKWGASNDRLL SHRLVATDVKGTTYI WKFH PFADE SNS LTLNWS PTLELQGTVE 
S PMTPSQFATS VDI S ERGLI ATGFNNGTVQI SELSTLRPLYNFESQHSMTNNSNS IRSVK 
FSPQGSLLAIAHDSNSFGCITLYETEFGERIGSLSVPTHSSQASLGEFAHSSWVMSLSFN 
DSGETLCSAGWDGKliRFWDVKTKERITTLNMHCDDIEIEEDILAVDEHGDSLAEPGVFDV 
KFLKKGWRSGMGADLNESLCCVCLDRSIRWFREAGGK 

YGL235W, 1037 bp, CDS: 501-1037 (SEQ ID NO 107) 

CTGGTTCCAACCATATCTTATGGGAAGATCTATCAGGAAACCTTAGAATCTTAGCTTCGA 

TGGAGGGACAATAGCGGGGGCCTTTGATGGTCGTGTCCTGAATATGAATGGATTGATGCA 

AGTTATTGCGCAAAAAGTCGTGCATTTGAGGTGTGGTATGTGTGCCAAAGCAATC 

GCTTCGTGGGTTCGACTGACACGGTTTCATTCAGAAAACTCATAGGGACAGGCAACGCAT 

CTCCCTTCTGGACCTCCAGAGKTGCTGAAATCAATGGATTCCTTGGCCAGCCTAGCCGGAG 

TGCCTGTTTTCAAACGCCCTAACTGAAAGCCCACCTCATTTTGTAGAGTATTGCTGATCC 

CATATGTTGGCTGCTCGCCAATTCTTCCTGCTGCAATACGCTTGTCGCCGATGTGAATTT 

CTGCACTGAGAAACGTACCTGTAGTGATTATGACCTGATCTGCCCCAACCTGGGTACCGT 

CATCCAGAACCACACCTTTGATGACCTTGTGGCCACATCCGGGGTCATACAAGATCAAGT 

CAGCAACTTTGTTCTGCAGCAGAGACAAGTTGGGGTGTGCTTTCTTGTCGGAAAGTTCC^ 

TTTGCATGTATTTCTTATATAACTCTCTGTCTATCTGGGCTCTGGGCCCCCACACAGCAG 

GACCCTTGCTTCTGTTCAGCATTTTGAATTGCACTCCAGCGAGATCAGTTACTTTGCCCA 

TCAGCCCATCGAGAGCGTCGATTTCCTTTACAAGGATGCCCTTACCCACTCCACCAATAG 

AGGGGTTGCACGAACACTTACCAATATCTGTTAACGATGGTGTAATGAGAGTAGTATGCG 

CACCAGTCCTAGATGACGCAGCTGCAGCTTCGCAGCCTGCATGTCCAGCACCGATGACCA 

CGACCTGTGTCTTGGTTGTGGGTTGGAAGCTTGTCAAAGAAGATATGGTCAACCGCCTCC 

TGAGGACCTGTAAGGGAAATGAAGTACACGAAGACGCCAAGGTTGTTACACGCAGCATCG 

TTCTTTGGGGCGTTTAG 

YGL235W, 178 aa (SEQ ID NO 108) 

MTLWPHPGSYKIKSATLFCSRDKLGCAFLSESSLCMYFLYNSLSIWALGPHTAGPLLLFS 
ILNCTPARSVTLPISPSRASISFTRMPLPTPPIEGLHEHLPISVNDGVMRWCAPVLDDA 
AAASQPAC PAPMTTTC^WGWKLVKEDMVNRLLRTCKGNEVHE I VLWGV 

YGL260W, 731 bp, CDS: 501-731 (SEQ ID NO 109) 

TACCATGGAACACCGGTGATCATTCTGGTCACTTGGTCTGGGGCAATACCAGTCAACATG 
GTGGTGAAGTCACCGTAGTTGAAAACGGCTTCAGCAACTTCAACTGGGTAGGTTTCCGTT 
GGGTGGGCGGCTTGGAACATGTAGTATTGAGCCAAGTGAGCTCTGATATCAGAGACGTAG 
ACACCTAATTCAACCAAATTGACTCTTTCGTCAGACTGAGCTAGAGTGGTGGTTGCGGAA 
GCAGTAGCAGCGATGGCAGCGACACCAGCGGCGATTGAAGTTAATTTGACCATTGTATTT 
GTTTTGTTTTTTAGTGCTGGTATAAGCTTAACAGGAAAGAAAGAAA 

CAAAAGCATACAGTTGAAGCAGCTCTATTTATACCCGTTCCTCTATCAGTCATCACTACT 

TAAACGATTCGTTAACAGATGCTCATTTAGCACCTCACATATCCTCCATATCTCATCTTT 

CACACAATCTCATTATCACTATGGAGATGCTCTTGTTTCTGAACGAATCATACATCTTTC 

ATAGACTTCGTATGTGGAGTATTGTATTATGGCACTCATGTGTATTCGTATGCGCAGAAT 

GTGGGAATGCCAATTATAGGGTGCCGAGGTGCCTTATAAAACCCTTTTCTGTGCCTGTGA 

CATTTCCTTTTTCGK5TCAAAAAGAATATCCGAATTTTAG 

CTTATTGTTAA 

YGL260W, 76 aa (SEQ ID NO 110) 

MEMLLFLNESYIFHRIjRMWSIVLWHSCVFVCAECGNANYRVPRCLIKPFSVPVTFPFSVK 
KNIRILDLDPRTEAYC 

YGR085C, 1025 bp, CDS: 501-1025 (SEQ ID NO 111) 
TCCTTACTTTAGTCTATTATCAATATCTCTTCCCCCTCCTAAAT 
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TTTTTAATTGTGAAGGAACAATTCAAGTTAGAACTCTTTTGATAGGAAA 
GTGTAGCCTAATGTTTAATGCCTAATTTTTTTCTAAAATGCAGCAA 

GTCGTATAGACATCTATATATAACAAGCACAGAACCGTCTAATTGGTATTTTTCAGGACA 

TTTTAAACATCCGTACAACGAGAACCCATACATTACTTTTTTTAATATO 

CACCGCCTTCTTTTTATTTTTATCCGAAGATCTTTTGGAACCCGCTC 

GCTAGGATACCAAATTGAAACTTGGACATAACTCATCATTAAAGAAGTATACTGTTAAGA 

GAGGCATTCATTTCGTGTATTATAACGTTTAGCATCAGTTACCCTTGAAAGCCCAACATA 

TACAAAAATACGCGTCCAAGATGTCTACTAAAGCCCAAAACCCTATGCGTGATTTGAAGA 

TCGAGAAATTGGTCTTGAACATCTCCGTTGGTGAATCTGGTGACAGATTAACCAGAGCCT 

CCAAGGTTTTAGAACAATTATCTGGTCAAACTCCAGTTCAATCCAAGGCCAGATACACTG 

TCAGAACTTTCGGTATCAGAAGAAACGAAAAAATTGCTGTTCACGTTACCGTCAGAGGTC 

CAAAGGCTGAAGAAATTTTGGAAAGAGGTTTGAAGGTCAAGGAATACCAATTGAGAGACA 

GAAACTTCTCTGCTACCGGTAACTTCGGTTTCGGTATTGACGAACACATTGACTTGGGTA 

TCAAGTATGACCCATCCATCGGTATTTTCGGTATGGATTTCTATGTCGTCATGAACAGAC 

CAGGTGCTAGAGTCACTAGAAGAAAGAGATGTAAGGGTACTGTTGGTAACTCCCACAAGA 

CAACTAAGGAAGACACCGTCTCTTGGTTCAAGCAAAAGTACGACGCTGATGTGCTCGATA 

AATAA 

YGR085C, 174 aa (SEQ ID NO 112) 

MSTKAQNPMRDIiKIEKLVLNISVGESGDRLTRASKVLEQLSGQTPVQSKARYTVRTFGIR 
RNEKIAVHVTVRGPKAEEILERGLKVKEYQLRDRNFSATGNFGFGIDEHIDLGIKYDPSI 
G I FGMDF YWMNRPGARVTRRKRCKGTVGN SHKTTKEDTVSWFKQKYDADVLDK 

YGR118W, 1258 bp, exonl : 501-565, intronl : 566-885, exon2 : 
886-1258 (SEQ ID NO 113) 

AGCCATGTCGGTCGCACTAGACTTTTCTTCTCACTGTCACTTACCTGTTTGAAATCA 
CCTTTTTTTTTTTGCCATTCTTA^ 

TACCCTATATACACCCATACCCTATTTTTAAATATAAAAAGTAAACTTCATTTTGAAAGA 

CCACTCTGCATCAGCACGCGGGCTCTGGAAGGAAGAAATGACGTTTCGGCGGAATACCCT 

TTCAG AAGGTCTGCTCTTGTGGCTGGTTC ATGGGAGACACC C AGCGGAGCTC CTCCCGAG 

AAAGGCCCCTTCATCTCTGCCGATTGCTGACGGAAAGCAGTAGCGGAGGTTTGAGTTCTC 

TACGCCGAGAGTACACTGCCGTAATATCACAATGTTTCGACTAACGGTTACAGTACGTTA 

AATTAGATACTGCCTATGAATTGACATATTAGATAATGTCAAATTTTACAAAAACCTAAG 

ACAACAGGAAATAAACAAAGATGGGTAAAGGTAAGCCAAGAGGTTTGAACTCTGCTAGAA 

AGCTACGTGTCCACAGAAGAAACAAGTATGTTGACTATTTCAAAATTAAAAAAAACTATC 

AACCCCCTATTGTGATATCGTTTTAGGTGAAGGAAATGTTGTGAGCTCTGGAGTGATAAA 

TTTATCAAGTAACATATCCTGGCGCAAATCAGTTTGGAGAGGCTTAAAATGACACGTCAC 

AGTGATAAAAAGTAATGAATAGTGAACGGTCAGCTTCGGCCATTCTTCCCAATCTATAGT 

GTGGAAAATAAACCTTTTCTTCCCAAAATAACTCAGAAAGTCA 

CAACGGAATCATTTTTTTACTAACAGTTTTTTTTTATT 

CAACTACAAGAAGAGATTGTTGGGTACTGCCTTCAAGTCTTCTCCATTCGGTGGTTCTT 

TCATGCCAAGGGTATCGTCTTGGAAAAATTGGGTATCGAATCCAAGCAACCTAACTCTGC 

TATCAGAAAGTGTGTTAGAGTTCAATTAATCAAGAACGGTAAGAAGGTCACTGCTTTCGT 

TCCAAACGATGGTTGTTTGAACTTTGTCGACGAAAATGATGAAGTCTTGCTAGCAGG 

CGGTAGAAAGGGTAAAGCTAAGGGTGATATTCCAGGTGTTAGATTCAAGGTCGTTAAGGT 

CTCTGGTGTCTCCTTGTTGGCTTTGTGGAAAGAAAAGAAGGAAAAGCCAAGA 

YGR118W, 145 aa (SEQ ID NO 114) 

MGKGKPRGLNS ARKLRVHRRNNRWAENNYKKRLLGTAFKSS PFGGS SHAKGIVLEKLGI E 
SKQ PNS AI RKCVRVQL I KNGKKVT AFVPNDGCLNFVDENDEVLLAGFGRKGKAKGD I PGV 
RFKWKVSGVSLLAIjWKEKKEKPRS 

YGR142W, 1733 bp, CDS: 501-1733 (SEQ ID NO 115) 

GGACTACTTTACAGGGTAATGAATATTTGGGCGTTTTTCGCTATTTTAGCATGCTGTAGT 
GTATGTACTGTGCATCGTCATGTAGCACTATTTCAGCCGTATTTTTCTTTTTTTCTTTCG 
CACCGTCTGTGGTTGTAAAGTTACTGACACTTTTTTTTCTAGAAAGTTCCGGAAAATTGC 
GACACTCGGTGGAGCTCGAGAGTTGTATCCAGTTTTCTTGTTCGGCGATATTCCGAACCA 
GGTCGGGTTGGGCTAACAGCCGCCCAC^ATGGAAGAATTAAGAATTTCATAGAAGCCTTC 
AGTTCTTGGCGAAGTAAAGTGGCAAAACAAATGGAAGATCTATTGCATTACATATATAAA 
AGCATTAGAACAATCTTTTCTCATTGACAGGTATTCTCATTGCTCTATATATATTTTCTT 
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CTTCTTGAAAGAAATATCAGTATTACAATCATAACAACAACCAAAAGAAAATAACTAATA 

GACCCCATTACAATATAGAAATGTTTTCCATATTCAATTCACCATC 

TGCCATCTTTTAGTCAGCCCCTACATTCGCGTTATTTTGATTGCAGTTCT^ 

ATTATCCAGAATGTAAAAGGAGGAAAGCAATAAAAGCTAACCTAAGAGCTCCAAAAAAAA 

GCGATGCAAATTGTTCAGAACCTTTGAGGTATGCACTTGCTGAAAC^ 

CATTAAGCTTGTCTAAGCGGATTCCATATGAACTTTTTTCAAAGTA 

TAGGTGAGCTAAAGGAGAACCATTACAGACCAACTTACCATGTTGTCCAAGATTTTTTTG 

GAAACCAGTATTATGTTGAAGATGAAGCGGATGAAGATGCTCTATTGAGATCTGCATTGA 

AAGATCTGGATTTTAGAGCCATAGGAAAGAAAATTGCTAAGGATCTTTTCCAA 

AAATAGAATTGAATCATAGAGGTGATGAATTGAGCATATTGAGTAAGAAGGATAAAATC 

TTAAGGAATTCTCTCTAGACCAAGTGTTTGAAGATGTTTTTGTTAT^ 

AAAACATAGATGATGGCTCGAGAGAAAAATATGCACTTTTAAAGATTGGT^ 

ATGAGGAAGAAATTTCCGAAGGTGGCATCAACGAACCAAAGATGCCAATAATTGAATCCA 

AAATAGACGAGTCTCACGATGATGTTAACATGTCTGAATCTTTGAAGGAGGAAGAAGCGG 

AGAAAGCGAAAGAACCACTAACCAAAGAAGACCAAATAAAAAAATGGATAGAGGAAGAAA 

GATTGATGCAGGAGGAAAGCAGAAAATCAGAACAGGAAAAAGCTGCCAAGGAAGATGAAG 

AAAGGCAAAAGAAAGAGAAGGAAGCCAGATTGAAGGCAAGGAAAGAATCTTTGATAAATA 

AGCAAAAAACCAAGAGGTCCCAGCAAAAAAAATTGCAAAATTCCAAATCATTGCCTATCT 

C TG AG ATTG AGGC C AG C AAT AAAAAT AATAATAGC AATTCTGGTTC AGC AG AAAGTG AT A 

ATGAAAGTATAAACAGTGATTCTGATACGACTTTGGATTTCTCTGTGTCTGGTAATACAC 

TAAAAAAACACGCTTCACCCCTATTAGAAGACGTTGAGGATGAGGAAGTTGACAGATACA 

ACGAGTCCCTAAGCAGATCTCCCAAGGGAAACTCTATTATTGAGGAGATATAA 

YGR142W, 410 aa (SEQ ID NO 116) 

MFSIFNSPCVFEQLPSFSQPLHSRYFDCSSPVSYYPECKRRKAIKANLRAPKKSDANCSE 
PLRYALAETPNGYTLSLSKRIPYELFSKYVNEKLGELKENHYRPTYHVVQDFFGNQYYVE 
DEADEDALLRSALKDLDFRAIGKKIAKDLFQDYEIELNHRGDELSILSKKDKIFKEFSLD 
QVFEDVFVIGCGVENIDIXSSREKYALLKIGLVKHEEEISEGGINEPKMPIIESKIDESHD 
DVNMSESLKEEEAEKAKEPLTKEDQIKKWIEEERLMQEESRKSEQEKAAKEDEERQKKEK 
EARLKARKESLINKQKTKRSQQKKLQNSKSLPISEIEASNKNNNSNSGSAESDNESINSD 
SDTTLDF S VSGNTLKKHAS PLLEDVEDEEVDRYNES L SRS PKGNS 1 1 E E X 

YGR236C, 890 bp, CDS: 501-890 (SEQ ID NO 117) 

CAAAAAAGTTTTCGGATGAACCGGATTAATACAAGTAAAATCAGCAAAGATATAGAAGAC 
AAAATAAGCGTGAAAACAATCATAAACCACTCACAACGGGGGTTTTCAGCTGTTACTCCT 
CCATACATACATTTTGATAAAGATATAATGTTATATTTC 

TCGGTTTGCTCTATAGATTTCATCAGCCGCACCGAAAAGGGAGATCAATAAGGTACCCTT 

TAAAAGGGATAAGAAGCCTACATCACCCCAATAAATGGAGTAATGGCCAGCATTGGATGA 

AGAGAAGAATTACGGGATACTGGGATAACACTGTTAAAAAATGCTTCGCGACGTGAGGGT 

CTTCTTCATATAAATTGAACTGCCAAATCTCTTTCACATTATCCAGGATAGTTTGGAATG 

TGTGTTACTGAAGGATCAGAATCAATAAATACAATCAATACAAATATTTAGCGCATAAAA 

TTCAAACAAAGTTTACTGAAATGAAGTTAGATTCAGGAATATACTCAGAGGCACAAAGAG 

TTGTGAGAACTCCAAAGTTTAGATATATTATGTTAGGGCTGGTGG^ 

CGACCGCATACATGAGGAGAGGCTATACGGTTCCTGCACATAGCTTAGACAACATCAACG 

GCGTAGACACAACTAAGGCGTCTGTTATGGGTACAGAACAGAGAGCAGCTATGACGAAGG 

GTAAGAGTTTACAAGAGATGATGGATGATGATGAAGTAACGTATTTGATGTTCCTC 

ATCATGTAAGGGAATTTGTACTTGGTTCCCTC 

CATTTAATCATAGTACGACAAACGGGGAAGGGGATTGTGATTTTACATAA 
YGR236C, 129 aa (SEQ ID NO 118) 

MKLD SG I YS EAQRVVRTPKFRY IMLGLVGAAVVPTAYMRRGYTVPAHSLDNINGVDTTKA 
SVMGTEQRAAMTKGKSLQEMMDDDEVTYLMFLFNHVREFVLGSLHLCSLHFVFAFNHSTT 
NGEGDCDFT 

YGR277C, 1418 bp, CDS: 501-1418 (SEQ ID NO 119) 
AATCTTTGCGATTGAATTGCTGCACGAACATTAACATTAGTTC 

CAATATCTGGAATATCAGAATTTAGCAAGGCAATCAAAGCGGATAAAGCAGGGATTAGCC 
TGCCATTCTGTTTGTTCAGAGTAAAATCCACAACATTTTTACAAATTATGTTG 
TAAGTATATTGACTTGAAATAAGTCTCTGTGCGATTCCTGTAAGTTGTCCATTGTTAAAT 
TGGATATTATGGGTGAAACGTGTGACCTTATCATTTCCCAGTTTTCTCT 
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TGTCTTCATCCTGTATGGTAGCGGTAGA 

AGGTTTCTTACTCACAATGCCAAAATAAATATCAGTGTAATATAATTTTTC 

TAATGGAAAAAGATAAAAATAAGGACCGTCATAAAAAGAGACGTGATTAAACCTAAAAAT 

CTAAAGTAAAGAAGTGTAAGATGGTTGAGGAAAATTCCAGAGTTTTGATTC 

ATACACCGCCTAGlKXrTACTTTGCAGAGGATTATAGGGCAAACTATTCCGT^ 

AATGTCAAAGTCAACTAGACATCGTGATTGTACCTGAATTC^ 

ATTCTGCGCTAGGGAAGATGTACAGTATTACCAGGGATGTCCTTTTGGG 

TCAACAGCGGAATCAACATCATATTCAACAATATTCATTTCGTCGAGAGTAATTTGCAAT 

GGAAAGTGGTTTTATTGCCACAGGAATCCACTTTTGAAACTTGGAAGCTA 

AAGGACAATACCATAGTATAGAACATTATGCATTACACGATAATATAATGGAAGAGATAG 

AAG^TCCCAAAGATGCTAACAAATTTCATGTCACCGC^^ 

TTCACGATGGACATAAAATATTGTTGAGCGTCTCTACATTCATCACGTCACAAAGGTTAA 
TTTGTGGAATTACGTGCGATGAGCTCTTGCAAAACAAGAAATACAAAGAGTTGATTGAAC 
CTTATGATACACGATGCAGGCACGTACATCAATTCATCAAGTTGTTAAAACCGGATCTCT 
CCGTAGAACTAGTTCCCTTAAGGGACGTGTGCGGCCCCACAGGGAAAGTACCCGAGATAG 
AATGTTTAGTTGTGAGTAGAGAAACCGTCAGTGGGGCAGAGACTGTGAATAAGACTAGGA 
TTGAAAAAGGCATGAGCCCATTGGCAGTACATGTGGTTAATGTACTTGGAGGAAGGGAGG 
AAGACGK^CTGGAGCGAGAAGTTAAGCAGCACGGAAATCAGACGCCTACTTAAGTCCTCTG 
CTTCGCCAACGTGCACTCCACAAAACCCTTGCGTATAA 

YGR277C , 305 aa (SEQ ID NO 120) 

MVEENSRVLIVLPYTPPSATLQRIIGQTIPFLRECQSQLDIVIVPEFKTSFQLDSALGKM 

YSITRDVLLGYGMINSGINIIFNNIHFVESNLQWKVVLLPQESTFETWKLELGQGQYHSI 

EHYALHDNIMEEIEGPKIDANKFHVTAIjGGTFDHIHDGHKILIjSVSTFITSQRLICGITCD 

ELLQNKKYKELIEPYDTRCRHVHQFIKLLKPDLSVELVPLRDVCGPTGKVPEIECLVVSR 

EWSGAETVNKTRIEKGMSPI^VHVVNVLGGRE 

QNPCV 

YGR284C, 1433 bp, CDS: 501-1433 (SEQ ID NO 121) 

AGAGAGCCATCCGTAACTCTGCTAAGGAAGCTGACTACTTTGGTGATGCTGACAAGGCCA 
CCACGATTGACGAACAAGTTGGTTTGATCGTTGACAGTTTGAATC 

CCACCGCCGATAAGATCAAGGCCAATGCTGCTGGTGCCAAGGAAGTTTTGAAGGAATCTG 

CAAAGACTATTGTCGATTCTGGCAAACTACCATCCAGCTTGTTGTCCTACTTCGTGTGAA 

TACCGTAAGAAATGGAATAGAATATATACGAATGTATACGAATATTATAGAGAACGTTCT 

CTTTTATTTCTATAATGAATAGGTTCGGGTAACGGTTCCCTTTTTAGGTA 

ATGAGAGAAGAGGGAATAATGAGAAAGGCGAAAAATAAAGGACACCTTTAACGAAAGATC 

AAAGGTGTCCTTATTTACTTACAATAGCTGCAATTAGTACGACTCAAAAAAAGTGAAAAC 

AAAACTGAAAGGATAGATCAATGTCTTACAGAGGACCTATTGGAAATTTTGGCGGTATGC 

CAATGTCATCATCGCAAGGACCATACTCTGGCGGTGCACAATTCAGATCAAACCAGAACC 

AATCCACTTCTGGCATCTTAAAGCAATGGAAGCATTCTTTTGAAAAGTTTGCCTCC 

TTGAGGGGCTCACTGACAATGCAGTTGTTTATAAATTGAAGCCTTACATTCCAAGT^ 

C^GATTTTTCATTGTGGCCACCTTTTATGAAG 

CAGATCAAATTTTTTATCTGAATAAGTGGAAGCATTACCCATACTTCTTTGTCGTTGTGT 

TTCTAGTGGTTGTTACCGTTTCCATGTTGATTGG 

AAACCAATTATGCCACCGGTGTGTTATGTGCTTGCGT^ 

GX3TTGTTTACGGGTTCATCATTTGTCCTAAGAAACTTTAGTC 

TTGCATTCAGCGATTCAATTGTTCAAAACAAGACAACATTCGGTATGCTTCCTC 

ACAGCAAAAACGACAAAGCGAAGGGTTACCTGTTGTTTGCTGGTAGAAT^ 

TAATGTTTATCGCTTTCACTTTCAGTAAATCATGGTTTACTGTTGTTTTC 

GCACAATATGTTTCGCCATTGGTTACAAGACAAAATTCGCATCCATTATGTTGGGTTTGA 

TACTAACTTTTTACAATATCACGCTAAACAACTACTGGTTTTATAACAATACTAAGAGAG 

ATTTCTTGAAGTATGAGTTTTACCAGAACTTAAGCATCATTGGTGGGCTTC 

CTAATACTGGCGCTGK5TGAATTATCCGTTGATGAAAAGAAGAAGATTTACTAG 

YGR284C, 310 aa (SEQ ID NO 122) 

MSYRGPIGNFGGMPMSSSQGPYSGGAQFRSNQNQSTSGILKQWKHSFEKFASRIEGLTDN 
AVVYKLKPYIPSLSRFFIVATFYEDSFRILSQWSDQIFYIJynCWKH^ 

SMLIGASLLVLRKQTNYATGVLCACVISQALVYGLFTGSSFVLRNFSVIGGLLIAFSDSI 
VQNKTTFGMLPELNSKNDKAKGYLLFAGRILIVLMFIAFTFSKSl^TVVLTIIGTICFAI 
GYKTKF AS IMLGL I LTF YNITLNNYWF YNNTKRDFLKYEFYQNLS I IGGLLLVTNTGAGE 
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LSVDEKKKIY 

YGR285C, 1802 bp, CDS: 501-1802 (SEQ ID NO 123) 

CATTTAGTTCTGATTACAGCAGAAATCGTAGCGCGATGAGACATTTCATCAAATGGCCTT 
TTTTTTTTGGGCAATTTTTTTATATC 

CATTTCATTAAGAACTTGACTAAATATGAACATTTCTTAAAAAAAAGGTTGACATAT 

AATAATCGAATATAAACGATGGAATTTTTATAAAATTAAACACATATATATATATATATT 

AACTATAAATATGTCAAAGAAACCATACAATCATAGATTTATAACTATCTTTTGGATGAC 

ATTAATGAACATAACGCTCCTAATACAAATGTCCAAAAAATATTACCCGCAAATACGAAT 

CTTTTTTTTTTCTCGATGAAATTTTGC 

AGAGAAAATTTCATAAGGTTTTCCTACCGATGCTTTTATAAAATCTTC 

ATATACCAACAAGAGTAACGATGTTTTCTTTACCTACCCTAACCTCAGACATCACTGTTG 

AAGTCAACAGTTCCGCTACCAAAACCCCATTCGTCCGTCGTCCGGTCGAACCGGTTGGTA 

AGTTCTTTTTGCAACATGCTCAAAGAACTTTGAGAAACCACACCTGG 

GAATTGAAGCTGAAAAGAACGTCAAAACCGTTGATGAATCCAATGTCGACCCAGATGAGT 

TGTTATTCGACACTGAATTGGCCGATGAAGATTTACTGACTCATGATGCTAGAGACTGGA 

AAACTGCCGATTTGTATGCTGCTATGGGTTTGTCTAAGTTGCGTTTC 

GTCAAATCATCAAGGCTCACAGAAAACAAGTTGTCAAGTACCATCCAGACAAGCAATCTG 

CTGCTGGTGGTAGTTTGGACCAAGATGGCTTTTTCAAGATTATTCA 

CTTTGACTGATTCCAACAAGAGAGCTCAGTACGACTCATGTGATTTTGTTGCCGATGTTC 
CTCCTCCAAAGAAGGGTACCGATTATGACTTTTATGAAGCTTGGGGCCCCGTTTTCGAAG 
CTGAAGCTCGTTTTTCTAAGAAGACTCCTATTCCTTCTCTAGGTAACAAAGAT^CTTCCA 
AGAAGGAAGTTGAACAATTCTATGCTTTCTGGCACAGATTTGACTCCTGGAGAACCTTTG 
AGTTCTTGGACGAAGATGTCCCAGATGACTCTTCTAACAGAGACCACAAGCGTTACATTG 
AAAGAAAGAACAAGGCCGCAAGAGACAAGAAGAAGACTGCTGATAACGCTAGATTGGTCA 
AACTTGTTGAAAGAGCTGTCAGTGAAGATCCCCGTATCAAAATGTTCAAAGAAGAAGAGA 
AGAAGGAAAAGGAAAGAAGAAAATGGGAAAGAGAAGCCGGTGCCAGAGCTGAAGCTGAAG 
CTAAGGCCAAGGCCGAAGCTGAAGCGAAGGCTAAAGCTGAATCTGAAGCCAAGGCTAACG 
CCTCCGCAAAAGCTGACAAAAAGAAGGCTAAGGAAGCTGCTAAGGCCGCCAAGAAAAAGA 
ACAAGAGAGCCATCCGTAACTCTGCTAAGGAAGCTGACTACTTTGGTGATGCTGACAAGG 
CCACCACGATTGACGAACAAGTTGGTTTGATCGTTGACAGTTTGAATGACGAAGAGTTAG 
TGTCCACCGKZCGATAAGATCAAGGCCAATGCTGCTGGTGCCAAGGAAGTTTTGAAGGAAT 
CTGCAAAGACTATTGTCGATTCTGGCAAACTACCATCCAGCTTGTTGTCCTACTTCGTGT 
GA 

YGR285C, 433 aa (SEQ ID NO 124) 

MFSLPTLTSDITVEVNSSATKTPFVRRPVEPVGKFFLQHAQRTLRNHTWSEFERIEAEKN 
VKTVDESNVDPDELLFDTEIJ^EDLLTHDARDWKTADLYAAMGLSKIiRFRATESQIIKAH 
RKQVVKYHPDKQSAAGGSLDQDGFFKIIQKAFETLTDSNKRAQYDSCDFVADVTPPKKGT 
DYDFYEAWGPVFEAEARFSKKTPIPSLGNKDSSKKEVEQFYAFWHRFDSWRTFEFLDEDV 
PDDSSNRDHKRYI ERKNKAARDKKKTADNARLVKLVERAVSEDPRIKMFKEEEKKEKERR 
KWEREAGARAEAEAKAKAEAE^iCAKAE^ 

SAKEADYFGDADKATTIDEQVGLIVDSLNDEELVSTADKIKANAAGAKEVLKESAKTIVD 
SGKLPSSLLSYFV 

YHR010W, 1472 bp, exonl : 501-531, intronl : 532-1092, exon2 : 
1093-1472 (SEQ ID NO 125) 

GACTCGGACGGAACCGTCTCATATTATACGTTCAGTGAATATTTTTCACGGAAGAATGG^ 
AAGGGCCTCGAAAGACGTTAATGCATCCGTACACCTACATCTTTACATTTTTTGCTGTTG 
CACCTACACTGTTTTTTTTTTTTTCACCTTATGAGTCCTGTA 

AACAATATTCCAGGTGGAGTCCCGAGGCAGAATCAAGGCTGCGGAGAGAAGTTCCTCTCA 

AACTAATGGGAGTGATCCGCTCAGTTCTCCCATCACGACAGAACTGTCTGAGACAAAGTC 

TTTCCAGCAGAGTCCGCCTACGCTCTTGCTGCAGAGATTCGCCCGAAGGCAC^TTTCCTG 

AAATTCTTTTCACTAGTAAAGTGTTCGTTCATGTAAAACATACTGCCGTAGTTTTGAGCT 

AAAATTAAAGATATATTAGATTTTTAGAATTTCTTAGATAGTCTCAACGTGTTAAAACAA 

AAGCATAACCAAAGAAAAAAATGGCTAAGTTCTTGAAAGCTGGTAAAGTTGGTACGTATC 

ATTTTCAGTTTTTGGACATCAACAAAAAACCGTGCAACTGTGGT^ 

ATTAGCAGTTGATGTTGTATAATTTGAGTTTGAATTCGAGTATTGTATCTTC 

GTAGGGAGGAAAAAGCGTGGAGATGTTAGATCTGGGAAAAAACCTTTAAATTTGAA 

AGCTTATTAATAGAAATATTGGACAAAAAGATGAATGATTTAGGAGCGAAACTAACGATT 
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ATTCATATTCATTGAGCTATACGAGGCAG^ 

AGAAAAAAGCATCAATAGCCACCAAATAAGATGGTGAAAGTTCCGCGATATATTTGCTAA 

GACCATAGGCACATGTACGCAGK5CGACCAGGGCCTTTTATTTACTGTAG 

CCCTATTAAAAATTCGTGGGCCTATGATAATTTTTCTCTCCCTAGTATTC 

TTGAGAATTCGCCAAACTTTAAGAAGGGTTCACATTTACTAACTATTTC 

TTTTTTACACAGCTGTCGTTGTCCGTGGTCGTTACGCCGGTAAGAAG^ 

AACCACATGATGAAGGTTCCAAGTCTCACCCATTTGGTC 

AAAGATACCCATTGAAGGTCACCAAGAAGCACGGTGCCAAGAAGGTTGCTAAGAGAACCA 

AGATCAAGCCTTTCATCAAGGTCGTCAACTACAACCATTTATTGCCAACCAGATACACTT 

TAGATGTTGAAGCTTTCAAATCCGTTGTTTCTACTGAAACTTTCGAACAACCTTC 

GTGAAGAAGCTAAGAAAGTCGTCAAGAAGGCTTTCGAAGAAAGACACCAAGCTGGTAAGA 

ACCAATGGTTCTTCTCTAAGTTGAGATTTTAA 

YHR010W, 136 aa (SEQ ID NO 126) 

MAKFLKAGKVAVVVRGRYAGKKVVTVKPHDEGSKSHPFGHALVAGIERYPLKVTKKHGAK 
KVAKRTKIKPFIKVVNYNHLLPTRYTLDVEAFKSVVSTETFEQPSQREEAKKVVKKAFEE 
RHQAGKNQWFFSKLRF 

YHR021C, 1299 bp, exonl : 501-503, intronl : 504-1053, exon2 : 
1054-1299 (SEQ ID NO 127) 

TTACTTACGTCTATTATAACCTTCCGCGTAAAAAAGAAATATTGACATCCTTTCTTGTAT 
TTAGCCCATACATTTTCACCCATGCACCATTGGATTATAAAGAAAAAAATTTAATAAAAA 
TCTGCCGGGGAAATTTCAGAAGAAAAAAGGAAGGTGTGTTCGCATTTAACACGGGCCACC 
ATAAACTTTTGTTTGCCACCCATCTAGACGGGATCCGCCCCGCCCAAGGCTCTCTTCCTC 
TAGCTAGGCAATGTGGCTCTCGGAAAGGAAACTCCCACCAGGACGTGGTGGGAAATGCAG 
CAATTCCCCTCTGCTTCCCGCTGACCTTTCTTGGGCCCAGTTTAGTAAGTATGCTCTCAT 
CTTTCATGTGTGCTGT/^CTTGCAAGTCATTAACACTATCTATAATTGATATTAGACGTT 
AAAAGTTCTATATAGCATTTGCTTTTATTTAGAG 

TGCATATATATTAGATCAATATGGTATGTGAAAGAGATATTAAACATAAGATGTGAAGGA 

AACAGAAGAGAACAATATTTGAGGAATGAATTCGGATGAAATTCTAGTAGAAGAAAAAAG 

CCTAAAATAAAAAGAAAGAAAGGAAAATAAAGCAGTAATCAACCTCTGACATTTGATAGG 

AGTATGCGTTTCCGCAAAATCAACAAATCATGCATTAAACTGGTAACGGAGACTTTAAAG 

ACGTGCAAAGAAAGCAATTAATTTTTAGATAGGGAATTGAAAGGCTCTGTATAGCAGAAA 

ATTTGAGATCTACTGTGGAGATAAGCATATGGTGTTGAGTTATGGGTAATCTAACAATAA 

TAGAAACTTATAGCAGTTGAAGATGGCGGATCATGATGCCGGATACTGCTGGGTAATGAT 

TTATCCTTCTTTTTTTGGAGCACAAATGCTC 

ATGTATCCTACCCAACCCTACAGTTTTCAAATTACTA^ 

CTTTCGTTTTCGTTTCTATTTATTTCATTACAGGTTTTAG 

ACTGCTGCTTCTGAAGCCAGAAAGCACAAGTTAAAGACTTTGGTTCAAGGCCCAAGATCC 
TACTTCTTGGATGTCAAATGCCCAGGTTGTTTGAACAT^ 

CAAACTGCTGTCACTTGTGAATCATGCTCTACTGTCTTATGTACTCCAACCGGTGGTAAG 
GCCAAATTATCTGAAGGTACTTCTTTCAGAAGAAAGTAA 

YHR021C, 82 aa (SEQ ID NO 128) 

MVLVQDLLHPTAAS EARKHKLKTLVQG PRS YFLDVKC PGC LNITTVF SHAQTAVTCE S C S 
TVLCTPTGGKAKLSEGTSFRRK 

YHR141C, 1262 bp, exonl: 501-504, intronl: 505-945, exon2 : 
946-1262 (SEQ ID NO 129) 

TAAAACATGGCATTTTAAATAGTACTGCCAAAATTTAATGCAATGGCAATTAGTTGGCTA 
TGTTGCTACATATTATTTTCCATAGCATTCTCTGTCACAAACTTCAAAATAAAAGACAGT 
GACATCCGAACATCCGATACACCCATACATCATGAAAATAAATCCTGACATTGGAAGAAG 
TCTTGATACAAAAAAAGATCGCTGTCAAAAATGCGGCCAGACTGCCGCTGCATCGTACCA 
ACAGTGCGTATGTTCAGACGGAGAGACGACCTCTAGAGAGACGTCCGTCGGTGCGGCAAC 
GCTGACGGTTTAGTTGTTCGACGGGATGATGGGTTCCC^ 

ACCAAGAGAGGTAAAATTATTCGTCGAAATGAACTCAGAGATACATCCATATTGTTGACA 
ATGTATATCTTAATTGATGTGGTATTTTCACTGTTTTAACGTA 

CAAAAAAACAATCAGTAATAATGGGTATGTGGACGATTAGGAATAGACAAACCATGTTAT 
TTATCTCCATTAGGGCGTGAGAGTGTAATTAGTACACAGGTACTACTAGAATGCTAAAGA 
ACTTTTTAAAATATCCTGAATCGTAGGGCAAATCCATGTCAAGCAAGAAACTAATAGTTA 
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TTAAACTTCATTTACTTTTGAGCTAGTTAAATATTTTCATC 

ACCTGAATGATACTTTTATTGGCCCTTTTAATAAGAACTCTGGTTAG 

GATATCATTAGTAATACTCATTAGATATTTGTGAATTTAGCCGTTTCCCCATTACAGA^ 

AAAGATACAACTAATTACATGTGCAGTCAAATTACTTTTTTTTTAAGATCAATO 

AATCAACTATCATGCTAAATTTGCTGTGATATCATTTTGAACCAGTTAACGTCCCAAAGA 

CCAGAAAGACCTACTGTAAGGGTAAGACCTGTCGTAAGCACACTCAACACAAGGTTACTC 

AATACAAAGCTGGTAAGGCTTCCTTGTTCGCTCAAGGTAAGAGACGTTATGACCGTAAAC 

AATCTGGTTTC(^TGGTCAAACCAAGCCTGTTTTCCACAAGAAAGCTAAGACTACCAAGA 

AG^TTGTTTTGAGATTGGAATGTGTCAAATGTAAGACTAGAGCCCAATTAACCTTGAAGA 

GATGTAAGCACTTCGAATTGGGTGGTGAAAAGAAGCAAAAGGGTCAAGCTTTGCAATTCT 
GA 

YHR141C, 106 aa (SEQ ID NO 130) 

M\^VPKTWCTYCKGKTCRKHTQHKVTQYKAGKASLFAQGKRRYDRKQSGFGGQTKPVFHK 
KAKTTKKVVLRLECVKCKTRAQLTLKRCKHFELGGEKKQKGQALQF 

YHR217C, 962 bp, CDS: 501-962 (SEQ ID NO 131) 

CATCGCTTGATTTCCGGCCTGCAAAAATAAAGTAGTCGGTACGTACTTTCGTTTTCAATT 

TCCATGGTGCACAGTATCTTAACTATCTGCTTAGTCGAGGAGAACCAGGATTCTGTTCGT 

TGCTCAGCCGCTTCGTGGATATTCTCTTGGATACTTTAAACATGGACCTACGTTCCGCTC 

TCGAAAAGACCAATATAATAAAAAGTTATAAATTACATTTCCTTATTAGGTATACGACCT 

CGCGCTTCGAAGTAGAGGAGCCCTTTTTGGCGTACCTACATATGGCGCGTCAGACAGACA 

AACTTCCCCCAAAAATGTATTACCCCGCCGAATAAGAAAACAGACCCATTCACCCACGAC 

GTATCAAGTTACTTCCTTGGTGCAATGTCCCACTATAAAAAAATTCCTTGACGCTAGATC 

GTTGGACTAAAATCTGCGTCACAATCGCCTAAACAGGAAATATTGCCTATTTTCGTACAA 

GGTTACTTCCTAGATGCTATATGTCCCTACGGCCTTGTCTAACACCATCCAGCATGCAAT 

ACAGTGACATATATATACACACACCACACCCACACCCACACCCACACCCACACACACCCA 

CACACACACACCCACACACACCCACACCCACACCACACCCACACCCACACACACCACACC 

CACACACCACACCCACACCCACACCACACCACACCCACACACCACACACCACCCTATCTA 

ACCTGTCTCTTAACCTACCCTCACATTACCCTACCTCCCCACTCGTTACCCTGCCCCACT 

CAACCATACCACTCCCAACCACCATCCATCTCTCTACTTACTACTACCATCCACCGCCCA 

TCATAACCGTTACCCTCCAATTACCCATATCCAACTCCACTACCATTACCCTGCTATTAC 

CCTACCATCCACCATGTCCTACTCACTGTACTGTTGTTCTACCCTCCATATTGAAACGTT 
AA 

YHR217C, 153 aa (SEQ ID NO 132) 

MSLRPCLTPSSMQYSDIYIHTPHPHPHPHPHTPTHTHPHTPTPTPHPHPHTPHPHTTPTP 
TPHHTHTPHTTLSNLSLNLPSHYPTSPLVTLPHSTIPLPTTIHLSTYYYHPPPIITVTLQ 
LPISNSTTITLLLPYHPPCPTHCTWLPSILKR 

YIL112W, 3752 bp, CDS: 501-3752 (SEQ ID NO 133) 

ttccatagggcttattttccagttgatggaatggg 

cgtgcaagccaacagttatagaaaagtaccgtgagagagaaaaaaaaaaaagatatagca 

ttcaatgaggctttattgaggggcacgatgctctttttttcttctc 

ttccgtatttcttcgctttgtttcatgctctgttctgagcttttagtto 

agccttttccaaatcaaggctcaggaagtgactcgtccttagt^gaacaaggtttggatt 

tggtagggttcttgtacgaagttctcaatataatttgcgcatttactc 

tagtttattccgggtaacaagttttcttc 

ctatgtagtaagttacacaaagcaacaaaggatattattatatgtgacagagaagaattg 
ctgtagagattcatgacaatatgaatgagactactacaaaacagccgctaaagaaaaggt 
ccctgacx:agctatctttcaaacgtga(x:acgagacgggaggagctggaaaagatttcta 
aacaagaaacatccgaagaggaagatactgccggcaagcatgaacaaagggaaacactgt 
cggaagaagtaagtgataagtttccagaaaatgttgcatcgtttcgctcacagactacaa 
gcgttcatcaagccacccaaaataacctgaatgcaaaggaatccgaagacctggcccata 
agaatgatgcgagttcacacgaaggagaggttaatggggacagccgtccggacgatgttc 
ctgaaacgaatgaaaaaataagccaagcaatacgagcgaaaatttcgtcatcatcatcat 
cacccaatgtacgtaatgttgatatccaaaaccatcaacctttttcgagagaccaacttc 
gagcgatgttgaaagaaccaaaaaggaaaactgttgatgatttcatagaagaagagggtt 
tgggagctgttgaagaagaggatttaagtgatgaggtacttgaaaaaaatacaacagaac 
cagaaaatgtggaaaaagatatagagtatagcgactcagataaggacacagacgatgtgg 
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GAAGCGATGATCCCACGGCACCCAACTCACCAATAAAACTTGGTC^ 

GAGGTGACCAACTTGATGCAACAACAAGTTCCATGTTTAATAACGAATCAGATTCTGAAT 

TATCAGATATCGATGATAGCAAGAATATTGCTTTATCCAGTAGCCTATTTAGAGGCGGTT 

CTTCACCTGTGAAAGAGACAAACAACAACCTTTCAAATATGAATTCTTCACCAGCACAAA 

ATCCAAAAAGGGGTTCTGTCTCCAGGAGTAATGATAGTAACAAGAGTTCTCATATAGCTG 

TTTCCAAGCGCCCCAAACAGAAGAAGGGCATATATAGGGATTCTGGTGGTAGAACAAGAC 

TACAGATTGCCTGTGACAAGGGCAAATATGATGTAGTCAAAAAGATGATTGAA 

GTTACGATATTAATGACCAAGACAATGCTGGTAATACAGCATTGCATGAAGCGGCGTTGC 

AAGGTCATATTGAGATTGTGGAACTGTTGATAGAAAATGGTGCAGATGTAAATATCAAGT 

CTATTGAAATGTTCGGCGATACTCCCTTGATCGATGCT^ 

TTGTCAAGTATCTTCTTAAAAACGGTGCGGACCCAACTATACGTAACGCTAAAGGGTTAA 
CTGCGTTTGAATCTGTCGATGATGAATCTGAATTTGATGATGAAGAAGACCAAAAGATTT 
TGCGTGAAATAAAAAAAAGGTTGAGTATAGCCGCTAAAAAATGGACTAACAGAGCAGGAA 
TTCATAATGACAAATCTAAAAATGGCAATAATGCTCACACAATAGATCAGCCACCTTTTG 
ATAATACCACAAAAGCCAAAAACGAAAAGGCCGCTGACTCACCTTCAATGGCTTCCAATA 
TTGATGAGAAAGCTCCGGAAGAGGAATTCTATTGGACAGATGTTACTTCTAGAGCGGGAA 
AAGAAAAACTGTTTAAAGCTTCGAAGGAGGGACATTTACCATACGTTGGTACGTATGTAG 
AAAATGGTGGTAAGATAGACTTAAGGTCATTTTTCGAAAGCGTTAAGTGTGGCCATGAAG 
ATATTACAAGTATCTTTTTGGCATTCGGATTTCCCGTAAATCAAACTTCAAGGGATAATA 
AAACATCCGCTTTAATGGTAGCTGTAGGTCGTGGCCATCTTGGAACTGTTAAACTGCTAT 
TAGAGGCAGGTGCAGATCCAACCAAAAGAGATAAAAAGGGTCGTACCGCTTTGTACTATG 
CCAAAAACAGCATAATGGGAATAACAAACAGTGAAGAAATTCAATTGATTGAAAATGCTA 
TAAATAACTATTTGAAGAAGCACTCTGAAGATAATAATGATGATGATGATGATGATGATA 
ATAATAATGAAACATATAAACATG7VAAAAAAGAGAGAGAAAACGCAATCACCCATATTAG 
CAAGCCGAAGAAGTGCCACTCCTAGAATTGAAGACGAAGAGGACGATACGAGGATGCTCA 
ATCTGGCAGACGATGACTTTAATAACGATCGTGATGTCAAGGAATCTACAACTTCGGATT 
CGCGCAAGAGATTGGATGACAATGAAAATGTTGGTACTCAATACTCATTGGACTGGAAAA 
AACGTAAAACAAATGCCTTGCAAGATGAAGAAAAATTAA7UWVGTATCTCACCACTCTCTA 
TGGAACCTCATTCTCCAAAGAAGGCAAAATCTGTAGAGATAAGTAAAATACATGAAGAAA 
CGGCTGCTGAAAGAGAAGCAAGACTCAAGGAAGAGGAAGAATACAGAAAGAAAAGATTAG 
AAAAGAAAAGAAAAAAAGAACAGGAACTACTACAAAAGCTGGCCGAAGATGAGAAAAAAA 
GGATCGAAGAACAGGAGAAGCAGAAAGTCTTAGAAATGGAAAGATTGGAAAAAGCTACTT 
TAGAGAAAGCAAGAAAAATGGAAAGGGAAAAAGAAATGGAAGAAATCTCTTATAGAAGGG 
CAGTAAGKX3ACTTATATCCGTTAGGACTGAAGATTATTAACTTCAACGATAAACTTGATT 
ACAAAAGATTTTTGCCGCTATATTATTTTGT^^ 

ACTTGCAAGTAATGATATTGTTGAAGGATATCGACTTGCTCTCAAAGGACAACCAACCAA 

CTTCTGAGAAGATTCCCGTCGATCCCTCGCACCTGACTCCATTGTGGAATATGTTGAAAT 

TCATTTTCCTGTATGGAGGTAGTTATGATGATAAAAAGAACAACATGGAAAATAAAAGAT 

ATGTTGTAAACTTTGATGGGGTTGATTTGGACACAAAGATTGGGTATGAGCTTTTGGAGT 

ACAAAAAATTTGTTAGTTTGCCCATGGCGTGGATTAAATGGGATAACGTTGTT 

ACCACGCAAAAAGAAAAGAAATTGAAGGAAATATGATTCAAATATCAATAAACGAATTTG 

CACGATGGAGAAACGATAAGCTGAACAAAGCGCAGCAGCCGACGCGCAAACAGCGTTCTC 

TAAAAATACCTCGAGAGTTACCGGTTAAATTTCAACACCGTATGAGCATATCCTCCGTCC 

TCCAGCAGACATCCAAAGAACCATTTTGGTAA 

YIL112W, 1083 aa (SEQ ID NO 134) 

Ml^TTTKQPLKKRSLSSYLSNVSTRREELEKISKQETSEEEDTAGKHEQRETLSEEVSDK 

FPEWASFRSQTTSVHQATQNNLNAKESEDLAHKNDASSHEGEVNGDSRPDDVPET^ 

SQAIRAKISSSSSSPNVRNVDIQNHQPFSRDQLRAMLKEPKRKTVDDFIEEEGLGAVEEE 

DLSDEVLEKNTTEPENVEKDIEYSDSDKDTDDVGSDDPTAPNSPIKLGRRKLVRGDQLDA 

TTSSMFNNESDSELSDIDDSKNIALSSSLFRGGSSPVKETNNNLSNMNSSPAQNPKRGSV 

SRSNDSNKSSHIAVSKRPKQKKGIYRDSGGRTRLQIACDKGKYDVVKKMIEEGGYDINDQ 

DNAGNT ALHEAALQGH I E I VELL I ENG ADVNI KS I EMFGDT PL IDAS ANGHLDWKYL LK 

NGADPTIRNAKGLTAFESVDDESEFDDEEDQKILREIKKRLSIAAKKWTNRAGIHNDKSK 

NGNNAHTIDQPPFDNTTKAKNEKAADSPSMASNIDEKAPEEEFYWTDVTSRAGKEKLFKA 

SKEGHLPYVGTYVENGGKIDLRSFFESVKCGHEDITSIFLAFGFPVNQTSRDNKTSALMV 

AVGRGHLGTVKLLLEAGADPTKRDKKGRTALYYAKNS IMGITNSEEIQLI ENAINNYLKK 

HSEDNNDDDDDDDNNNETYKHEKKREKTQS P I LASRRS ATPRIEDEEDDTRMLNLADDDF 

NNDRDVKESTTSDSRKRLDDNENVGTQYSLDWKKRKTNALQDEEKLKSISPLSMEPHSPK 

KAKSVEISKIHEETAAEREARLKEEEEYRKKRLEKKRKKEQELLQKLAEDEKKRIEEQEK 
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QKVLEMERLEKATLEKARKMEREKEMEEI S YRRAVRDLYPLGLKI INFNDKLDYKRFLPL 

YYFVDEKNDKFVLDLQVMILLKDIDLLSKDNQPTSEKIPVDPSHLTPLWNMLKFIFLYGG 

SYDDKKNNMENKRYWNFDGVDLDTO 

IEGNMIQISINEFARWR1TOKLNKAQQPT 

PFW 

YIL115C, 4883 bp, CDS: 501-4883 (SEQ ID NO 135) 

TTTCAATGCGCTACAACTGACTGAACCAGTCCACAAA 

GCCCTGAGAGATTTTATTTTCTTATAAATTTTACTAAA 

AGTTTTTTTTTTTTCTGACGTTTC 

GGTGGGAGGGGACATCGCAACTTTTATCGTGACCTACGACCAGTGTTT^ 

GATCAAAAGAGAAAAAAAGACAAAGGACCGAAGGATAGTTGCACGCATAAACTGGAGAAA 

AAATTGTGTTTGACATCGGCGTTTAGGCTTGTTTGTTOT 

ACCAATTCATATTTCTCAGGTTAATTTGTCTCCTCTCCAACTTCAATAACGATTTT 

GAAGGTTTAATTTCATTATTGCAATTTTAGCAGAGAAACGCACATAAATATATATATATT 

GATTACAGAACCATTATAACATGTCTTCTTTGAAGGATGAAGTACCCACTGAGACTTCCG 

AAGACTTCGGTTTTAAGTTTTTAGGTCAAAAACAAATTCTACCT 

TGCCATTTGCATCTCTACAAAATCTCGATATTTCAAACAGTAAGTCTTTAT^ 

CCTCTGGTAGTAAGGCGGTGGTCGGCGAATTACAATTACTGAGAGATCATATCACCTCCG 

ACTCTACTCCGTTAACGTTCAAGTGGGAGAAAGAAATCCCAGATGTAATATTTGTGTGCT 

TTCATGGTGATCAGGTTTTGGTTTCAACCAGAAATGCATTATATTCGTTAGACTTG 

AATTGAGTGAATTTCGAACGGTCACTTCTTTTGAGAAGCCAGTTTT 

TTAATAACACTTTAGTAATTTTAAATTCAGTCAATGATTTATCAGCACTGGATTTAAGAA 
CAAAATCGACTAAGCAACTGGCACAAAACGTTACCTCTTTTGATGTCACAAATTCGCAGT 
TAGCAGTTCTACTAAAAGATAGAAGTTTTCAAAGTTTTGCATGGCGAAATGGCGAAATGG 
AAAAACAATTTGAGTTCTCTCTACCGTCAGAATTAGAAGAGCTTCCAGTAGAAGAATATT 
CCCCTTTGAGTGTTACCATTCTCTCTCCACAGGA 

TATCAGAGACCGATGACGAAGTTTCATACGATCAAAAAATGTACATTATAAAGCACATAG 

ACGGCAGCGCCTCATTTCAAGAAACTTTTGATATTACACCTCCATTCGGGCAAATAGTAA 

GGTTCCCATATATGTACAAAGTTACCTTGTCTGGTTTAATTGAACCTGATGCAAACGTAA 

ATGTGCTAGCATCATCATGTTCAAGTGAAGTAAGTATATCGGACTCGAAACAAGTTATTG 

AACCTTCCCAGGATTCTGAACGAGCAGTATTGCCCATCAGTGAGGAAACAGATAAGGACA 

CAAATCCAATAGGTGTGGCAGTTGACGTCGTTACTTCAGGCACTATTCTAGAACCTTGTT 

CCGGTGTTGATACGATAGAGCGATTGCCGCTCGTTTACATATTGAATAACGAAGGTAGCT 

TACAGATAGTCGGGTTGTTTCATGTGGCAGCAATCAAAAGCGGCCATTATAGCATAAATC 

TGGAATCTTTAGAACATGAGAAATCTCTCTCTCCTACATCAGAAAAAATTCCTATTGCTG 

GACAGGAGCAGGAAGAAAAAAAGAAAAATAATGAATCAAGTAAGGCTTTATCAGAGAATC 

CTTTCACATCAGCAAATACATCAGGCTTCACTTTTCTTAAAACACAACCAGCCGCTGCCA 

ATAGCCTGCAGTCTCAAAGTTCTTCAACCTTTGGTGCTCCCTCATTTGGATCATCCGCAT 

TTAAAATTGACTTGCCATCAGTCTCATCTACCAGTACTGGTGTAGCGTCCAGTGAACAAG 

ACGCAACAGATCCTGCTTCTGCTAAGCCAGTATTCGGCAAACCCGCGTTCGGAGCTATTG 

CCAAAGAACCGTCAACATCAGAATATGCCTTTGGCAAGCCATCTTTTGGTGCTCCCTCCT 

TTGGCTCTGGAAAGTCATCTGTTGAATCGCCTGCCTCCGGATCTGCCTTTGGTAAGCCC^ 

CTTTTGGTACTCCTTCCTTTGGCTCTGGAAATTCATCTGTTGAGCCG 

CTGCATTTGGTAAGCCCTCTTTTGGTACTCCTTCCTTTGGCTCTGGAA 

AGCCGCCTGCTTCCGGATCTGCCTTTGGTAAGCCCTCTTTTGGTACATCTGCATTCG 

CTGCATCAAGTAACGAAACTAACTCTGGATCCATATTTGGAAAGGCTGCATTTGGTTCAT 

CATCTTTTGCACCCGCCAACAATGAACTTTTCGGATCAAACTTTACTATTTCAA7VACC 

CAGTTGACAGKZCCAAAGGAGGTAGATTCAACGTCACCTTTCCCATCTTCTGGCGATCAAA 

GTGAAGATGAGTCTAAGAGTGATGTAGACTCTTCTTCGACACCTTTTGGTACGAAACCTA 

ACACCTCTACGAAACCAAAGACCAATGCCTTTGATTTTGGGAGTTCTTCCTTTGGATCTG 

GATTTTCAAAGGCTCTGGAATCTGTTGGTTCCGATACAACTTTTAAATTCGG 

CTTCACCTTTCTCTTCACAGTTAGGAAACAAATCACCATTCAGTTCCTTCACAAAAGATG 

ATACTGAAAATGGATCTTTAAGTAAGGGCTCTACCAGTGAAATCAATGACGATAATGAAG 

AACACGAAAGCAATGGTCCCAACGTAAGCGGTAATGATTTGACAGATTCTACGGTTGAGC 

AAACATCTTCTACTAGATTACCGGAAACTCCCTCGGATGAAGATGGTGAAGTTGTCGAGG 

AGG AAGCGC AAAAATC C C C C AT AGGC AAGCTAACTG AAACTATAAAAAAAAGTGCC AAT A 

TTGACATGGCTGGTTTAAAAAATCCTGTATTTGGAAATCATGTCAAAGCAAAATCC 

CGCCGTTTTCAGCATTTGCAACAAATATTACCAAACCAAGCTCTACAACACCTGCTTTTT 

CGTTTGGTAACTCCACAATGAATAAAAGTAATACATCTACGGTTTCACCAATGGAAGAAG 
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CTGATACTAAAGAAACTAGTGAAAAGGGCCCCATAACCTTGAAGAGTGTGGAGAATCCGT 

TTCTACCAGCGAAAGAAGAAAGAACTGGAGAAAGTTCTAAAAAGGATCATAACGATGACC 

CAAAAGATGGTTATGTATCAGGAAGTGAAATATCTGTAAGGACTTCTGAAAGTC 

ATACCACAGCAAACGAAGAAATTCCAAAGTCACAGGACGTGAACAATCATGAAAAAAGCG 

AAACAGACCCAAAATATAGTCAACATGCTGTGGTTGATCACGATAACAAGTCTAAAGAAA 

TGAATGAAACTTCGAAGAATAATGAAAGGAGCGGTCAACCAAATCATGGTGTCCAAGGAG 

ATGGAATAGCATTGAAAAAAGACAATGAAAAAGAGAATTTTGATTCAAATATGGCAATAA 

AGCAATTCGAAGACCACCAATCTTCAGAAGAGGACGCGAGCGAAAAAGACAGTAGACAAA 

GCAGTGAAGTTAAAGAATCAGATGATAACATGTCACTCAACAGTGACCGGGATGAAAGTA 

TATCTGAGTCCTACGATAAACTGGAAGATATTAATACTGATGAGCTACCTCATGGTGGAG 

AAGCTTTTAAAGCACGTGAAGTGAGCGCTTCCGCTGATTTTGATGTACAAACTTCATTAG 

AAGACAATTATGCTGAATCTGGCATACAGACAGACCTTTCAGAAAGTTCCAAGGAAAATG 

AAGTTCAAACGGATGCCATACCCGTGAAACACAACAGTACACAAACTGTTAAGAAGGAAG 

CAGTCGACAATGGTCTGCAAACTGAGCCTGTTGAAACATGTAATTTTTCTGTTCAAACAT 

TTGAAGGTGACGAAAATTATTTAGCAGAGCAATGCAAACCAAAGCAATTGAAAGAATATT 

ACACAAGTGCAAAAGTATCAAATATTCCTTTCGTTTGACAAAATTCTACGTTAAGGTTGA 

TTGAGAGTACATTTCAGACGGTCGAAGCTGAGTTTACTGTTCTGATGGAAAACATCCGGA 

ATATGGATACTTTTTTTACTGATCAATCG 

CTATCAATAATCTGTATACTTGGAGAATACCAGAGGCTGAAATTCTATTAAATATTCAGA 
ATAATATCAAGTGTGAACAAATGCAAATAACAAATGCTAACATTCAAGACCTGAAGGAAA 
AAGTTACAGATTATGTCAGGAAAGATATTGCACAAATAACTGAAGATGTAGCCAATGCAA 
AAGAGGAGTATCTGTTTTTAATGCATTTTGATGATGCTTCGAGTG 

TCAGCACGCATCAATTTAGAATGCAAAAGACATTACGTCAAAAGCTATTCGATGTGTCCG 
C C AAAATT AATC AT AC TG AAG AGTTGCTG AAC ATTTT AAAATTGTTC AC TGT AAAG AAT A 
AGAGATTGGACGATAATCCATTAGTGGCAAAACTAGCTAAAGAATCTCTTGCACGTGACG 
GTTTACTAAAAGAAATCAAATTATTGCGTGAGCAAGTGAGTAGGTTACAATTGGAGGAGA 
AAGGTAAAAAGGCTTCGTCGTTCGATGCATCCTCTTCAATAACAAAGGACATGAAAGGAT 
TTAAAGTAGTAGAAGTTGGGTTGGCCATGAATACGAAAAAGCAAATTGGTGATTTCTTCA 
AAAATTTGAACATGGCAAAATAG 

YIL115C, 1460 aa (SEQ ID NO 136) 

MSSLKDEVPTETSEDFGFKFLGQKQILPSFNEKLPFASLQNI.DISNSKSLFVAASGSKAV 
VGELQLLRDHITSDSTPLTFKWEKEIPDVIFVCFHGDQVLVSTRNALYSLDLEELSEFRT 
VTSFEKPVFQLK]WNNTLVIIJSrSVNDLSALDLRTKSTKQI^ 

RSFQSFAWI^GEI^KQFEFSLPSELEELPVEEYSPLSVTIIiSPQDFIjAVFGNVISETDDE 
VSYDQKMYIIKHIIX5SASFQETFDITPPFGQIVRFPYMYKVTLSGLIEPDANVNVLASSC 
SSEVSIWDSKQVIEPSQDSERAVLPISEETDKDTNPIGVAVDVVTSGTILEPCSGVDTIE 
RLPLVYILNNEGSLQIVGLFHVAAIKSGHYSINIiESLEHEKSLSPTSEKIPIAGQEQEEK 
KKNNESSKALSENPFTSANTSGFTFLKTQPAAANSLQSQSSSTFGAPSFGSSAFKIDLPS 
VSSTSTGVASSEQDATDPASAKPVFGKPAFGAIAKEPSTSEYAFGKPSFGAPSFGSGKSS 
VESPASGSAFGKPSFGTPSFGSGNSSVEPPASGSAFGKPSFGTPSFGSGNSSAEPPASGS 
AFGKPSFGTS AFGT AS SNETNSG S I FGKAAFGS S SFAP ANNELFGSNFTT SKPTVDS PKE 
VDSTSPFPSSGDQSEDESKSDVDSSSTPFGTKPNTSTKPKTNAFDFGSSSFGSGFSKALE 
SVGSDTTFKFGTQASPFSSQUaTKSPFSSFTKDDTENGSLSKGSTSEINDDNEEHESNGP 
NVSGNDLTDSTVEQTSSTRLPETPSDEDGEWEEEAQKSPIGKLTETIKKSANIDMAGLK 
NPVFGNHVKAKSESPFSAFATNITKPSSTTPAFSFG^STMNKSNTSTVSPMEEADTKETS 
EKGPITLKSVENPFLPAKEERTGESSKKDHNDDPKDGWSGSEISVRTSESAFDTTANEE 
IPKSQDVNNHEKSETDPKYSQHAVVDHDNKSKEM1^TSKNNERSGQPNHGVQGIX5IA1jK^ 
DNEKENFDSNMAIKQFEDHQSSEEDASEKDSRQSSEVKESDDNMSLNSDRDESISESYDK 
LEDINTDELPHGGEAFKAREVSASADFDVQTSLEDNYAESGIQTDLSESSKENEVQTDAI 
PVKHNSTQTVKKEAVDNGLQTEPVETCNFSVQTFEGDENYIiAEQCKPKQLKEYYTSAKVS 
NIPFVSQNSTLRLIESTFQTVEAEFTVLMEINIRNMDTFFTDQSSIPLVKRTVRSINNLYT 
WRIPEAEILI^IQNNIKCEQMQITNANIQDLKEKVTDYVRKDIAQITEDVANAKEEYLFL 
MHFDDASSGYVKDLSTHQFRMQKTLRQKLFDVSAKINHTEELI^ILKLFTVKNKRLDDNP 
LVAKLiAKESLARDGLLKEIKLLREQVSRLQLEEKGKKASSFDASSSITKDMKGFKVVEVG 
LAMNTKKQIGDFFKNLNMAK 

YIL148W, 1321 bp, exonl : 501-508, intronl : 509-942, exon2 : 
943-1321 (SEQ ID NO 137) 

TCGATCAACTCTATCCAACAATTCTATAATATCCACTGTTCATTAACGAATATTGGTCTT 
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TTTCCCTTATGGTGAAGTAAATTTTCCATGCAATATCCGGGTAAGCTATCGACAAG 
TTGACTGCAATTTGAGTTTATTACATCCGTACATTACTAAGATGTATGGTT 
TTGTGCTCCGTGTCGATATTTCGTGGAGCAAACCAGAAAAGATGCGGAACCTCTTAGCAC 
TCCGCCTGGACATAGGCGGAGCATATTCCTCCTATGGGATGGGTT^ 

CTCTCTAGACAGGACCTCCGATTGCCTCCCTGAGGGTGAGATGGTTTCCGGCCTCAGGAC 

GGCCTTCTCCAGTTTCTAGCGAGGCATACATTCCAACCAAAGGTGTATCAAGAATATCTG 

AAATTAAAGGTAGTTGAATCTCTATTTGTTGTTGTTATTACCGCTTATTA 

GAGACGACCAAGATTCAAACATGCAAATGTATGCACCATATCCATTCTAAACATAGTTTT 

TCGAACGTTCAGAGCTTAAAGGGACAATTATTTTAGAAACTGAATTTTT 

TAACATCGTATCTGTAAAGTCTACAAAATTTTTTATCCATCAAAAATTAAAACAAAGAAA 

ACTGCCAAACTGAATATGAGGAACTTTCCTCTCTAGGAATGACTTAGTGAATC 

ACTTGTGGAAAATATGATTAGATTTTGAGCGGGTGATGCGACT^ 

AAGAAATATCCAAATTTGTGGTTCATGCTCTCCCCGAAGATATGACGATGAGAGCTCGTT 

TAAAATTTTGTCTTCTTCCGAACAGTTATGAAAAA^ 

TTACTAACTTGTCATTTTTTTATAAAATTATTTTT^ 

TGGTAAGACCATCACTTTGGAAGTTGAATCTTCTGACACTATTGACAATGTCAAGTCAAA 

GATTCAAGACAAGGAAGGTATCCCACCTGACCAACAAAGATTGATCTTTGCTGGTAAGCA 

ATTGGAAGACGGTAGAACCTTGTCTGACTACAACATTCAAAAAGAATCCACTTTGCACTT 

AGTCTTGAGATTGAGAGGTGGTATCATTGAACCATCTTTGAAAGCTTTGGCTT 

CAACTGTGACAAATCTGTTTGCCGTAAGTGTTATGCTAGATTGCCACCAAGAGCTACCAA 

CTGTAGAAAGAGAAAGTGTGGTCACACCAACCAATTGCGTCCAAAGAAGAAGTTAAAATG 

A 

YIL148W, 128 aa (SEQ ID NO 138) 

MQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFAGKQLEDGRTLSDYN 
IQKESTLHLVLRLRGGIIEPSLKALASKYNCDKSVCRKCYARLPPRATNCRKRKCGHTNQ 
LRPKKKLK 

YIL150C, 2216 bp, CDS: 501-2216 (SEQ ID NO 139) 

AATATTCAACCTGAAGTTGCAGTCAAAGCGGCGATTAACTTTTCCAACGTAACCGATCTA 
ACTAACAATAGCACCGATGGAGCAAAAATAACAGAAATTGGAAGTACATCTAAACGGCCA 
ATTGAGAGCGGTACATCTTCTGATCCAGACACCAAAAAGGTTAAAGAGAGTCCAGCAAAT 
GATCAAGCTTCCAACGAGTGATGTAATATTAAACAATGTAATTATATAAATATGAAACAT 
CTACATATTTTAAATGTCACTAATGTCATTACAGAGGACATAAAGTGATTTATGACACAT 
CCGTACTAGTAGTTAAGTATGAACAAATTTTGGGTTTATTTGCC 

GTTTCTTGGATGCGCAAACCCACCTTTTCTAACACCACTAAGAAATATCAACTTTATAGG 

CCATCGAAGATAAAGGAACGTAAGTTTGTCAATTCAACCTCACATTTTCAACGCACATTA 

AGCACTTGGTTCGTGGAGAAATGAATGATCCTCGTGAAATTTTAGCGGTTGATCCGTACA 

ATAATATTACTTCTGATGAAGAGGATGAGCAAGCCATCGCGAGAGAACTTGAATTTATGG 

AACGAAAGAGGCAGGCCTTAGTGGAACGATTAAAAAGAAAGCAAGAATTTAAGAAACCCC 

AGGATCCTAATTTTGAAGCCATCGAGGTACCTCAATCTCCTACCAAAAACCGTGTGAAAG 

TGGGGTCTCATAATGCTACACAACAAGGCACAAAATTCGAAGGTTCGAATATTAATGAAG 

TAAGGTTATCTCAATTACAGCAGCAACCAAAACCACCAGCTAGTACAACCACATACTTTA 

TGGAGAAATTTCAAAACGCAAAGAAGAACGAAGATAAACAAATTGCCAAGTTTGAAA 

TGATGAATGCAAGAGTACATACGTTCAGTACCGATGAGAAGAAATATGTGCCGATAATCA 

CAAACGAATTAGA7AGCTTTTCAAATCTTTGGGTTAAAAAGAGGTACATAC 

ACTTAAAACGGGCTTTGCATGAGATCAAAATCCTTCGGTTGGGCAAACT^ 

TTCGCCCACCTAAATTTCAAGAGCCTGAATACGCCAACTGGGCCACCGTAGGCCTCATTA 

GCCACAAATCGGACATCAAATTTACATCATCTGAAAAGCCAGTCAAATTCTTCATGTTCA 

CCATAACGGACTTTCAGCATACACTAGATGTTTATATCTTCGGGAAAAAGGGTGTAGAAA 

GATATTATAATCTTCGCCTGGGTGATGTGATAGCAATATTAAACCCAGAAGTACTACCAT 

GGAGACCCTCAGGGCGAGGAAATTTTATCAAATCCTTCAACCTTCGAATTAGTCATGACT 

TCAAATGTATCCTGGAGATAGGTTCAAGTAGAGATTTAGGTTGGTGTCCCATAGTGAATA 

AAAAGACTCACAAAAAATGTGGCTCTCCCATTAACATATCTCTTCATAAGTGTTC 

ACCATAGAGAAGTGCAATTTCGTGGAACAAGTGCTAAAAGAATTGAATTAAATGGTGGGT 

ACGCCTTGGGCGCGCCTACGAAAGTGGACTCTCAACCAAGCCTATATAAGGCCAAAGGGG 

AAAACGGGTTT AAT AT AATCAAAGGT AC TCGTAAGCGC CTGTC AG AAG AGG AGGAAAG AC 

TTAAAAAGAGCTCTCACAATTTTACGAATAGTAATTCK5CCAAAGCATTTTTCGACGAGA 

AATTTCAGAATCCAGATATGCTGGCAAACTTAGACAATAAAAGAAGGAAAATAATAGAAA 

CTAAGAAATCGACAGCACTGAGCCGCGAACTAGGCAAAATTATGAGAAGGAGGGAATCCA 
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GCGGATTAGAAGATAAGAGCGTCGGAGAGCGACAGAAAATGAAACGAACCACAGAAAGTG 
CCCTCCAGACAGGGCTTATCCAACGCCTAGGATTCGATCCCACTCATGGAAAAATTTCCC 
AAGTACTCAAGTCTTCTGTATCAGGGAGCGAACCTAAGAACAACTTACTCGGTAAAAAAA 
AAACTGTTATAAACGATCTCTTGCATTACAAGAAGGAAAAAGTCATTCTCGCACCTTCAA 
AGAACGAATGGTTCAAGAAAAGAAGCCATCGCGAAGAAGTTTGGCAAAAACATTTCGGAT 
CCAAGGAAACTAAAGAAACTTCTGACGGTAGTGCCAGCGATCTTGAGATAATATAA 

YIL150C, 571 aa (SEQ ID NO 140) 

MNDPREILAVDPYNNITSDEEDEQAIARELEFMERKRQALVERLKRKQEFKKPQDPNFEA 

IEVPQSJ^KNRVKVGSHNATQQGTKFEGSNINEVMjSQLQQQPKPPASTTTYF^ 

KKNEDKQIAKFESMMNARVHTFSTDEKKYVPI ITNELESFSNLWVKKRYI PEDDLKRALH 

EIKILRIX5KLFAKIRPPKFQEPEYANWATVGLISHKSDIKFTSSEKPVKFFMFTITDFQH 

TLDVYIFGKKGVERYYNLRLGDVIAII^PEVLPWRPSGRGNFIKSFNLRISHD 

GSSRDLGWCPIVNKKTHKKCGSPINISLHKCCDYHREVQFRGTSAKRIELNGGYALGAPT 

KVDSQPSLYKAKGENGFNIIKGTRKRLSEEEERLKKSSHNFTNSNSAKAFFDEKFQNPDM 

LANLDNKRRKI I ETKKSTALSRELGK IMRRRES SGLEDKSVGERQKMKRTTE S ALQTGLI 

QRLGFDPTHGKISQVLKSSVSGSEPKNNLLGKKKTVINDLLHYKKEKVIIAPSKNEWFKK 

RSHREEVWQKHFGSKETKETSDGSASDLEI I 

YIL167W, 1133 bp, CDS: 501-1133 (SEQ ID NO 141) 
GACATTTTGAAAAAATTACATTTATAGAAGTTT 

GCTCATAGTCCGAGATCAATATAATAAATTATTCAAGGTTTAAGGAAGAAGTTACCATGG 
AAATGACTTACTATGAAAAGACACCTTTGATTCGTCAATTTTTGAACAATGGTAAGACAA 
ATTCGTGGTTTTACGTTAAGCATGAGATGTTACAACCAGGTGGAAGTTTCAAATCGAGAG 
GAATCGGGCATTTGATAAGGAAGAGTAATGAAGAAGCGCTAAGCGAGGGTTCTGGGAAGC 
TTGCTGTATTTTCTAGCTCTGGGGGAAATGCTGGTTTAGCAGCAGCAACTGCCTGCAGAT 
CGATGGCACTTAATTGCAGTGTAGTGGTTCCTAAAACTACAAAACCTAGAATGGTAAAGA 
AAATTCAAAGTGCAGGAGCCAAAGTCATTATCCATGGTGATCATTGGGGGGAAGCAGATG 
AATACTTGAGGCACGAATGAATGGCGCAAGAAAGCCAACATGGTTCGAAGACACTATATG 
TGCACCCGTTTGATAACGAGACAATTTGGGAAGGTCATTCTACGATTGTGGATGAAATCA 
TAGAACAATTGAAGGAAAATGATATATCCTTACCTAGGGTGAAAGCTTTGGTTTGTAGTG 
TTGGTGGTGGTGGGCTATTTAGTGGCATAATTAAAGGCCTAGATAGGAATCAGCTTGCTG 
AAAAAATTCCGGTCGTTGCTGTAGAAACTGCCGGTTGTGACGTATTGAATAAGTCTCTCA 
AAAAAGGTAGTCCAGTTACTCTTGAAAAATTGACAAGTGTTGCAACTTCTTTGGCCTCCC 
CATACATAGCATCATTCGCGTTTGAGAGTTTTAACAAGTATGGATGTAAGTCTGTAGTTT 
TATCAGATCAAGACGTTCTGGCAACATGCTTGAGATATGCCGATGACTACAATTTTATAG 
TGGAACCAGCCTGTGGAGCATCCTTACATTTATGTTATCATCCAGAGATTCTTGAAGACA 
TTCTGGAACAAAAAATATATGAGGATGATATCGTTATTATAATCGCATGCGGTGGATCAT 
GTATGACG^ATGAAGACTTGGTGAAAGCGTCGAGCACATTAAACGTATCATAA 

YIL167W, 210 aa (SEQ ID NO 142) 

MAQESQHGSKTLYVHPFDNETIWEGHSTIVDEIIEQLKENDISLPRVKALVCSVGGGGLF 
SGI IKGLDRNQLAEKI PVVAVETAGCDVLNKSLKKGSPVTLEKLTSVATSLASPYI ASFA 
FESFNKYGCKSWLSDQDVLATCLRYADDYNFIVEPACGASLHLCYHPEILEDILEQKIY 
EDDIVI I IACGGSCMTYEDLVKASSTLNVS 

YJL034W, 2549 bp, CDS: 501-2549 (SEQ ID NO 143) 

CCATGAACTCAGCATGTGCTACTCCAGTTAATGACTTGTTCGTATCGTTCATGCCATAAG 

CCATCACCTGGCCAGTTGGCGTATGTACAAAGATGCAAGCTACCGGTGTCTCATCGTGGT 

CAAGAGCGTATCTAGCCAAACGGACA(Xn i GTCCTCATATGTTTAATATGCTGCATAGTGT 

GAGTCCTCTAGTTTTTACCGCAGCCACCAGCCGCTTCTCGAGCAAAGTGTAGATCCCATT 

AGGACTCATCATTCATCTAATTTTGCTATGTTAGCTGCAACTTTCTATTTTAATAGAA 

TTCTGGAAATTTCACCCGGCGCGGCACCCGAGGAACTGGACAGCGTGTCGAAAAAGTTGC 

TTTTTTATATAAAGGACACGAAAAGGGTTCTCTGGAAGATATAAATATGGCTATGTAATT 

CTAAAGATTAACGTGTTACTGTTTTACTTTTTTAAAGTCCCC 

AAAAGCGTATCAAACATACCATGTTTTTCAACAGACTAAGCGCTGGCAAGCTGCTGGTAC 
CACTCTCCGTGGTCCTGTACGCCCTTTTCGTGGTAATATTACCTTTACAGAATT 
ACTCCTCCAATGTTTTAGTTAGAGGTGCCGATGATGTAGAAAACTACGGAACTGTTATCG 
GTATTGACTTAGGTACTACTTATTCCTGTGTTGCTGTGATGAAA 

TTCTTGCTAATGAGCAAGGTAACAGAATCACCCCATCTTACGTGGCATTCACCGATGATG 
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AAAGATTGATTGGTGATGCTGCAAAGAACCAAGTTGCTGCCAATCCTCAAAACACCATCT 
TCGACATTAAGAGATTGATCGGTTTGAAATATAACGACAGATCTGTTCAGAAGGATATCA 
AGCACTTGCCATTTAATGTGGTTAATAAAGATGGGAAGCCCGCTGTAGAAGTAAGTGTCA 
AAGGAGAAAAGAAGGTTTTTACTCCAGAAGAAATTTCTGGTATC 

AACAAATTGCCGAAGATTATTTAGGCACTAAGGTTACCCATGCTGTCGTTACTGTTCCTG 

CTTATTTCAATGACGCGCAAAGACAAGCCACCAAGGATGCTGGTACCATCGCTGGTTTGA 

ACGTTTTGAGAATTGTTAATGAACCAACCGCAGCCGCCATTGCCT 

CTGATAAGGAACATCAAATTATTGTTTATGATTTGGGTGGTGGTACTTTCGATC 

TATTGTCTATTGAAAACGGTGTTTTCGAAGTCCAAGCCACTTCTGGTGATACTCATTTAG 

GTGGTGAAGATTTTGACTATAAGATCGTTCGTCAATTGATAAAAGCTTTCAA 

ATGGTATTGATGTGTCTGACAACAACAAGGCCCTAGCTAAATTGAAGAGAGAAGCTGAAA 

AGGCTAAACGTGCCTTGTCCAGCCAAATGTCCACCCGTATTGAAATTGACTCCTTCGTTG 

ATGGTATCGACTTAAGTGAAACCTTGACCAGAGCTAAGTTTGAGGAATTAAACCTAGATC 

TATTCAAGAAGACCTTGAAGCCTGTCGAGAAGGTTTTGCAAGATTC 

AGGATGTTGATGATATCGTTTTGGTTGGTGGTTCTACTAGAATTCCAAAGGTCCAACAAT 

TGTTAGAATCATACTTTGATGGTAAGAAGGCCTCCAAGGGTATTAACCCAGATGAAGCTG 

TTGCATACGGTGCAGCCGTTCAAGCTGGTGTCTTATCCGGTGAAGAAGGTGTCGAAGATA 

TTGTTTTATTGGATGTCAACGCTTTGACTCTTGGTATTGAAACCACTGGTC 

CTCCATTAATTAAGAGAAATACTGCTATTCCTACAAAGAAATCCCAAATTTTCTCTACTG 

CCGTTGACAACCAACCAACCGTTATGATCAAGGTATACGAGGGTGAAAGAGCCATGTCTA 

AGGACAACAATCTATTAGGTAAGTTTGAATTAACCGGCATTCCACCAGCACCAAGAGGTG 

TACCTCAAATTGAAGTCACATTTGCACTTGACGCTAATGGTATTCTGAAGGTGTCTGCCA 

CAGATAAGGGAACTGGTAAATCCGAATCTATCACCATCACTAACGATAAAGGTAGATTAA 

CCCAAGAAGAGATTGATAGAATGGTTGAAGAGGCTGAAAAATTCGCTTCTGAAGACGCTT 

CTATCAAGGCCAAGGTTGAATCTAGAAACAAATTAGAAAACTACGCTCACTCTTTGAAAA 

ACCAAGTOAATGGTGACCTAGGTGAAAAATTGGAAGAAGAAGACAAGGAAACCTTATTAG 

ATGCTGCTAACGATGTTTTAGAATGGTTAGATGATAACTTTGAAACCGCCATTGCTGAAG 

ACTTTGATGAAAAGTTCGAATCTTTGTCCAAGGTCGCTTATCCAATTACTTCTAAGTTGT 

ACGGAGGTGCTGATGGTTCTGGTGCCGCTGATTATCACGACGAAGATGAAGATGACGATG 

GTGATTATTTCGAACACGACGAATTGTAG 

YJL034W, 682 aa (SEQ ID NO 144) 
MFFISTRLSAGKLLVPLSVVLYALFWIL^ 

YSCVAVMKNGKTEILANEQGNRITPSYVAFTDDERLIGDAAKNQVAANPQNTIFDIKRLI 

GLKYNDRSVQKDIKHLPFNVVNKDGKPAVEVSVKGEKKVFTPEEISGMILGKMKQIAEDY 

LGTKVTHAVVTVPAYFNDAQRQATKDAGTIAGLNVLRIVNEPTAAAIAYGLDKSDKEHQI 

IVYDLGGGTFDVSLLSIENGVFEVQATSGDTHLGGEDFDYKIVRQLIKAFKKKHGIDVSD 

NNKAIiAKLKREAEKAKRALSSQMSTRIEIDSFVDGIDLSETLTRAKFEELNLDLFKKTLK 

PVEKVLQDSGLEKKDVDDIVLVGGSTRIPKVQQLLESYFDGKKASKGINPDEAVAYGAAV 

QAGVLSGEEGVEDIVLLDVNALTIXjIETTGGVMTPIjIKRNTAIPTKKSQIFSTAVDNQPT 

VMIKVYEGERAMSKDNNLLGKFELTGIPPAPRGVPQIEVTFALDANGILKVSATDKGTGK 

SESITITNDKGRLTQEEIDRIWEEAEKFASEDASIKAKVESRNKLEN^ 

GEKLEEEDKETLLDAANDVLEWLDDNFETAIAEDFDEKFESLSKVAYPITSKLYGGADGS 

GAAD YDDEDEDDDGD YF EHDEL 

YJL035C, 1253 bp, CDS: 501-1253 (SEQ ID NO 145) 

TACCTAAGTCAATACCGATAACAGTTCCGTAGTTTTCTACATCATCGGCACCTCTAACTA 

AAACATTGGAGGAGTGGAAAGAATTCTGTAAAGGTAATATTACCACGAAAAGGGCGTACA 

GGACCACGGAGAGTGGTACCAGCAGCTTGCCAGCGCTTAGTCTGTTGAAAAACATGGTAT 

GTTTGATACGCTTTTTCCCTTGAGACTACTCTTGGGGACTTT^^ 

CACGTTAATCTTTAGAATTACATAGCCATATTTATATCTTCCAGAGAACCCTTTTCGTGT 
CCTTTATATAAAAAAGCAACTTTTTCGACACGCTGTCCAGTTCCTCGGGTGCCGCGCCGG 
GTGAAATTTCCAGAAGGTTCTATTAAAATAGAAAGTTGCAGCTAACATAGCAAAATTAGA 
TGAATGATGAGTCCTAATGGGATCTACACTTTGCTCG 

AAAACTAGAGGACTCACACTATGCAGCATATTAAACATATGAGGACAGCTGTCCGTTTGG 
CTAGATACGCTCTTGACCACGATGAGACACCGGTAGCTTGCATCTTTGTACATACGCCAA 
CTGGCCAGGTGATGGCTTATGGCATGAACGATACGAACAAGTCATTAACTGGAGTAGCAC 
ATGCTGAGTTCATGGGGATCGATCAGATCAAGGCGATGTTGGGCTCCCGAGGAGTTGTTG 
ACGTGTTCAAAGACATTACTCTATATGTTACTGTAGAACCGTGTATAATGTGTGCATCTG 
CTCTCAAGCAATTAGACATTGGAAAGGTGGTGTTCGGTTGTGGCAACGAGAGATTTGGAG 
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GCAACGGTACTGTCTTGTCAGTAAATCATGATACGTGTACATTAGTGCCCAAGAACAATA 
GTGCGGCAGGGTACGAGAGTATACCGGGGATCTTGAGGAAAGAAGCAATAATGCTGCTGA 
GATACTTTTATGTAAGACAAAATGAAAGGGCGCCAAAGCCACGGTCCAAGAGTGACAGAG 
TGTTGGATAAAAACACGTTTCCGCCTATGGAATGGTCAAAGTATCTTAATGAAGAAGCAT 
TCATTGAGACTTTTGGTGATGATTACAGGACTTGTTTTGCGAA 

GTAATAGCGTCGATTGGGATTTGATTGACTCCCACCAAGATAATATAATCCAAGAACTGG 
AAGAACAATGCAAAATGTTTAAGTTTAATGTACATAAGAAATCTAAGGTTTGA 

YJL035C, 250 aa (SEQ ID NO 146) 
MQHIKHMRTAVRIJUIYALDHDETPVACI 

DQIKAMLGSRGVVDVFKDITLYVTVEPCIMCASALKQLDIGKVVFGCGNERFGGNGTVLS 
VNHOTCTLWKNNSAAGYESIPGILRKEAI 

PPMEWSKYLNEEAPIETFGDDYRTCFANKVDLSSNSVDWDLIDSHQDNIIQELEEQCKMF 
KFNVHKKSKV 

YJL07QC, 3167 bp, CDS: 501-3167 (SEQ ID NO 147) 

TCCCCTGATGGTCAAATACTGTGCATGGCATCCCGTGCAGTCAAGGATGCTTTGAGACTA 
GTTCATCTGCCTTCTTGTAGCGTGTTCAGCAACTGGCCTACCAGC 

AAAGTTACCAGTGTCGCATTTTCGCCATCTGGTGGGCTACTGGCCGTGGGTAACGAACAA 
GGTAAAGTGAGGCTCTGGAAATTAAACCACTACTAAATTTCCATTTATAGACAAACTTAG 
ATATTAAAAGCAATGTACAAATACATACACAAAATATCACTGTAAAAAAATTGCGAAGAA 
ACTTGAAATTGAATATGATTCTGCCCACTTTTTO 

AAAAATTGTCCGAGAAATTAAATATAATATATGGAAAAAAAGGGGACATTGAGTTTAA 

AATTTGATTAAAATGTCCTCTCAATATCCTCTGTAAGAGTTATCTAAATCTCACTTTACT 

TATTCATCTCGCTGGGAATTATGCAGGCGGTAGAGAGAAGGCCCTCGTTACTCTTTGACG 

AATATCAAAATTCTGTTACTAAGCCTAATGAGACGAAGAATAAAGAAGCCAGGGTCTTGT 

CAGAGAATGACGGTGATGTCTCCCCATCTGTTTTGAAACAGAAGGAAATATCAGTCGATG 

ATATGGATATGATTTCTTTGCCCACGGAATTTGACAGGCAAATGGTTTTAGGTTCACCTA 

TGTTTTTCGATCTTGAAGACGAAGAAAACAAAATTGATCCACTTCCTTCAGTTTCCCATC 

ATTATGGAAATGGAGAAAGTGACAGCTTTGTCTCATCGTACACGCCCTCAAATCTGAAAA 

CGGGTGAAGAAACTAAAGATCTTTTCATTAATCCGTTTGAATTGGTT^ 

AAAGATACATTGCTGCTTCCAAACAAGATGGCATTTCAAACATAAAAAATGACACTGAAA 

AGTGGTTTTTATACCCAAAACCACTGCCAAAGTTTTGGAGAT^ 

TCCAAGATCCCTCTGACTCTGACTTAAATGACGATGGAGACAGTACTGGGACCGGAGCCG 

CTACACCGCACCGCCATGGCTACTATTACCCAAGTTACTTTACCGATCACTACTACTACT 

ACACAAAATCTGGTTTGAAAGGAAAAGGAAATATAAAAGTACCATACACCGGTGAATATT 

TCGATTTAGAGGATTACAAAAAACAATACATTTACCATTTAAGTAATCAGGAAAATAC 

AAAACCCACTTTCACCTTATTCTAGTAAGGAGGAGTCACTAGAGGAAGAATTTTTAACAG 

ATGTGCCTACGTTTCAAGAATTTAGGGATGATTTTGCATACATAATAGAGTTAATCCAAT 

CTCATAAATTCAACGAGGTTTCACGAAAGCGATTATCTTATTTATTAGATAAATTTGAAT 

TGTTTCAGTACCTAAACTCTAAGAAAGAAATTTTAGCTAATAAAAATGTTCCCTACAGAG 

ATTTTTATAATTCTCGTAAGGTAGATCGAGACTTGTCTTTAAGTGGTT^ 

GTCAATTGAGTGAATATATATGGGAGAAAATAAATTTAGAACCTGAAAGGATAGTTTATC 

AAGACCCGGAAACGTCAAGGAAACTCAGTTTGAGAGACATTTTTCAGTTT^ 

CTAATGACCAACCCATTGCGATTGGGTTGAAATTGATTGATGATGAATO 

ATAGAAATATTTACCTAATAGATTACCATCTAACTCCTAACAAAGTAGCAAAGTTGGTCG 

GCAAAGAAATGAGGTTTTACCTATTAGCCAAAGTGTTTCTGGAGTTTC 

AAGGTGAGTACCTAGCAGAAATTTTCATAAAATACGTTATTCATATCCTCGAAAAATCAA 

AGTACCAATTGGCCCAAGTATCAGTTAATTTTCAATTCTATTCCAGTGGTGAAGACTGGT 

ACAAGAAATTTTCTCAATGGTTGCTACGATGGAAGCTAGTATCGTATAATATCCGCTGGA 

ATATACAAATTGCCAGGATTTTTCCCAAACTATTCAAGGAAAATGTCGTC 

AGGAGTTTTTGGATCTTATCTTCAATCCTTTATTCACTCTGGAAAAGGA 

CTATGGATCTGGTCATTAAAGAGTCGGATGAATATTACTGGAAAGAATTTACTGATATGA 

ATTGTAAGCCAAAATTTTGGACAGCACAGGGTGACAATCCAACTGTTGCGCAT^ 

ATTATATTTATAAAAGTTTAGCGAAAGTTAATTTTCTGCGGTCACAAAATCTTCA 

C AATC ACC CT AAG AAATT ATTGTTCTC C ACT ATC C AGC AG AACTTC C C AATTTGG AGTGG 

ATTTATATTTTACAGATCAAGTTGAATCGTTAGTGTGCAACTTACTGCTTTGT 

GTCTGCTACAGGTAGAACCGCTTTGGGATACTGCAACAATGATTCAATATTTATTTT 

TCTTTCAAATACCCATTTTAGCTGCGCCATTATCATCTGTTTCATTACTGAATTC 
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AATCGACCTTTTTGAAGAATAAAAACGTGCTTCTAGAACATGATTATTTGAAAGACCAGG 
AAACAGCCAAAATCAATCCTTCTAGAGATATCACTGTGGGCGAACAAAGATCATATGAGA 
CAAATCCTTTCATGAAAATGTTTAAGATGGGACTAAAAATTTCTTT 

TTCTTTACAATAGTTCATACACGCTAGAACCTCTCATTGAAGAATACAGTGTAGCAGCAA 
GTATTTACTTGCTGAACCCAACAGATTTGTGCGAGTTGTCGAGAACAAGTGTGCTATCTA 
GTGGCTATGAAGGTTGGTACAAGGCTCATTGGATTGGCGTTG^ 

ACTTTGAGGAGAACGTGGGTGGGATAGATAATTGGTACGATACAGCGAAAGATACCTCGA 
TAAAGCACAACGTTCCGATGATTAGAAGAAGATATAGAAAGGAGACATTGGATCAAGAGT 
GGAACTTCGTTCGGGATCACTTTGGAGTAATTAACTCCATTTGGTAG 

YJL070C, 888 aa (SEQ ID NO 148) 

MQAVERRPSLLFDEYQNSWKPNETKJ^EARVLSENDGDVSPSV^ 

PTEFDRQMVLGSPMFFDLEDEENKIDPLPSVSHHYGNGESDSFVSSYTPSNLKTGEETKD 
LFINPFELVSQMRKRYIAASKQDGISNIKNDTEKWFLYPKPLPKFWRFEDDKRFQDPSDS 
DLNDDGDSTGTGAATPHI^GYYYPSYFTDHYYYYTKSGLKGKGNIKVPYTGEYFDLEDYK 
KQYIYHLSNQENTQNPLSPYSSKEESLEEEFLTDVPTFQEFRDDFAYIIELIQSHKFNEV 
SRKRLSYLLDKFELFQYLNSKKEILAl^ 

WEKINLEPERIVYQDPETSRKLSLRDIFQFGCSSNDQPIAIGLKLIDDEFLDWYRNIYLI 
DYHLT PNKVAKLVGKEMRF YLLAKVFLEFDNF I EGEYLAE I F I KYVT H I LEKS KYQLAQ V 
SVNFQFYSSGEDV\TYKKFSQV\ni»LRWKLVSYNIRWNIQI 

raPLFTLEKEQLPIDSSWTDIIGLQFFLSNVCSMDLVIKESDEYYWKEFTDMNCKPKFW 
TAQGDNPTVAHYMYYIYKSLAKVNFLRSQNLQNTITLRNYCSPLSSRTSQFGVDLYFTDQ 
VESLVCNLLLCNGK3LLQVEPLVTOTATMIQYLFYLFQIPILAAPLSSVSLLNSQKSTFLKN 
KNVLLEHDYLKDQETAKINPSRDiTVGEQRSYETNPFMKMFKMGLKISLSSKSILYNSSY 
TLEPLIEEYSVAASIYLLNPTDLCELSRTSVLSSGYEGWYKAHWIGVGVKKAPYFEENVG 
GIDNWYDTAKDTS I KHNVPMIRRRYRKETLDQEWNFVRDHFGVTNS IW 

YJL078C, 3146 bp, CDS: 501-3146 (SEQ ID NO 149) 
TTTTTCTTCGCACATGGCTGGTTCTGCT 

GCAGGTCGCTTCGTTTACTTTTCTCTGCGTGCTCGAGAACTGATAAATACTGGTTTAGGA 
AAACCGTCCACTTATGGATTTAACAAGGAGGTGAAAGGTAGGTACCATGGCAATATAGCT 
AGCAACGCTACGCACTAGCTGTGTGTGCTTGCTCTCTTGTGTTCGTCTTTCGTATATTGC 
GGGTTCCCGCGGTTAATTCAACAACAAATATGGTATCTAGGCAGGGACCCAGCAACGGAA 
GGATGTAATTGCTATATAGGGCCGATGAAACAGTTCTCATGTTTCAACTCGGTCGAAGAA 
TTCTCTAAAACATATTCTATACTTCAAAGTTTTTAGCTTCTTGCT^ 

AACCAATATCGGCATAAAATTATAATTGCTGCACCCCTGCAACTCCAAACAACTTAAAAC 
AACTTAAAACGAAAACGCTTATGCTGGAGTTTCCAATATCAGTTCTGCTAGGATGCCTAG 
TAGCCGTCAAGGCACAAACCACGTTTCCAAACTTCGAGAGCGATGTGCTGAACGAGCATA 
ACAAGTTCAGAGCGCTACATGTTGACACAGCGCCGCTCACCTGGTCCGACACTCTGGCCA 
CCTATGCGCAGAACTACGCCGACCAATATGATTGTTCGK^TGTCTTAACGCATTCCGATG 
GCCCATATGGTGAGAACCTTGCCCTTGGTTACACAGACACGGGAGCGGTGGACGCCTGGT 
ACGGGGAGATAAGCAAGTATAATTATTCAAATCCCGGATTTTCTGAATCCACGGGTCACT 
TCACACAGGTGGTTTGGAAGTCAACCGCCGAGATTGGATGTGGTTATAAATATTGTGGTA 
CGACATGGAACAATTATATTGTGTGCTCCTACAACCCTCCTGGAAACTACCTGGGTGAGT 
TTGCAGAGGAAGTGGAACCACTTATAAGCACTGTTTCCTCGTCCTCATCCTCGTCCTCTO 
CTACCTCAACTACATCAGACACAGTCTCCACCATCTCATCCAGTATTATGCCCGCTGTAG 
CGCAAGGGTATACAACAACGGTATCGTCTGCGGCTAGCAGCAGTTCTTTAAAATCGACGA 
CCATAAACCCTGCCAAGACCGCTACCCTCACTGCGTCCTCTTCTACCGTAATTACTAGTA 
GCACAGAATCAGTTGGATCCTCCACTGTCTCATCAGCCTCAAGCTCTTCTGTCACTACTT 
CCTATGCTACCTCCTCGAGTACCGTCGTCTCTAGTGATGCTACTTCATCCACTACCACCA 
CCTCATCGGTTGCTACATCGTCCAGTACCACTTCTTCCGACCCTACCTCGAGCACTGCTG 
CTGCTTCTTCTTCTGATCCTGCCTCAAGTTCCGCTGCCGCTTCCTCCAGCGCGAGTACCG 
AGAACGCCGCTTCTTCTAGCAGCGCCATCTCGAGCTCTTCATCAATGGTTTCTGCTCCTT 
TGAGTAGTACTCTTACTACTTCCACCGCAAGCTCCAGAAGTGTAACTTCCAATTCAGTTA 
ATTCTGTTAAGTTTGCAAACACAACTGTGTTTTCTGCTCAAACAACCTCTTCTGTAAGCG 
CCTCATTATCATCATCTGTAGCTGCTGACGATATTCAGGGTAGCACTTCCAAGGAGGCCA 
GAAGCTCAGTTTCCGAACATACTAGTATAGTAACTAGTGCAACTAATGCTGCCCAATATG 
CAACGAGACTTGGGTCATCTTCCAGAAGTTCTTCC 

CGCAATCTGTTCTGAATTCCGTTATAGCCGTCAACACCGACGTATCTGTAACCTCAGTTA 
GTAGCACAGCCCATACCACAAAGGACACCGCCACCACTTCAGTAACCGCCTCAGAAAGTA 
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TCACTTCGGAAACTGCTGAGGCTTCAAG 

CCACATCGAGTAGCATTTACTCCAACAGTGCTTCTGTGTCAGGACACGGTGTAACATACG 

CTGCCGAATACGCCATTACATCCGAGCAATCCTCTGCGCTTGCCACATCTGTGCCTGCT^ 

CAAATTGCTCTAGTATCGTGAAGACCACAACTTTAGAAAATTCGAGTACCACAACCATCA 

CAGCCATTACTAAGAGTACTAGAACCTTGGCCACTACTGCTAACAACTCCACAAGGGCAG 

CTACCGCAGTAACCATAGATCCCACATTGGACCCTACCGACAACTCAGCTAGTCCAACCG 

ACAATGCTAAACACACCTCTACATATGGATCTTCTTCCACAGGCGCATCTTTAGATAGCT 

TACGCACAACCACCAGTATTAGTGTCTCAAGCAACACCACACAGTTAGTCTCTACCTGCA 

CTTCCGAGAGCGATTATTCCGATAGTCCTAGCTTCGCCATCTCCACTGCCACCACCACTG 

AAAGCAATCTGATCACAAACACCATCACAGCTTCTTGTAGTACGGATAGTAATTTCCCTA 

CCTCCGCTGCTTCTTCTACAGATGAGACGGCCTTCACTAGAACAATCTCGACATCTTGTA 

GCACTTTGAACGGCGCCTCAACCCAAACCAGTGAGCTAACCACATCGCCTATGAAAACCA 

ACACGGTGGTTCCAGCTTCTTCTTTCCCTTCAACTACAACCACTTGTCTAGAAAATGATG 

AC ACTGCC TTTTCT AGTATCT ACACTG AAGTGAACGCCGC AACT ATC ATT AAC CCCGGAG 

AAACATCTTCTCTCGCTAGCGATTTCGCCACATCTGAAAAGCCAAACGAGCCCACTTCTG 

TCAAATCCACCTCAAACGAAGGCACCTCTTCCACAACAACAACCTACCAACAGACTGTTG 

CTACACTGTATGCCAAGCCCTCCAGCACAAGCCTAGGTGCAAGAACAACTACTGGTAGCA 

ACGGTCGTTCAACTACCAGCCAACAAGACGGGTCTGCCATGCATCAGCCAACTTCCTCGA 

TCTACACTCAACTAAAAGAAGGCACATCAACCACCGCAAAACTTTCTGCATACGAAGGTG 

CTGCAACACCTCTTTCCATTTTCCAGTGCAATAGTCTAGCTGGA^^ 

TCGTAGCTGTTCTGTTCGCCTTCTAG 

YJL078C, 881 aa (SEQ ID NO 150) 

MLEF P I S VLLGCLVAVKAQTTFPNF ESDVLNEHNKFRALHVDT APLTWSDTLATYAQNYA 
DQ YDC SGVLTH SDG P YGENLALGYTDTGAVD AWYGE I SKYNY SNPGF S E STGHFTQWWK 
STAEIGCGYKYCGTTWNNYIVCSYNPPGNYLGEFAEEVEPLISTVSSSSSSSSSTSTTSD 
TVSTI SS S IMP AVAQGYTTTVS S AAS S S SLKSTTINPAKTATLTAS S STVTTS STES VGS 
SWSSASSSSWTSYATSSSTWSSDATSSTTTTSSVATSSSTTSSDPTSSTAAASSSDP 
ASSSAAASSSASTENAASSSSAISSSSSMVSAPLSSTLTTSTASSRSVTSNSVNSVKFAN 
TTVFSAQTTSSVSASLSSSVAADDIQGSTSKEATSSVSEHTSIVTSATNAAQYATRLGSS 
SRSSSGAVS S S AVSQSVLNSVT AVNTDVSVTSVS STAHTTKDTATTS VTASES ITSETAQ 
ASSSTEKNISNSAATSSSIYSNSASVSGHGVTYAAEYAITSEQSSALrATSVPATNCSSIV 
KTTTL ENS STTT ITAI TKSTTTLATTANNSTRAAT AVT I DPTLDPTDNS AS PTDNAKHT S 
TYGSSSTGASLDSLRTTTSISVSSNTTQLVSTCTSESDYSDSPSFAISTATTTESNLITN 
TITASCSTDSNFPTSAASSTDETAFTRTISTSCSTLNGASTQTSELTTSPMKTNTWPAS 
S F P STTTTCLENDDTAF S S I YTEVNAAT I INPGETS S LASDF AT S EKPNEPT S VKSTSNE 
GTSSTTTTYQQTVATLYAKPSSTSLGARTTTGSNGRSTTSQQDGSAMHQPTSSIYTQLKE 
GT STTAKL S AYEG AAT PL S I FQCNSLAGT I AAFWAVLF AF 

YJL179W, 830 bp, CDS: 501-830 (SEQ ID NO 151) 

TTGCATTATCAACTATAATTCCATTTCCTAGA(^AGTTTTTATAGTCCTGCCATCTAATT 
GTAGAGCAATCTTTCCTTTCTCAACATCCCTATTTAGTGACACCTTTTCCCAAAACTTCT 
GTGAAGTTTTGCTCAATCTATTTGTTTCCGTAGGAGTGTTATTC 

TCCCCAGTGGCTGGGCATTTAATGAGTAGAATCGGGGCAGTTTCAATCTTATGGAATTCA 

CAATGAAGCATCCCTTCCTTAATGATGGCAGCATTCCGTATTCTCTTTTGTAGC^ 

TTTGCCTTCAAGTGTTTTGTTCTTATTTAG 

CTCTGAAGAAAATGAATGAGTTTAAAGATATAGCAATTAAAAAGTAACAGTGAAGAAATT 

TCTCAGATGAGCAGATGGGAATTAAAGAACTATCTACAGAGCTCTTTACTAAATTGAATC 

AATAATACATACTTACAAACATGTCACAGATAGCACAAGAAATGACAGTGAGCTTAAGAA 

ACGCCAGGACACAATTC^ATATGGTCAATCAGCAGCTAGCATATTTGGACAGACAAGAAA 

AGCTTGCTGAATTGACAAAGAAAGAACTAGAGTCTTATCCAACGGACAAAGTATGGAGAT 

CTTGCGGTAAATCGTTTATCTTACAGGATAAATCCAAATACGTTAATGATT^ 

CCGAAACTGTTCTTCTGGATCAAAGAAAAACATTAAAGA 

CTACTGTTGAAAAAACAATAGACAATCTAAAGGCATTGATGAAGAATTAA 

YJL179W, 109 aa (SEQ ID NO 152) 

MSQIAQEMTVSLRNARTQLDMVNQQLAYLDRQEKLAELTKKELESYPTDKVWRSCGKSFI 
LQDKSKYVNDLSHAETVLLDQRKTLKIKKNYLETTVEKTIDNLKALMKN 

YJL180C, 1478 bp, CDS: 501-1478 (SEQ ID NO 153) 
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AATAGTTCTTCTTTATCTTTAATGTTTTT 

ATAAATCATTAACGTATTTGGATTTATCCTGTAAGATAAACGATTTACCGCAAGATCTCC 
ATACTTTGTCCGTTGGATAAGACTCTAGTTCTTTCTTTGTC 
GTCTGTCCAAATATGCTAGCTGCTGATTGACCATATC 
AGCTCACTGTCATTTCTTGTGCTATCTGTGACATC 

ATTTAGTAAAGAGCTCTGTAGATAGTTCTTTAATTCCCATCTGCTCATCTGAGAAATTTC 
TTCACTGTTACTTTTTAATTGCTATATCTTTAAACTCAT^ 

AAAAAATTAAGGTAAAGGAAAAGGCTAAATAAGAACAAAACACTTGAAGGCAAACGAAAC 

CCTACAAAAGAGAATACGGAATGCTGCCATCATTAAGGAAGGGATGCTTCATTGTGAATT 

CCATAAGATTGAAACTGCCCCGATTCTACTCATTAAATGCCCAGCCACTGGGGACAGACA 

ACACGATTGAGAATAACACTCCTACGGAAACAAATAGATTGAGCAAAACTTCACAGAAGT 

TTTGGGAAAAGGTGTCACTAAATAGGGATGTTGAGAAAGGAAAGATTGCTCTACAATTAG 

ATGGCAGGACTATAAAAACTCCTCTAGGAAATGGAATTATAGTTGATAATGCAAAGTCTC 

TCTTAGC ATAC CTATTAAAACTGGAGTGGTCGTCCCT ATCC AGTCTTTC C ATC AAAACTC 

ACTCTTTGCCACTAACTTCATTAGTGGCAAGATGCATAGATTTACAAATC 

CTGGCTGTGACCCTCAATTAGTTGCAAAGATTGGAGGCAACAGTGATGTTATAAAAAATC 

AGTTGTTAAGATATTTAGATACCGATACTTTATT^ 

AAGGAAGATTACGCAATGCGCAAAATGAGTTATATATACCCATCATCAAAGGAATGGAAG 
AGTTTTTACGCAACTTTTCATCCGAGTCTAATATTCGACTACAAATTTTAGATGCCGACA 
TCCATGGGTTACGAGGCAATCAGCAGTCGGATATCGTTAAGAATGCAGCAAAAAAATATA 
TGAGCAGCTTATCACCATGGGATCTTGCAATTCTTGAAAAAACTGTATTAACCACAAAGT 
CCTTCATTTGCGGCGTGCTATTATTAGAAAATAAAAAAGATACTGCGAACTTAATTCCCG 
CCTTGAAAACTGATATGGATAATATTGTACGTGCCGCCACCTTAGAAACAATCTTCCAAG 
TTGAAAAGTGGGGAGAGGTTGAAGATACTCATGACGTTGACAAAAGAGACATCAGAAGAA 
AAATTCATACTGCTGCGATTGCTGCTTTTAAGCAATAA 

YJL180C, 325 aa (SEQ ID NO 154) 
MLPSLRKGCFIVNSIRLKLPRFYSLNAQPLGTDNT 

NRDVEKGKIALQLDGRTIKTPLGNGIIVDNAKSLLAYLLKLEWSSLSSLSIKTHSLPIjTS 
LVARCIDLQMTNEPGCDPQLVAKIGGNSDVIKNQLIjRYLDTDTLLVFSPMNEFEGRLRNA 
QNELYIPIIKGMEEFLRNFSSESNIRLQILDADIHGLRGNQQSDIVKNAAKKYMSSLSPW 
DLAILEKTVLTTKSFICGVLLLENKKDTANLIPAJ^KTDMDNIVRAATLETI FQVEKWGEV 
EDTHDVDKRDIRRKIHTAAIAAFKQ 

YJL181W, 2336 bp, CDS: 501-2336 (SEQ ID NO 155) 

GCAAGTCAGTACGATGCATCCTTGGATCAAGAAGGTGAGTCTGGAAACGGTGCTTCTAAT 

GGCGATGTTTACCATTATAATGAAGGGGACTTGGCTGCCTCCTTCAAGGGATGTAGATCA 

AGAGGTACGTGTGCTAGTGAAATAGGTCACATGTACCAGAAAATCAAGAAATCTTAGATG 

TGTGTAATCTTGCAATTTAGTTTCAAACAAGATCCTTGTATTTATATAAACAAAGATATA 

ATTTTTAAAAAAAAATTAGAAAAAGCAAATATAATTCA<^ 

CTGTATTGATGCATTTTCCTTATGCTTAGTGACGCGTTTTCGCGCG 

TTCTTGGCTTTTTTTTTTTCATTTTCG 

TTGAAATAAAGAACAATTACGAACGGTGAAGCTGCTATTTTGGTTATTATACCCTTCCAG 
GACAGTACGCGCAAACTATTATGGAGATATTCAAGGAAGAAGAAGAAGAAGCTTTTTCGG 
CGATAGAAGGTATAATATATGCCTGTGAGGTGTATGACCCTGTACCCCGTCATTTACATA 
AAAGCAAAACAAAGATCATCAATGCTGCTAAATTAATTATAGAAACGCATCTTTCATATT 
ATACAATACTCAATAACATTTCAGATATACAAGCCTATCTTTCTACTTGGCTTAGGGATC 
TTGGAACGACAGGTCCATACCAAACAATTCTTTCAGAAAGTATTTCTCTCATGTTTGACC 
GCACTGTATCTATCTTCAGGAAATGTACGATAGAGGGAGGTTTTCCACATTTGATCGCAC 
GTCTTTATCTCAGATTGAAAAGCTACCAGAAGCTCTTAAACGATGCAGGATTAAAGAATT 
TTTTTTCAAGCTACGATTATGCTTTCGGGGTTGCATACAACCTTC 

ACAGGTATGACGAAGTTCATTACATATCGAACGGCACTTACTCATTAGTTGCATCGATGA 

AGATAGATCCTGCTGAAGTCATTAAAAGGGAACATTTTAGGC 

ACATATCTAATATATTAATTGAAATTTTTCATTTGCTCGATGGATTAGCAT^ 

TGAACCCTGATAGTTTATCTATATCTACAGCTTCAGCAGAAACAATCTTTCGCAGTATCT 

CCGAAGGTAATCATCAGGTCCTAGAATTGGGGAGAAGTTTAATGTTTCCATTGTTGAGGA 

CTGGAGATTTTGAAATCTGTCGTATTGACGACGCGGGAGCTGTCATAAGATTTACAGAAG 

CGAAGGATGTAAAACTAGAAATAATCAGTCTGGATGAAGTTTCCTGGGTAATGCAGTGGA 

AATCTTGTCTTCAAAATTATGAGAGAAGGGCAGCAAATGACAGTTCATTTATCAAAACAC 

ACCTACAATTTAAGAAGGCCAACAATTTCAATGAAGATAATAATGGGCTAGGACTAATTG 
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TAGACAGAAATATTCCAACAGATGATTTTACGCTAGCTTCTACAAACCGTCAAAGTCCCC 

CGCCTTCAAATACTGGTTGTTCATTACACAGGTCTAAACCCTTGCATATCCCTTTATCAT 

CTGTTATTCGTGAAGACTTTTATGATAGCTCTCTAAATGAGCGTA 

ATAGCAGTTGTGAATCCTTCAGTGGCGCCGAAAGTATCTTATCAGACTACGATTTTC 

ATAATGAATTTTTTAACAACCAGTCACCTCATTATTTTTCAG^ 

CGAGAGAGGTGGTAATAACAGATGAAAATACGATAATATCTTTGGAAAATACCCAAG 

GTCGGTGGTCAAATTACTCATGGGAAAAAATTTCACCGCATC 

TCCAACTGCGCATGGGAAACTTCATTGTGGCTTATGATTCTGATTATAACC 

TCAAAATTCGTTTGTGTGACGATATAAAATGTATACAATCCACAGAGCAAGACATACAAA 

TACGTGTCCCGCTCGGCGCAATAATGTGCAGCGTCACTGGTATCTTGAATATTAGGACGA 

AGGACGCTGACAAGTTGCTTCGGGTATTAAGCTTTTATACCACTGACCACACGGAAGCTG 

TATCGCACTCAAACAATGAAGATGCTACTGCAAGTCCACTTTCGTCAGTTTCATCAGCAA 

TGGATCTCAAGCATTCATTACAGAAATGTTCCTCTACAATAATGCCCCAAGAGTTGACGC 

AGGACGTCATCGGTTCAAAATCAGACCTAATCAGTAATATTCGTCAAAAAATATAA 

YJL181W, 611 aa (SEQ ID NO 156) 

MEIFKEEEEEAFSAIEGIIYACEVYDPVPRHLHKSKTKIINAAKLIIETHLSYYTILNNI 
SDIQAYIiSTWLRDLGTTGPYQTILSESISLMFDRTVSIFRKCTIEGGFPHLIARLYLRLK 
S YQKLLNDAGLKNFFS S YDYAFGVAYNLVNCSEYRYDEVHYI SNGTYSLVASMKIDPAEV 
IKREHFRLTIPKFNISNILIEIFHLLDGLAFFKVNPDSLSISTASAETIFRSISEGNHQV 
LELGRSLMFPLLRTGDFEICRIDDAGAVITFTEAKDVKLEI I SLDEVSWVMQWKSCLQNY 
ERRAANDSSFIKTHLQFKKANNFNEDNNGLGLIVDRNIPTDDFTLASTNRQSPPPSNTGC 
SLHRSKPLHIPLSSVIREDFYDSSLNERISKDGDSSCESFSGAESILSDYDFHDNEFFNN 
QS PHYFSEH IDNNSREWITDENTI I SLENTQVSRWSNYSWQKI S PHQLQVS 1 1 QLRMGN 
FIVAYDSDYNLHQFKIRLCDDIKCIQSTEQDIQIRVPLGAIMCSVTGILNIRTKDADKLL 
RVL S F YTTDHTEAVS H SNNQDATAS PL S S VS S AMDLKHSLQKC S ST I MPQELTQDV I GSK 
SDLISNIRQKI 

YJL187C, 2960 bp, CDS: 501-2960 (SEQ ID NO 157) 

TCTTGCAACCATCGTCCTCTAAGGAAAGAAATGTGGCACCTTTAAATAGGTTCCACCTCA 
CAGATGCCAACATGTGGGAGATAGGGGGCTATTCGCAATTTATTAACGTCTCTAGTACTG 
GTAAGCCTTTCTAACATTCTTGTGGTCACGTGA 
CGGGTGATAACGACGCGAAAAATATTTTTTCATTTTTCTT^ 

CGCGACGCGAAAAAAATGCAGAGAAGTAAAAGAATGCTGGATAAGAAATCAACAACACAG 
TTGAACATTGGCGTGCCCCTGTGTATTAAGTAAAGGTTGTCC^^ 

TGTATGCGTGTGTTAACTATCCTGCACATCATCTTGCGCAGTTAGTCCAATAAAAAAGGA 
TTACTACTGAACAGGTCTTACTATTTTTGAT^ 

ACAGGCGCACACGAGAACAGATGAGTTCTTTGGACGAGGATGAAGAGGACTTCGAAATGC 

TGGACACGGAGAACCTCCAGTTTATGGGGAAGAAGATGTTTGGCAAACAGGCCGGCGAAG 

ACGAGAGTGATGATTTTGCTATAGGGGGTAGCACCCCGACGAATAAACTGAAATTTTATC 

CATATTCGAACAACAAATTGACAAGAAGTACGGGGACCTTGAACCTGTCATTAAGTAATA 

CAGCTTTGTCAGAGGCTAACTCCAAATTTCTTGGGAAAATTGAAGAAGAGGAAGAAGAGG 

AGGAAGAAGGCAAGGATGAGGAAAGCGTGGATTCTCGTATTAAAAGGTGGTCTCCGTTCC 

ATGAAAATGAAAGTGTTACTACTCCTATTACAAAAAGATCTGCGGAAAAAACGAACAGTC 

CTATTTCTCTCAAACAATGGAACCAGCGATGGTTTCCGAAAAATGATGCTCGCACTGAAA 

ATACATCCTCATCCTCTTCATATAGCGTCGCTAAACCTAACCAATCAGCCTTTACGTCTT 

CGGGCCTCGTATCTAAAATGTCTATGGACACTTCGTTATACCCTGCGAAATTGAGGATAC 

CAGAAACACCAGTGAAAAAATCACCCTTAGTGGAGGGAAGAGACCATAAGCATGTCCACC 

TTTCGAGTTCGAAAAATGCATCGTCTTCTCTAAGTGTTTCCCCTTTAAATTT^ 

ACAATAATTTACAAGAAGACCTTTTATTTTCAGATTCTC^ 

CCATCCATGTACCAACCATAGACTCATCCCCACTGAGCGAGGCAAAATATCATGCACATG 
ATCGTCACAATAACCAGACAAACATCCTGTCTCCCACTAATAGCTTGGTTACCAACAGCT 
CTCCACAAACATTGCATTCTAACAAGTTCAAAAAAATCAAAAGAGCAAGGAATTCGGTTA 
TTTTGAAAAATAGAGAGCTAACAAACAGTTTACAACAATTCAAAGATGATTTATACGGCA 
CGGACGAGAATTTCCCACCTCCAATCATAATATCAAGTCATCATTCAACTAGAAAGAACC 
CTCAACCTTATCAATTTCGTGGACGCTATGACAATGACACTGACGAAGAGATCTCCACTC 
CAACAAGACGAAAATCTATTATTGGGGCAACATCTCAAACACATAGAGAAAGCAGACCAT 
TGTCACTCTCCTCTGCCATCGTGACAAACACAACAAGTGCAGAGACGCATTCCATATCTT 
CCACCGATTCTTCGCCGTTAAATTCCAAAAGGCGTCTAATCTCTTCAAATAAGTTATCAG 
CAAATCCAGATTCCCATCTTTTCGAAAAATTTACGA^ 
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AGTTTTCCACGGTCTACCAGGTTACGTTTC 

CCATTAAACCAAACAAATATAATTCCTTGAAACGCATATTACTGGAAATTAAAATACTAA 

ACGAGGTAACAAACCAAATTACAATGGATCAAGAAGGGAAGGAATACATCATCGATTACA 

TCAGTTCCTGGAAGTTTCAAAATTCATACTATATTATC 

ATTTGGATGGATTTTTACAAGAGCAAGTTATCGCAAAGAAAAAAAOT 

GAATTTGGAAAATCATCGTGGAATTAAGCCTGGCTTTACGATTCATCCATC 

ACATTGTGCATCTGGACTTGAAACCCGCAAACGTCATGATCACA 

AACTAGGTGACTTTGGAATGGCTACTCATTTACCGTTGGAGGATAAAAGT^ 

AAGGTGACAGAGAATATATTGCACCAGAAATCATTTCTGATTGTACGTACGATTACAAGG 

CAGATATTTTTTCCCTGGGTCTGATGATTGTTGAAATTC 

ACAATGGCAACGCATGGCATAAGTTGAGATC(k^TGATTTATCGGATGCAGGAAGATTAA 
GTTCCACAGATATTCATTCTGAATCATTATTTTCAGACATTACGAAAGTAGATACAAATG 
ATTTATTTGATTTTGAAAGAGACAATATCAGTGGTAATAGTAACAACGCTGGCACCTCCA 
C TGTTC AT AAC AAT AGT AAT ATC AAC AAC C CT AAT ATG AAT AATGGC AAC G AT AAT AAT A 
ATGTCAATACTGCCGCTACCAAGAATCGTCTTATTTTGCATAAAAGTTCTAAAATTCCCG 
CATGGGTACCGAAATTTCTTATTGATGGTGAATCACTTGAGAGAATAGTACGATGGATGA 
TAGAGCCCAATTATGAGAGAAGGCCCACGGCAAATCAAATCTTACAAACTGAGGAATGCC 
TGTATGTAGAAATGACACGCAATGCAGGTGCTATTATCCAGGAAGACGACTTTGGACCTA 
AGCCAAAATTTTTTATATGA 

YJL187C, 819 aa (SEQ ID NO 158) 

MSSLDEDEEDFEMLDTENLQFMGKKMFGKQAGEDESDDFAIGGSTPTNKLKFYPYSNNKL 
TRSTGTI^SLSNTALSEANSKFI^KIEEEEEEEEEGKDEESVDSRIKRWSPFHENESVT 
TP ITKRS AEKTNS P I SLKQWNQRWF PKNDARTENTS S S S S YSVAKPNQS AFTS SGLVS KM 
SMDTS L YPAKLRI PETPVKKS PLVEGRDHKHVHLSS SKNAS SSLSVSPLNFVEDNNLQED 
LLFSDSPSSKALPSIHVPTIDSSPLSEAKYHAHDRHNNQTNILSPTNSLVTNSSPQTLHS 
NKFKKIKRARNSVILKNRELTNSLQQFKDDLYGTDENFPPPI 1 1 SSHHSTRKNPQPYQFR 
GRYDNDTDEEISTPTRRKSIIGATSQTHRESRPLSLSSAIVTNTTSAETHSISSTDSSPL 
NSKRRLISSNKLSANPDSHLFEKFTNVHSIGKGQFSTVYQVTFAQTNKKYAIKAIKPNKY 
NSLKRILLEIKILNEVTNQITMDQEGKEYIIDYISSWK^^ 

EQVIAKKKRLEDWRIV^IIVELSLALRFIHDSCHIVHLDLKPANVMITFEGNLKI/SDFGM 
ATHLPLEDKSFENEGDREYIAPEIISDCTYDYKADIFSLGLMIVEIAANWLPDNGNAWH 
KLRSGDLSDAGRLSSTDIHSESLFSDITKVIXrNDLFDFERDNISGNSNNAGTSTVHNNSN 
INNPNMNNGNDNNNVNTAATKNRLILHKSSKIPAWVPKFLIDGESLERIVRWMIEPNYER 
RPTANQILQTEECLYVEMTRNAGAI IQEDDFGPKPKFFI 

YJL188C, 809 bp, CDS: 501-809 (SEQ ID NO 159) 

AATTCCCGCATGGGTACCGAAATTTCTTATTGATGGTGAATCACTTGAGAGAATAGTACG 

ATGGATGATAGAGCCCAATTATGAGAGAAGGCCCACGGCAAATCAAATCTTACAAACTGA 

GGAATGCCTGTATGTAGAAATGACACGCAATGCAGGTGCTATTATCCAGGAAGACGACTT 

TGGACCTAAGCCAAAATTTTTTATATGATAAATGGAACAAAAAACCTTG 

TACTTTTTTCCCACACGTGCTTATGGGCCGCATTGTATAAATAATCCAATAACGAAAAAG 

AGTGTAATTGCAGTCCGGTAGTAATACCATGTAAAACCTTAGATGAGTTTATTTTAAGTA 

CAGCCGCTTCAAGCATTTTTATTTTTATTTTACAGATGTAGCAGATAACAACCGTTAAA^ 

TATATTATATATATATATATATATATATCAAATACGACGTATTACATATATATTGAGAAT 

AAGGGAAGGATGGAAGACAAATGACAAAAAGTTTGAAGCATAAATATGTTCTTCGCTTAG 

ATGTTCATCTTGGTTCTTCTCCAGTTTCTTCTCTTAGCGTTGT 

GTTCTCAATCTGATCCATTGTGGCAATGGTCTC 

TGCTTGATTCTGAAAGACTTTTGAGCCTAATTAAAAGGGAAACATATCGTGCACATACGA 

AGTGTACAATTGTAAAAAATGTTAGTAACAATGTTCAAACTCATCAATATGATC 

CGG ATCCAAGGC AAT AC C AC CTGAC AT AA 

YJL188C, 102 aa (SEQ ID NO 160) 

MTKSLKHKYVLRLDVHIX5SSPVSSLSVVTDSWGSQSDPLWQWSVLLLSLSHFLLDSERL 
L S L I KRET YRAHTKCTI VKNVSNNVQTHQ YDAFTDPRQ YHLT 

YJL189W, 1042 bp, exonl : 501-506, intronl : 507-892, exon2 : 
893-1042 (SEQ ID NO 161) 

TATTCAAGAATTATTTCACATCTTCCAGCGAGTAAACATGCCGCTGGTAATCGCGCGTCC 
TCAATATTTGAGTTTTTCAAATAGTGAGGTGTGGATGTATAGAGGAATTA 
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AGTATGTGATGTATGGGCGCACAGTACCAATTTA^ 
TTGATTTTCAAAAAACTTATGGGCGTTTTAGGCTCCGGCTC 

GCAGGCCGAGGCAAACAGTACGCCTTGGCGGGGACGCCGAAGCGACTCCTTCTGTTCCAA 
GCTCAATGGTCCTTGCGTTTACGCTCGCGCGTGGGCTAACTAACGCAATTCGGCTTTTGG 
GCTGTCGAGAACCGAGAATTATTCTTCGCCTTGATAGATACTTTAAAACTTCTACTTAAT 
ATACTTTCTACAATTTTTGGTACATTCATATTATACTGAAAATTCG 

ATAAACACAGATAGATCAACATGGCTGTATGTTAGAAAGATATTATAAATCCCAGTTAGA 

TGCTGAACTGATCAATAGCAAATTATAAACCACATCCATCTAAATGACCTTACCACCTAC 

AATTTGGATTTGAAATAGAAGCAATGTGTAAAATATAGGGAAAGGATTAGGAGTC 

CATACTAAAATTTTTCTTATCCGAAACAGAAATCTAAAGTCGCCACTACGCAGATTAAAA 

TATGGTCATAAACTGCTTATTCTGAGAACTTTTGGTGGTCC 

GGTATTGCCTTGGATCCGTGAATGCATCATATTGATGAGTTTGAACATTGTTACTAACAT 
TTTTTACAATTGTACACTTCGTATGTGCACGAT^^ 

GTCTTTCAGAATCAAGCAAAAAATGGCTAAGGCTAAGAAGCAAAACAGACCATTGCCACA 
ATGGATCAGATTGAGAACCAACAACACTATCCGTTACAACGCTAAGAGAAGAAACTGGAG 
AAGAACCAAGATGAACATCTAA 

YJL189W, 51 aa (SEQ ID NO 162) 

MAAQKSFRIKQKMAKAKKQNRPLPQWIRLRTNNTIRYNAKRENWRRTKMNI 
YJL190C, 893 bp, CDS: 501-893 (SEQ ID NO 163) 

TCTCGACAGCCCAAAAGCCGAATTGCGTTAGTTAGCCCACGCGCGAGCGTAAACGCAAGG 

ACCATTGAGCTTGGAACAGAAGGAGTCGCTTCGGCGTCCCCGCCAAGGCGTACTGTTTGC 

CTCGGCCTGCCGCGTGGTGGTGGTAGTTTGAGCCGGAGCCTAAAACGCCCATAAGTTTTT 

TG AAAATC AAGC T AAAAAATG AAAAAAAAAAAAAGTT AAATTGGT ACTGTGC GCC CAT AC 

ATCACATACTTAAAAGTGTGTAATTCCTCTATACATCCACACCTCACTATTTGAAAAACT 

CAAATATTGAGGACGCGCGATTACCAGCGGCATGTTTACTCGCTGGAAGATGTGAAATAA 

TTCTTGAATATGGGTTTGCAGTTAGTCAATTTCAATCTAAATAATCTTAATCGACTATTC 

AATTCTTAAATTGTAAGGTTTTTTAATGGCCTTTCAGTTCTAGTAT^ 

GACCAACATACATATCCAAGATGACCAGATCTTCCGTTTTAGCTGATGCTTTGAATGCCA 

TTAACAACGCTGAAAAGACCGGTAAGCGTCAAGTTTTAATCAGACCATCCTCCAAGGTCA 

TTATCAAGTTTTTGCAAGTTATGCAAAAGCACGGTTACATTGGTC 

ATG AC C AC AG ATC TGGTAAG ATTGTTGTTC AATTGAACGGTAG ATTG AAC AAGTGTGGTG 
TTATTTCCCCAAGATTCAACGTTAAGATTGGTGACATTGAAAAATGGACTGCCAACTTGT 
TGCCAGCCAGACAATTCGGTTACGTCATCTTGACCACCTCTGCTGGTATCATGGACCATG 
AAGAAGCCAGAAGAAAGCACGTTTCTGGTAAGATTTTGGGTTTCGTTTACTAA 

YJL190C, 130 aa (SEQ ID NO 164) 
MTRSSVLADALNAINNAEKTGKRQVLIRPSSKVIIKF 

IWQ LNGRLNKCGVT S PRFNVKI GD I EKWTANLLPARQFGYVI LTTS AGIMDHEEARRKH 
VSGKI LGFVY 

YJL197W, 4265 bp, CDS: 501-4265 (SEQ ID NO 165) 

CTTCTTCGGGGTTCCCCAATGTCACTGCCATCTCTAAAGTAGATAGAAAGGGCGATCGCT 

ATTTAAGTGTCATGACTTTCTTAACGAGAGGTGTTCCAGCTTC 

GTGTCATTACTCTAGGTTATGGTATCATGGCATCTGTTGTCAAGGGTAACGCAACCTCTG 

CGTAAGAGATACGTCTACGATAGCATGTAACAGCGTATATATAATCTATATGTATTCGAT 

TAATCCAACACTTCTGTTGTGTAGTCTAATGTTCGAAAAAAAGGTACGCTTCCCTGTTAT 

AATCAGGTATATTTCGTTATTCTTATAAGCTAAAAGATTAAAAAT^ 

GAAATTTGGTCGGTTCGTGGAAAAATATTATTACGTATTGAAGAAGTC 

AGATGGGATTACTGGAAAAATAAAGGGAGGAAAATCCTGCAGAACGTTC 

GAAGGTTTCTTCATTCGAAAATGGGTTCTTCAGATGTTTCAAGTCGTGAATG 

TTTATAATGAAGATCCCGATTTCACCGATGGCACAACACCATGTGATCGGTTGGGAGTGG 

ACTTGATGAATGTTCTAGATGACAAGGATGAAATAAAGCAAGAGTCTGTCCCAGTCTCAG 

ATCGTGAAATTGAGGATACGGAATCCGATGCTTCCGCTGTTTCTTCATTTGCTA 

ATGAGTTAATAGCTGAGCCACACGCTGCAAGTGAAACTAATCTTGGAACTAATGGTCAAG 

ATGGAAGAAATGTCTTAGAACAACAAAGAGACGTGGTTGCTAGACTAATAGAAGAAAACA 

AGGAAACGCAAAAAGAGGGTGATAAAGTCTGTATTGTCCCCAAGGTTTGGTACGATAAAT 

TTTTCGACCCCGATGTTACCGATCCTCAAGATATAGGCCCTATTAATACACGCATGATT^ 

GCAGAGACTTTGAAAATTTTGTGCTTGAGGATTACAA 
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CAGAGCCTGTTTTCAATTTTCTATCAGAAATTTACGGCATGACAA 

TGGTAACTAATTTGGTTATCAACCAAACCACAGGGGAGTTAGAGACAGAATACAATAAAT 

GGTTTTTCAGACTACATTACCTGACCGAAAAACAAGACGGGAGGAAAAGGAGGCATGGCC 

AGGACGATTCAATAATGTACCTCTCGATGTCTGCGTTGAATTTAGTACGTGATTTGGTTC 

AAAAGAGTATGAATCTGTTTTTTGAGAAAGCTGATCATCTAGACGTGAATGCG^ 

TTAAAATTTGGTTTGTGTCAGAGGGATCTGATATTGCCACAGATAGCAATG 

TTTTGAATTCTTCATATGiUVATAACTCCGCTTCAATTTCTCGAACTACCGATAAA 

TACTAATACCAGACATGTTTGAAAACCGTTTAGACAAGATAACTTCAT^TCCGAGTGACC 

TTGTCATAGAAATTAAACCTATAGAAGGGAATCACCATTGGC^ 

ATAATAAACTCGAACCAGCATCAGGTACTACTGGTTTGGTCAATTTGGGAAATACATGTT 

ACATGAATTCTGCGTTGCAATGCCTGGTACACATTCCGCAGTTGCGTGAT^ 

ATGATGGTTATGAAGACGAAATCAATGAAGAAAATCCTCTTGGGTACCACGGCTATGTGG 

CTAGGGCATTTAGTGACTTGGTTCAGAAGTTGTTTCAAAACAGGATGAGCATAATGCAAA 

GAAATGCTGCTTTCCCCCCTTCAATGTTCAAATCCACTATCGGGCACTTTAATTCGATGT 

TTTC TGGTT AT ATGC AAC AGGATTCTC AAGAATTTTT AGC C TTCCTGTT AG AC AGTTTAC 

ATGAAGATTTGAACAGGATAATAAAGAAAGAATACACAGAAAAACCATCATTATCTCCTG 

GTGATGACGTGAATGATTGGAATGTAGTCAAGAAACTGGCAGACGATACTTGGGAGATGC 

ATTT AAAG AG AAATTGTTCCGTT AT AACGG ATTT ATTTGT C GGG ATGT AC AAATC AACGC 

TATATTGTCCCGAATGTCAAAATGTTTCTATAACGTTTGAC 

TGCCGCTTCCGGTTGATACAGTGTGGGATAAAACTATAAAAATTTTTCCCATGAACTCTC 

CACCACTTCTTCTTGAAGTTGAGTTAAGCAAATCGTCCACTTATATGGACTTGAAGAAl^ 

ATGTTGGTAAAATGTCGGGCCTAGATCCAAATACACTATTTGGCTGTGAGAT^ 

ATCAAATCTATGTTAACTATGAGTCAACAGAGTCGAATGCTCAATTTTTAACCTTGCAGG 

AATTGATCAAACCTGCTGATGACGTTATTTTTTATGAATTACCAGTAACAAA 

AAGTAATTGTTCCCGTATTGAATACTAGAATTGAAAAAGGCTACAAAAATGCAATGTTAT 

TTGGAGTCCCTTTCTTTATTACGTTAAAAGAAGATGAATTGAATAATCCAGGTGCAATAA 

GAATGAAATTGCAAAACAGGTTTGTCCATTTAAGTGGTGGGTATATCCCATTTCCTGAAC 

CTGTAGGAAATCGAACCGATTTTGCTGATGCTTTTCCATTATTAGTAGAAAAATATCCAG 

ATGTTGAATTTGAACAATATAAAGATATACTACAGTATACGTCTATTAAGGTGACTGACA 

AGG AT AAATCCTTTTTTTC CATC AAG ATTCTGTCTGT AG AAAAAG AGC AGC AATTTGC T A 

GTAATAACCGAACAGGGCCTAATTTCTGGACCCCTATCTCCCAGTTAAACCTTGACAAAG 

CTACAGATATAGACGATAAACTTGAAGATGTGGTGAAGGATATCTACAATTATTCATCCT 

TAGTAGATTGTGCTGAAGGGGTCCTTATGCAAGTGGATGATGAGGGAGATACCGAGGGTA 

GTGAAGCAAAGAATTTTTCCAAGCCCTTCCAATCGGGAGATGATGAAGAAAATAAAGAAA 

CTGTAACAAATAATGAAAATGTAAATAATACTAATGATCGGGATGAAGATATGGAACTAA 

CAGATGATGTTGAAGAAGATGCAAGTACAGAGCCAGAATTAACAGATAAGCCAGAGGCGT 

TAGATAAAATTAAGGATAGCTTGACTTCCACTCCGTTTGCGATTCTTTCTATGAATGATA 

TTATTGTTTGTGAGTGGAGCGAATTGGGTTCAAATGAGGCATT^ 

ATAACTGGGAAAATCCAGCTACTTTGCCTAACAAAGAGTTGGAGAACGCTAAGTTGGAAA 
GATCTAACGCTAAGGAAAGAACCATAACCTTGK3ACGATTGTCTCCAATTATTTTCCAAAC 
CAGAAATACTAGGATTAACCGATTCGTGGTACTGCCCTACATGCAAGGAACATCGTCAGG 
CTACCAAACAAATACAACTTTGGAATACACCAGATATTCTGCTAATTCACCTTAAAAGGT 
TTGAAAGTCAAAGGTCTTTTAGCGATAAAATTGATGCCA 

ATTTGGATCTGTCGAGGTACGTTGTCTATAAAGATGATCCCAGAGGTTTAATCTATGACC 

TGTATGCAGTAGATAACCACTATGGTGGTTTGGGTGGTGGGCACTATACCGCGTACGTAA 

AGAATTTTGCCGACAATAAATGGTACTATTTTGATGATTCTCGAGTAACTGAAACTGCGC 

CAGAAAATAGTATAGCTGGATCGGCTTATTTGCTATTTTACATTCGCCGTC 

GCAATGGATTAGGCAGCTCTAAACTACAGGAAATAATCCAAAAGTCACGCCACGGATATG 

ATGAGCGTATCAAAAAGATATACGATGAACAGATGAAGTTGTATGAATTTAATAAGACTG 

ACGAGGAGGAAGATGTTTCTGATGATATGATAGAATGTAATGAAGATGTGCAGGCCCCTG 

AATATAGTAATCGTAGTTTGGAGGTTGGGCATATTGAAACTCAGGACTGCAACGACGAAG 

ATGACAATGATGATGGTGAGAGGACAAATTCAGGTAGGAGAAAGTTAAGATTGTTGAAAA 

AAGTCTACAAGAATAATTCAGGCTTGGGTTCATCGAGTACGTCTGAAATATCTGAGGGAT 

GCCCAGAAAACGAAGTCGCTGATTTGAATTTAAAAAATGGTGTGACACTAGAATCGCCAG 

AATAA 

YJL197W, 1254 aa (SEQ ID NO 166) 

MGS SDVS SREC S L VYNED PDFTDGTTPCDRLGVDLMNVLDDKDE I KQE SVP VSDRE I EDT 
ESDASAVSSFASANELIAEPHAASETNLGTNGQDGRNVLEQQRDVVARLIEENKETQKEG 
DKVCIVPKVWYDKFFDPDVTDPEDIGPINTRMICRDFEIOTVLEDYNRCPYLSIAEPVFNF 
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LSEIYGMTSGSYPVVTNLVINQTTGELETEYNKV^FRLHYLTEKQDGRKRRHGQDDSIMY 
LSMSALNLVRDLVEKSMNLFFEKADHLDVNAVDFKIWFVSEGSDIATDSNVSTFLNSSYE 
ITPLQFLELPIKKLLI PDMFENRLDKITSNPSDLVI EIKPIEGNHHWPSNYFAY1»IKLEPA 
SGTTGLVNI^NTCYMNSALQCLVHI^ 

VQKLFQNRMSIMQRNAAFPPSMFKSTIGHFNSMFSGYMQQDSQEFIJ\FLLDSLHEDLNRI 

IKKEYTEKPSLSPGDDVNDWNWKKLADOTWEMHLKRNCSVITDLFV 

NVS ITFDP YNDVTL PL PVDTVWDKTI KI F PMNS P PLLLEVELSKS STYMDLKNYVGKMSG 

LDPNTLFGCEIFSNQIYVNYESTESNAQFLTLQELIKPADDVIFYELPVTNDNEVIVPVL 

NTRIEKGTYKNAMLFGVPFFITLKEDEIJWPGAJRMKLQNRFVHLSGGYIPFPEPVGN^ 

FADAFPLLVEICYPDVEFEQYKDILQYTSIKVTDKDKSFFSIKILSVEKEQQFASNNRTGP 

NFWTPISQI^LDKATDIDDKLEDVVKDIYNYSSLVDCAEGVl^QVDDEGI>rEGSEAKNFS 

KPFQSGDDEENKETVTNNENVNNTNDRDEDMELTDDVEEDAS 

LTSTPFAILSMNDIIVCEWSELGSNEAFSDDKIYNWENPATLPNKELENAKLERSNAKER 

TITLDDCLQLFSKPEILGLTDSWYCPTCKEHRQATKQIQLWNTPDILLIHLKRFESQRSF 

SDKIDATVNFPITDLDLSRYVVYKDDPRGLIYDLYAVDNHYGGLGGGHYTAYVKNFADNK 

WYYFDDSRVTETAPENSIAGSAYLLFYIRRHKDGNGLGSSKLQEIIQKSRHGYDERIKKI 

YDEQMKLYEFNKTDEEEDVSDDMIECNEDVQAPEYSNRSLEVG 

RTNSGRRKLRLLKKVYKNNSGLGSSSTSEISEGCPENEVADLNLKNGVTLESPE 

YJL198W, 3149 bp, CDS: 501-3149 (SEQ ID NO 167) 
TGTCGTATTTCCACTGATTTGGATGTATGTTGC 

TCCACTGGTTTCTAGCAGAGGTAAGAAAATCAGTAGTAGCGGCAGCAGCCAAGAAAAATG 

GCAGCCTGGCAAGCAGCGAAGGCCATCTGTGCTGCATTTCCACACTCCTTGTATGACTGC 

ATAGGCATAAAGAGGTGCCTTGCTGTAGGCGTATATGATCCTAAGCAACAGAGAAACCAC 

GGTTCTCTTCTCTTCTTATTTCGTTATTGTCTTCCCTTTTTACTATGGGTAA 

TAAAGCGGGGCGCTCACAATATCGCCGCAGCTACAGCCGTTTTTTT^^ 

TTTGCGCTGCTTCTCGAAGAATGAATGGCTCACTGAAAAATTTTC 

GAACACTGTTCACTTCGATGTCATCCGGCCAATAAAGTTGTTTTTAGGATAAACGAGTAA 

GTGGTAGCTGGTACAGGATCATGAGATTTTCACACTTCTTGAAGTACAATGCTGTCCCAG 

AATGGCAAAACCATTATATGGACTACAGCGAGCTGAAAAATCTTATTTACACGCTACAAA 

CAGATGAACTTCAGGTTGGTGATAACGAAGAAGGATTTGGCGCAGGAAAGAGCTCTAACA 

TTACAGATAGGTTCAAAAACAAGTTTTCTTTTAAAAATGCGAAGGA^ 

GTATGAACAAAGATGCAGGCATCGTTGAGGAAACCATCGAGTTGCGAGAGTTGCCTACTG 

CTCAGACGGTCGCTGCCAAACCTTCTCCTTTCAGAAGAATGAAGGAAAAGATATTTTACA 

AAAGAAGGTCGTCTTCCGCATCGTCCGTCTCCTCCACGGCCAACGAAAATCTGCAATTAG 

ACACTTATGATACGTTTGTTGGTGATTTAACAGCTGAA 

ATAAGAGGACAGAAGCGAAGTTCTACGACAAATTTGACGCGCTGGTGAAGGACCTGAAGA 

AAATCGGAGTTATAGAATACGATATCGACGATGATACTCTGTTTAACGAACCGATTGCCA 

GCACAAATGACGAAGTTCCCCCACTAGACTTGGATGATGACGAAGACGACGACGAATTTT 

ACGATGATCAATCTAATATTGAAGATAATACTGCTTTGCTGCATCATTCGCAGTATAACA 

TTAAGTCTCAGAAAAAATCGCTGTTGAAGAAGTCGATCGTAAACCTATATATCGATCTTT 

GCCAGTTGAAGTCGTTCATCGAATTGAACCGCATTGGGTTTGCAAAAATTACAAAGAAAT 

CAGACAAAGTTCTTCACTTGAATACAAGAACCGAACTGATCGAATCGGAGCAGTTTTTCA 

AAGACACATATGCATTCCAGGGAGAAACGATCGAATTGCTAAATTCCAAAATTTCCCAGC 

TAGTCACATTTTATGCGCGCATCACTGACCGGCCTCATAATATCTCGCATAGCAAGCAAG 

AGTTGAAATCCTACCTGCATGACCACATTGTTTGGGAAAGAAGTAACACTTGGAAAGACA 

TGTTGGGACTGCTATCGCAAGCTGACGAGTTGACACCAAAGGAAACAGAATATAATGCAA 

ATAAGCTGGTAGGCAAGTTAGATTTGGAATACTACAGATGGCCACTACCCAGACCGATAA 

ACTTAAAATTCACTAGTATAAACAACGTTGCACTACCGAAATTATT^ 

CATACAAGATTTACTTTATTATTCTAGTCACTGGACTCTTGTTAGGAATAAAGACCTTCA 

ACGACGCTGCTCAGCACCGCTGCATGGCCCTTGTCGAGTGTGTCGCCTTTTTGT^ 

GTGAGGCCATCCGATTACACATTACAGCATTCC'TTGTACCACTACTTGT^ 

AAGTCCTAAAAACCTCCGACGGGGCTATAATGAGTGCTGCAAGCGCTTCATCAGAAATTT 

TGGCCGCCATGTGGTCTTCTACAATTATGATTCTGCTGGCAGGTTTTA 

TACTTGCACAATATAACATCGCCAAAGTTCTTGCCTCGTGGTTGTTGGCCTTCGC 

GTAAACCCAGAAACGTTCTTTTAATGGCAATGTGTGTCGTGTTCTTCCTATCAATGTGGA 

TTTCCAATGTCGCAGCACCTGTTCTAACATATTCGTTGTTATCTCCCCTATTGGATGCCA 

TGGATGCAGATAGCCCATTTGCGCAAGCATTGGTGTTAGGTG 

TCGGTGGTATGTCTTCACCAATCTCTTCACCTCAAAACATCATTTCCATGTCGTACTTGA 
AACCCTATGGTATTGGCTGGGGCCAATTCTTTGCTGTTGCATTGCCATCTG^ 
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CCATGCTTTTGGTTTGGATTTTATTGTTCAC 

AAAAATTTAAGCCTATTAAGACGAAATTCACAGTTAAGCAGTATTATATCATTACTGTCA 
CTGTGGCCACTATTTTGTTGTGGTGTGTGGAAAGCCAGATTG 
CAGGTCAAATTGGAATCATTCCCATCGTTTTGTTTTTT^ 
AAGATtTAAATGCCTTTCCGTGGTCAATCGTTATTTTGGCAATC 

GGAAGGCCGTCTCATCCTCGGGTTTGCTATCAACCATTGCAAAAGCATTACAAAAGAAA 
TTGAGAATGATGGTGTTTTTGCCATTCTATGTATTTTCGGTATC 
^ GTACTTTCGTCTCGCATACAGTATCCGCTATTATCATCATTCCCTTGGTGCAAGAAGTTG 
GTGACAAGCTTGGCAACCCCAAAGCTGCTCCTATCCTTGTTTTCGGTTGTGCA 
CATCCTGTGGTATGGGACTAGCTTCTTCGGGGTTCCCCAATGTCACTGCCATCTCTAAA^ 
TAGATAGAAAGGGCGATCGCTATTTAAGTGTCATGACTTTCTTAACGAGAGGTGTTCCAG 
CTTCTATTTTGGCTTTCCTATGTGTCATTACTCTAGGTTATGGTA 
TCAAGGGTAACGCAACCTCTGCGTAA 

YJL198W, 881 aa (SEQ ID NO 168) 

MRFSHFLKYNAVPEWQNHYMDYSELKNLIYTLQTDELQVGDNEEGFGAGKSSNITDRFKN 
KFSFKNAKEDTSSGMNKDAGIVEETIELRELPTAQTVAAKPSPFRRMKEKIFYKRRSSSA 
S SV S STANENLQ LDT YDTFVGDLTAEKQKVDDFYKRTE AKF YDKFDALVKDLKK I GVI E Y 
DIDDDTLFNEPIASTNDEVPPLDLDDDEDDDEFYDDQSNIEDNTALLHHSQYNIKSQKKS 
LLKKSI VNL YIDLCQLKS FI ELNRI GF AKITKKSDKVLHLNTRTELI ES EQFFKDTYAFQ 
AETIELLNSKISQLVTFYARITDRPHNISHSKQELKSYLHDHIVWERSNTWKDMLGLLSQ 
ADELTPKETEYNANKLVGKLDLEYYRWPLPRPINLKFTSINNVALPKLFFTKKAYKIYFI 
ILVTGLLI^IKTFNDAAQHRCMALVECVAFLWASEAIPLHITAFLVPLLVVLFKVLKTSD 
GA IMS AA S AS SEI LAAMWS STIMI LLAGFTLGEVLAQYNI AKVLASWLLAF AGCKPRNVL 
LMAMCVVFFLSMWISNVAAPVLTYSLLSPLLDAMDADSPFAQALVLGVAIjAANIGGMSSP 
ISSPQNIISMSYLKPYGIGWGQFFAVALPSGILAMLLVWILLFTTFKMNKTKLEKFKPIK 
TKFTVKQYYIITVTVATILLWCVESQIEGAFGSSGQIAIIPIA^^ 

WS I VILAMGGI ALGKAVS SSGLLST I AKALQKKIENDGVF AI LC I FGI LMLWGTFVSHT 
VS AI III PLVQEVGDKLGNPKAAP I LVFGC ALLS SCGMGLAS SGFPNVTAI SKVDRKGDR 
YLSVMTFLTRGVPASILAFLCVITLGYGIMASWKGNATSA 

YJR049C, 2093 bp, CDS: 501-2093 (SEQ ID NO 169) 
ACTGCCATCTCTTCCATTCTTTGAAAAGATTAT 
GCATTTCATTTAAAGACGGATCATATATTCTTGTG^TTTTTTC 
CTTGTCGCTTCCATTCGTTGGCCTCTTTTATGGATTTTACCT^ 

TCTGGTAACGTGAATAATCCTTGTATCCACCTGCCGACTCTGCTTGCTGCTCTTGAAATC 

GTACCAGAACTGAGTTGGCCTTATCTACATTTCTACTCATTTTGAATGCACAGGTATCTG 

ATTACTGATGTGGTGCGCCTTGCGATATAACGGTGTGTCACTTTTATTTGCTCTTTCATG 

CATCCTGAAATTATTTCACCGCACTACGCAAAGAGAACGGAGAAAAAGGTATAATAGGGC 

AAATGATCATTGACATCGTGATCGTAAGCCAAAAAAAAATACAATAGGCTCCCTAAATAA 

GTAGAGTAAAAGCTCTTGAGATGAAGGAGAATGACATGAATAATGGCGTAGATAAATGGG 

TAAATGAGGAAGATGGTCGAAATGATCATCATAACAACAATAATAACTTGATGAAGAAGG 

C C ATG ATG AAC AATG AGC AAATTGAT AGAACTC AGGATATCG AC AACGC C AAAG AAATGT 

TGAGGAAAATATCAAGTGAAAGCAGCTCGCGCAGAAGCTCCCTGTTGAATAAAGATTCAT 

CTCTCGTGAACGGCAATGCAAACAGTGGCGGTGGTACGAGCATTAACGGAACAAGAGGAA 

GTTCTAAGAGTAGTAATACACACTTTCAGTATGCCTCCACGGCGTATGGTGTAAGAATGT 

TGAGTAAAGATATATCTAATACCAAAGTGGAACTGGATGTGGAAAATTTGATGATTGTTA 

CGAAACTCAACGATGTCTCACTGTATTTCTTAACAAGAGAGTTGGTAGAATGGGTTTTGG 

T AC ATTTTCCACGTGTG ACTGTTTATGTGG ATTCC G AATTG AAAAAC AG C AAAAAATTTG 

CCGCTGGCGAGTTATGTGAAGATAGTAAATGTAGAGAATCAAGGATCAAGTATTGGACAA 

AGGATTTCATCAGGGAACATGATGTTTTCTTCGATTTGGTAGTGACTT^ 

GTACTGTTCTTTTTGTAAGTTCCATTTTTCAGAGACATGTACCACCCGTTAT 

CATTAGGGTCTCTAGGATTTTTAACAAATTTTAAGTTTGAACATTTCA 

CTCGGATTATGAATCATAAAATCAAGACAAATTTACGGT 

ATCGTAGACACCGCCCTGAAGTAGACCCAAACACGGGGAAGAAAATATGTGTGGTGGAAA 

AACTAAGCACACACCACATTTTGAACGAAGTGACCATCGATCGTGGTCCAAGTCCTTTTC 

TATCCATGTTAGAATTGTATGGTGACGGCTCATTAATGACCGTTGCGCAGGCGGACGGAC 

TGATTGCTGCTACTCCGACTGGGTCCACGGCCTATTCTTTGAGTGCAGGTGGGTCATTGG 

TATGCCCAACCGTCAATGCAATCGCTTTAACACCCATTTGTCCACAT^ 

GACCCATCATCTTACCAGAAAGTATAAATTTAAAAGTGAAAGTCTCGATGAAGTCAAGGG 
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CTCCAGCATGGGCGGCTTTTGATGGGAAAGATAGAATTGAATTGCAAAAA 
TAACCATATGCGCCAGCCCATATGCTTTTCCAACCGTG^ 

TTAACAGTATCAGTCGACAACTAAACTGGAATGTGAGGGAACAACAAAAGTCCOTTACGC 
ATATTTTGTCCCAAAAGAACCAAGAAAAATATGCACATGAGGCGAACAAAGTCAGAAATC 
AAGCAGAACCTTTAGAGGTAATAAGAGATAAATACTCTCTGGAAGCAGACGCTACTAAGG 
AAAACAACAACGGAAGCGATGATGAGAGCGACGATGAGAGTGTAAACTGCGAAGCTTGCA 
AATTAAAGCCTTCGAGCGTCCCAAAACCTTCTCAAGCAAGGTTTTCAGTATAA 

YJR049C, 530 aa (SEQ ID NO 170) 

MKETTOMNNGVDKWVNEEDGRbTOHH^ S SE 

SSSRRSSLIJ^KIDSSLVNGNANSGGGTSINGTRGSSKSSNTHFQYASTAYGVRMLSKDISN 
TKVELDVENLMIVTKLNDVSLYFLTRELVEWVLA^ 

DSKCRESRIKYVWKDFIREHDVFFDLWTLGGDGTVLFVSSIFQRHVPPVMSFSLGSLGF 
LTNFKFEHFREDLPRIMNHKIKTNLRIjRLECTIYRRHRPEVDPNTGKKICVVEKLSTHHI 
LNEVT I DRGP S PF L SMLEL YGDG S LMTVAQ ADGL I AATPTG STA YS L S AGGS L VC PTVNA 

IALTPICPHALSFRPIILPESINLKVKVSMKSRAPAWAAFDGKDRIELQKGDFITICASP 

YAFPTVEASPDEFINSISRQLNWNVREQQKSFTHILSQKNQEKYAHEANKV^ 

IRDKYSLEADATKENNNGSDDESDDESVNCEACKLKPSSVPKPSQARFSV 

YKR094C, 1255 bp, exonl : 501-508, intronl : 509-876, exon2 : 
877-1255 (SEQ ID NO 171) 

AGGTTGTGTTCTTCAATGATGGGCAATGCAATTTGGCGTTAAGCGCCTGAGCAA 

AACAGCGAAATTTATGACATATTATTTCGAACCTTTTACAAACTAGTAGATTTAGTGATT 

TATTACCTATTGGCATTCATTTGTGTTCTATATGTGGATGAGGATAGCCGCCTTTCTTCT 

CATCGGAGGCCATATCATCTTTCGACAATCCTTTTTAAATACTATTTCCATCCGTGCCTC 

TAATAGATTTGTGTAGTTGTCTGGGTGCAATCTTTCCATTTTTC 

TTTTCATGTTTTTCAGATTCTGAAGTACCGCAATAGGATATGGCGGATAATCCGCCATAT 

GATCCGCCTCATACTAGCCATTACCCATCTATCCCAGGCATTATGGGTATGCAACTCATA 

ATCTCAAATACACAAATAAGAGCAACCTTATATATCACTTTTTCCCGTTCAGCAAGAGGT 

AAAGCCACCAAAGGTTCAAAATGCAAATGTATGTTACGGCGAATACAGAATACTATGTTC 

GAAATAATATGAGGATTATACGATAGCAAAAAAGCCATAAACGAAAGACATAAATGGAAA 

ATGATTGACAAGCTCACAATTTATTAAACAAGTAGCAATTGAGAAAAACTATTACTCGCG 

GCAAGCTTCTGAGTTTACATTAAATCTGTAGAGCAAATTGAAAATGTCGCATATGTC 

AAGGGTTTGTTTGTTCCATCTTATTTTGCATAACATA 

AAAATATTTTTTACTAACGTGAAGTTTCTTTCTTTATGATGTACGCACGCACGTCTC 

TTACTCCATAAATGAACTTATTCCAATTTTGTACAGCTTCGTTAAGACTTTGACTGGTAA 

GACCATCACTTTGGAAGTTGAATCTTCTGACACCATTGACAATGTCAAGTCCAAGATCCA 

AGACAAGGAAGGTATCCCACCTGACCAACAAAGATTGATCTTTGCTGGTAAGCAATTGGA 

AGACGGTAGAACTCTATCTGACTACAACATCCAAAAGGAATCCACTTTACATTTGGTCTT 

GAGATTAAGAGGTGGTATCATTGAACCATCTI^GAAAGCCTTGGCTTCCAAATACAACTG 

TGACAAATCTGTTTGTCGTAAATGTTACGCCAGATTACCACCAAGAGCTACCAACTGTAG 

AAAGAGAAAGTGTGGTCACACCAACCAATTGCGTCCAAAGAAGAAGTTGAAATAA 

YKR094C, 128 aa (SEQ ID NO 172) 

MQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFAGKQLEDGRTLSDYN 

IQKESTLHLVLRLRGGIIEPSLKALASKYNCDKSVCRKCYARLPPRATNCRKRKCGHTNQ 
LRPKKKLK 

YLR040C, 1175 bp, CDS: 501-1175 (SEQ ID NO 173) 

AGCTCTCAAACAACTAATACTATAAGTTCAAGTACAAGCACAGGAGGTGTAGGTTCAGTC 
AAGCCATGTCTTTACTTCGTTTTAATGTTAGAAACAATCGCTTATTTGTTTTCTTAAACA 
AATATATTAGGTTCAAGGTCTTCGCAGGTGTAAGAAAACCCGTGGTCTCCATATTCTTAA 
GTATGATAAATAAAAAAAAACTTAATAAATTATTAATTGCTTCAAACCTTTTTCTTTTTT 
TAGTTTTTAATATTTCAAACGTTATCTTCATTGAACGCCCAAATAGGGAAAAATCCTGGC 
AAATTTTTTATTGCTGTCATCCAAGGCTATGCTAGAAAATTCAAGAGCTTGGATGATTTA 
AAAAGACACTCTCAATCGAGAAAGTTTATTCTTTGTTATTCTGCTTTACCTGATCATATT 
CCGGCGTATTGTTTCTAATCAAGTGATTTCGATATCCAGTTACGAACCATTTACAACATT 
CCTGAAAATATTGCGTATCAATGATATTTGCTCCTTCTTTCTCCCTCATTAAAAATATTC 
TCCTGGTAAGCTTTCTAATCAGCCACAGTTTTGCTGCCAAAACTTTAACGTCTAGTTCCA 
ATGACGATACACTTGCCAGGTCCGCAGCTGCAGATGCAGACATGGCATTCTTCATGGAGT 
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TTTTAAACGATTTCGACACCGCTTTTCCACAGTATACCTCATAC 

TAACCCTACCTCAACCTGTTGCTGACTACTACTATCACATGGTTGATTTGGCCTCAACAG 
CAGATTTACAATCTGATATTGCTCAGAGTTTTC 

CGGCCTTTCCATGGTATACCTCTTTGCTAAACAAAGCCTCCGCCACCACCATATACCTTC 
CCCAACACTTCATAACAGGTGAGACAGAAGCTACCATGACTAACTCATCTTATGCCAGCC 
AAAAAAACTCCGTTTCCAATTCTGTTCCTTTCTCGACAGCGAACGCAGGCCAGTCCATGA 
TTTCCATGGCTAATGAAGAAAACAGTACAACAGCACTTATATCCGCATCAAACTCTTCTT 
CAACATCCAGAACTAGTCAATCACAGAATGGTGCCCATGCCAAAAGCTTATATTTCCCCA 
TGGCGTTGTTCGGAATCTTTGCAGTTGCCCTTTAA 

YLR040C, 224 aa (SEQ ID NO 174) 

MIFAPSFSLIKNILLVSFLISHSFAAKTLTSSSNDE>TLARSAAADADMAFFMEFLiNDFDT 
AFPQYTSYMMQNHLTLPQPVADYYYHMVDLASTADLQSDIAQSFPFTQFQTFITAFPWYT 
SLLNKASATTIYLPQHFITGETEATMTNSSYASQKNSVSNSVPFSTANAGQSMISMANEE 
NSTTALISASNSSSTSRTSQSQNGAHAKSLYFPMALFGIFAVAL 

YLR048W, 1618 bp, exonl : 501-590, intronl : 591-949, exon2 : 
950-1618 (SEQ ID NO 175) 

GCACCCTTTTTCTTTTTCAATAACAAAAAAGAGCTTGGGCATTACGTTTTCAA 

AATATTTCCCTTTTTACATCCGTACATATAAAATGTAAACCCATGCATTCATGACA 

TACCTATTTCTTAAAGGCCTTTGTCACTTCTTTATGGGAATGGCGCTACTTTA^ 

GCCTACTTTGAAAAATTTACCAAGGCGAAATTGAGTGCGCTAGGCGGAAGTTCCAGGGCA 

CGGTCACCGAACCTTTGTGCTGTTTCGAACGAGGGTCCCGCTGGAGGTTGACGGACGCGG 

GAGGAGCTGGAAAGATGGAATGGAAGGACTGCAACACTCAGTAAGAAGGTTCGTGGTAGG 

GAACATCACCTTCTCTAGTTCCTGTAAAAATAATATGATCAAGTTTGAATCCTCGTATTG 

AAAAATCGCGAGTTATTAAGTGTGTAATTTAGAATACCGAAATAGCACAAGAAGAGATAA 

GATAAGATACTGATAGK5ATAATGTCTTTACCAGCTACTTTTGATTTGACTCCAGAGGATG 

CCCAACTTTTGTTGGCCGCTAACACCCATTTAGGTGCTAGAAACGTTCAAGTATGTACAC 

ATATCCCATACGATTATGTTCTATAGATGATAATAGGTCTCGAAAAGAATATGTCCCCGA 

TTTAATCATATTTGGAGGTCAGAGGACCAAAGGTAATTTCAGAGGAATTTTGAACACGCC 

GGGTTTAGAAGAGTTAGAATTTCACTTCTTAGTGAGGGTAAGGAGAAGAAACTCAATAAG 

AATATACATCCTCGACTGTGTCAAAGATTATGAACTCCGATGAAACAGTAAAACGTCAAA 

AAATTCCACGGGATATAATTCGGTACTTTATTGGATATGGAAGAAAACATTATATATGCA 

CAAATGAACGCTCTTACTAACATAATTTATCTTTCCTCTCTTTTTTTAGGTCC 

ACCATACGTTTTCAATGCTAGACCAGATGGTGTTCACGTTATCAATGTTGGTAAGACCTG 

GG AAAAGTTGGTTTTGGCTGCTAGAATTATTGCTGCCA 

TGCCATCTCTTCCAGAACCTACGGTCAAAGAGCTGTCTTGAAATTTGCTGCTCACACTGG 

TGCTACTCCAATCGCCGGTAGATTCACTCCAGGTTCTTTCACTAATTACATCACCCGTTC 

TTTCAAGGAACCAAGATTGGTTATTGTTACCGACCCAAGATTAGACGCTCAGGCCATTAA 

GGAAGCTTCTTACGTTAACATTCCAGTCATTGCTTTGACTGATTTGGACTCC 

ATTTGTTGATGTCGCCATCCCATGTAACAACAGAGGTAAGCACTCCATCGGTTTAATCTG 

GTACTTGTTGGCTAGAGAAGTTTTGAGACTAAGAGGTGCTTTGGTCGACAGAACTCAA^ 

ATGGTCCATCATGCCAGATTTGTACTTCTACAGAAACCCAGAAGAAGTTGAGCAAGTTGC 

TGAAGAAGCTGCTGCCGCTGAAGAAGGTGAAGAAGAAGAAGTTAAGGAAGAAGTCACTGA 

AGGTCAAGCTGAAGCTACTGAATGGGCTGAAGAAAATGCAGACAACGTTGAATGGTAA 

YLR048W, 252 aa (SEQ ID NO 176) 
MSLPATFDLTPEDAQLLLAANTHLGARNVQVHQEPYVFN 

ARI I AAI PNPEDWAI S SRTYGQRAVLKFAAHTGATPIAGRFTPGSFTNYITRS FKEPRL 
VIVTDPRLDAQAIKEASYVNIPVIALTDLDSPSEFVDVAIPCNNRGKHSIGLIWYLLARE 
VLRLRGALVDRTQPWSIMPDLYFYRNPEEVEQVAEEAAAAEEGEEEEVKEEVTEGQAEAT 
EWAEENADNVEW 

YLR088W, 2345 bp, CDS: 501-2345 (SEQ ID NO 177) 

CTTCCCATGTAGAATATCATTGTCAAACATACTACTACCGTGAGAATCCAATCTACTAAA 
AAGACCCAGCTAAAGTCCTTTTGGTGTGTCAATGGAACACCACGTAATTGTGAAATAGCT 
TCCATGCTTGCTAACTTATTACCGTCAATAGAAGACTTGAGTCAGGTGGCTTTAATGAGT 
ACTATTCTTTTTTTTTTTCCAAAGAGCACTATGTTGATAA 

AGTATCCTGTAGCCTAGAAAGGTTGAAGCTTATAAAACCGTGCCAACAGCTTTATAGTGG 



WO 01/02550 



61/161 



PCT/BE00/00077 



GGAGTTTGGCTTCCCTCTATTTGTATATTGATC 

CATCGTGAACCTCTCACTTTAATGCCAGCGGTAGAAAAAAAAGTCATAAACAATACACGC 
CGGCTACACTTAGAAAGAAATGACATTTGCTGTCTTATAAAAGGACTTGACAGACCAAAG 
ACGCGTATAATACACCAAGAATGGCCTTATTGGAGAAGTTGCATCGAAGGATTGTTGATA 
TGGGGCTTGTCCCGCGTATAATCGCCTTATTACCAGTTATTTCCATGCTATGCGCTCTAT 
TTGGGTTTATTTCTATAGCTATTCTGCCTATGGATGGACAGTA 

CTGAGAATGCATTGATGCCTTCACAAGCGTATAGTTACTTTAGAGAATCTGAATGGAACA 
TTTTGAGGGGCTATCGATCTCAAATTAAAGAAATGGTAAACATGACTTCTATGGAAAGAA 
ACAATTTGATGGGTTCTTGGTTACAAGAATTTG^ 

AACAATATGGAGAAACATTGTACGGTGTAATGCACGCTCCTAGGGGTGATGGAACAGAAG 

CGATGGTGCTTGCCGTTCCATGGTTTAATTCAGATGATGAATTCAATA^ 

CTTTGGGTGTATCTTTAGCAAGATTTTTCTCACGTTGGCCAGTATGGTCCAAGAATATAA 

TTGTTGTCTTCAGCGAAAATCCTCGTGCAGCATTAAGATCATGGGTTGAGGCATACCATA 

CTTCCTTAGATTTGACTGGTGGTTCCATTGAAGCTGCTGTTC 

CGGAAGATTTCTTCGAGTATGTAGAAATCTCATACGACGGTCTGAATGGTGAGCTGCCCA 

ATTTGGATCTTGTCAACATCGCTATATCCATTACGGAACATGAAGGTATGAAAGTTTCTT 

TGCACGGTCTACCCAGTGATCAGTTAACTAATAATAATTTCTGGTCAAGATTAAAAATAT 

TATGCCTGGGAATAAGGGATTGGGCGTTGTCCGGTGTTAAAAAGCCCCATGGTAACGAGG 

CATTTAGCGGCTGGAGGATTCAATCTGTAACATTGAAAGCACATGGAAACAGTGGTCATG 

ATATTACTACATTTGGACGTATACCCGAAGCAATGTTTCGCTCTATTAATAACCTTTTGG 

AAAAATTTCACCAATCGTTCTTCTTTTATTTGTTATTAGCACCACGTCAGTTCGT 

TTAGTAGTTATTTGCCAAGCGCTGTGGCTTTA 

ATGCATTTATAAACAATGCTTATGCAAATATATCCTTATTTTCCGAGTATAAT^ 
CGTTGTTGGTTTGGTTCGTGTCATTGGTGATATCATTTC 

T AAT AC CTTC AT CGGG ATT ATTG ATG AC AATT AGC ATGG CATC TTGTTTTTT AC CTTTG A 

TACTTTCCAGAAAAATTCACATCTCAGAACCACTATCATACAGGTTGAAAAATGTTGCTT 

TTTTATATTTCAGTTTGGTTTCAACATCTTTGCTAATGATAAACTTTGCAATGG 

TGATCGGCACATTGGCATTTCCTATGACATTTGTGAAGACCATTGTTGAAAGTTCTAGCG 

AACATGAGGTGACAACTCAATCCTCTAACCCAATAAAAACTGAGCCGAAAGATGAGATAG 

AGCTCGTCGAGAATCACATGGATACAACGCCAGCAACCCCCCAACAACAGAAACAAAAAC 

TAAAAAATTTAGTACTATTAATTTTGACAAATCCATTTATTTCAATAACCT^ 

TATTTTTTGATGATGAATTTCATGGATTTGATATAATAAACAAACTGGTTTC 

TGGATTTGAAATGTTGGAGTTGGTTTGTACTTTGTATAGGTTGGCTTCCATGTTGGCTA 

TGATATTAGCGTCATCGTTTGAATCTAAATCTGTCGTAGTAAGGTCGAAAGAAAAGCAAA 

GTTAG 

YLR088W, 614 aa (SEQ ID NO 178) 

MALLEKLHRRI VDMGLVPRI I ALLPVI SMLCALFGFI SIAILPMDGQYRRTYI SENALMP 
SQAYSYFRESEWNILRGYRSQIKEMVNMTSMERNNLMGSWLQEFGTKTAIYENEQYGETL 
YG VMHAPRGDGTEAMVLAVPWFNSDDEFNI GGAALGVS LARF F SRWPVWS KNI IWF S EN 
PRAAIiRSWVEAYHTSLDLTGGSIEAAVVLDYSSTEDFFEYVEISYDGLNGELPNLDLVNI 
AISITEHEGMKVSLHGLPSDQLTNNNFWSRLKILCLGIRDWALSGVKKPHGNEAFSGWRI 
QSVTLKAHGNSGHDITTFGRIPEAMFRSXNNLLEKFHQSFFFYLLLAPRQFVSISSYLPS 
AVAL S I AFAI S SLNAF INNAYANI S LF S EYNL VALLVWFVSL VT S FWS QAFLL I P S SGL 
LMTISMASCFLPLILSRKIHISEPLSYRLKNVAFLYPSLVSTSLLMINFAMALLIGTLAF 
PMTFVKTI VES S S EHEVTTQ S SNP I KTEPKDE I ELVENHMDTTP ATPQQQKQKLKNLVLL 
ILTNPFI S ITLFGLFFDDEFHGFDI INKLVS AWLDLKCW SWFVLC IGWLPCWLLILAS S F 
ESKSVWRSKEKQS 

YLR159W, 845 bp, CDS: 501-845 (SEQ ID NO 179) 

TCCGTCCCAAAGATAGCTTGATCATCCTAAGCGGGTCGCATTTTACTATCCCCAGTTCCG 
AAGAATAACAAGGCTCAATGCATATGCTGTTTATCGTGCTCACAAGGCGGTATGACGTTT 
TTAGCAATGTAATTATATTAAAAAGATCTTCAGTCACTATGAGTGGTTGATTGCCCCATA 
GAGAGCTATAAGCCGACGTGAAAGCTGCTGGTTCCAGCTTGGCTCATGTCGTCACCAGTC 
ACTAGTCACTTGGTCGCATTCATTGCTACTGATCTGCGAGTGAGCATATTTGAGATCTGA 
CTTGCCAAGGGATTAGAATCACGTAAGACTCTTGATCCTTAGAAGATATTTCTGACAAAG 
AACCACCTAAGCCATGCAAGTTTTTTTTTTCATTTGGTGGC^ 

TTTCTTCTTGTACAAACGCCAAGCCCGATAGGTGAGACAATTCTTGAAGTAATGGACCTC 
TGAGTAAGCATATCAGTCGAATGAAGTTCCAATATGCGTTGGCCAAGGAACAGCTAGGCA 
GCAACTCGCGCAGTGGCGTCAAAAAACTAATAAGTAAACACCACTGGCTTCCGGAATACT 
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ATTTCTCTGATCTCTCATTTTCTGTTC 
CTACAATCATATCTTGTATGCGKXTCCGCAAACCA^ 

AGACCCTCCGTTCGCAACCGTGCTCTCTGTTTTCATCACTATATGCACGCTCTTTC 

GCTCCTGCACTTTGCACGTGGCGGAGCCATCGCCCGGCTTCCATATC 

CCTAA 

YLR159W, 114 aa (SEQ ID NO 180) 

MKFQYALAKEQLGSNSRSGVKKLISKHHWLPEYYFSDLSFS 

RPANQEIYPLRHCETLRSQPCSLFSSLYARSFQSSCTLHVAEPSPGFHMYGCHT 

YLR167W, 959 bp, CDS: 501-959 (SEQ ID NO 181) 

ATCAAAAGAGTGTTTCAAGTAAGTAAAAACATTTGAGCCTCCCCATTTGTTC 

GAAATTAAACTTGGTTGGGGTTAATTATTTGATGGGTATAT^ 

ATCGATAATAAATATTCTACAAAACCTTTATCAATAGTGGTGAAGTCTTTAGTGCGATCT 

ACCTGGGGTTAATGAACGAGAAGTTCTTGAGATATCTTTCCTGTTTACCTC 

TGT AAGG AATTGGGTTT ATC ATTT ATC ATTTATTTTAGT AC AAAC TTTTTTTTTTGGCC C 

GGGCGCACTTTTTCAAGCGGTGGGAACTCATCAAAATGAAAAACTAGATA 

TATTAAATGGTTTAAATATTTTGAGATGTTCGTTATATCAGAAACTTCC 

TTTTATTCCAATACAAAGAAGTGACAAGATTACTTGGTAAGAA 

AATTTTGCCGACAAGCCAAGATGCAAATTTTCGTCAAGACTTTAACCGGTAAGACTATTA 

CCCTGGAAGTTGAATCTTCTGACACTATTGACAATGTCAAGTCCAAGATCCAAGACAAGG 

AAGGTATTCCACCTGACCAACAAAGATTGATCTTTGCTGGTAAGCAATTGGAAGATGGTA 

GAACTTTGTCCGACTACAACATCCAAAAGGAATCTACTCTACACTTG^TCTTGAGATTGA 

GAGGTGGTGGTAAGAAGAGAAAGAAGAAGGTCTACACCACCCCAAAGAAGATCAAGCACA 

AGCACAAGAAGGTCAAGTTGGCTGTCTTGTCCTACTACAAGGTCGATGCTGAAGGTAAGG 

TTACCAAATTGAGAAGAGAATGTAGCAACCCAACTTGTGGTGCTGGTGTTT^ 

ACCACAAGGACAGATTGTACTGTGGTAAGTGTCATTCCGTCTACAAGGTTAACGCTTAA 

YLR167W, 152 aa (SEQ ID NO 182) 

MQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFAGKQLEDGRTLSDYN 

IQKESTLHLVLRLRGGGKKRKKKVYTTPKKIKHKHKKVK^ 

C SNPTCGAGVFLANHKDRL YCGKCHSVYKVNA 

YLR232W, 848 bp, CDS: 501-848 (SEQ ID NO 183) 

AGCCACCAATTCCACCAGGCCCGGCATTCAAGTACTTGTAAGAACACCAACAGGCAAAGT 

C^CACCCCAATCATGAAGTTGCAATGGGACGTTCCCTACAGCGTGTGCTAAATCCCATC 

CAACCAATATGTCGGGGAATTGGTGGGCAAATGAGGTGATTCGGCCAATATCGAAATATT 

GCCCCGTGTAATACTGAACACCTGACAAACAGACCAGCGCCAATTCATCTTGATTTACCT 

CTATGGTATCCAGGATATCTTGAGTTCTGATATAAGTCTCTCCCTCGCGTGGCTCGATCT 

GAATAAAAACATTCTCAGGTTCCGAAATTCCATGAATTTTGCACTGGTTGTAGAAAGCAT 

AATAGTCTGATGGAAAGGAGCCCTTTTCAAAAAGGATCTTGAATCTTTTCTCAGTA 

TATAAAACGTAATTAACAATGAATTCAAATTTGCAGTGAGACTATTCATTACTGCAACTT 

CATTTTCTTGAGCACCCACGATGGGGGCTAGTAGTGGAAGAATAGGTAAGTCAATGCTGA 

CCCAAGGCACCTTTCCTCTGGCTTCTTCAGGATGTTTGAAATGCGATTCCACAGCACAA^ 

CGCTCCACGCATCTAGCTCAGCATTAATTGAATTCCTAGTTGACTTCGGCATCAAACCTA 

AAGAATTCCCGCATAAGTACGTCACAGGCTTATCGTCGGACGATAGTCCCATGGATTTAA 

ATGTAGGGATGTTGAATTCATCCCTCAGAGATTCCGGATATTCTCCGTCTAATTCCAAAG 

CTTTCTCCATAATTACCAGTTTGTTTCTTTTTTCCACAGAA 

CGTATTGA 

YLR232W, 115 aa (SEQ ID NO 184) 

MGASSGRIGKSMLTQGTFPLASSGCLKCDSTAQSLHASSSALIEFLVDFGIKPKEFPHKY 
VTGLSSDDSPMDLNVGMLNSSLRDSGYSPSNSKAFSIITSLFLFSTEYLGLICTY 

YLR233C, 2600 bp, CDS: 501-2600 (SEQ ID NO 185) 

GCGCATTTTCCCCACCCATGCGAATCATGGCTGAAATCAATGCCTGTTAGGTGCCCTGCA 
ACACTAGTCATGGTAACTTCGCAGTTAGCCCCATTTCTGGCAAACGGGAACCCACTAAAC 
ATGAAATCATAGTTCTTTACATACATGTAGCCGGAATCCCTTGAAGTTGATCTGCCTCCT 
CCTAGGATC^TGAAACTGCCTTCGCTATAGAATTTTTCTCTGC 

ATTATTGTCTATAATACACCTTTACGTAGCTGAAGCGAGCGCACAGACGAAGGTGCTTTC 
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GTGATTTTCGCGTTCACGCCATTATCCAATC 

CCTGTATGATCCGACCGTTTTTAGCAAACTTATCAGGGGAAAAAGTATATTCCATTAAA^ 
GACACATGCCACCATAGATAATGGATAATGAAGAAGTTAACGAAGAATGTATGAGATTAT 
TTTTCAAGAACGCTCGTGCGCATCTGGATAAACATC 

AAAATGCATATATCACGTTCAGATGCTTCCTGGATGGAATACATCGCAAATCTACTAGGT 

TTCTCGAAGAGCTACTTTTGAAACAAGAAAATATGTACCATAATAACAATTACGAACGCA 

TAAATGATTCCGTGATACCATTGGTTCTGAAACTTTTATGGCTTCAAAT 

CACTCCAATGGTTTGAGCACTGGTTCCATGATAlHZATGCGACTAAGTAACAG 

TCAGAGTTTTTAGAATTTTTCAAAAAAAAATGATTC 

ATTACTATGACATCATCGAACACCTATGCGCAAAGTACGATATGAATTCCGTTATTTCAA 

ATGCTCTCTTCGCGAAGTTGAATTTAATGCAATACACAGATGGACTTTCAACTCATGAGA 

AAATTATCTTAAACACGAGTAATCCACTGACGTTTTCCATTGTAATCTCACTACAAAGAT 

GCGTGATTAATCTAGGTTCCACACATTTTTATAAAACACTACTAAACAAGCCGTCTAACA 

AACCCAAGAGTGTGGAAGGTTTTGAGAAGTCTATTAGGTACTTGAATATTGC 

ATCTCCCAGCCGTTGGAGATACTTATTTTCAACGAGCGAAAATTTACTTGATCACTGGGA 

AATTCTCACTGTATTTCTTTGAATTAGTAAGAGGAGCATTGGTAAGGATTCCGTCTAAAT 

GTGCGTTAAACAATTTGAAAGATTTCATTTTGAC 

TGATGAAAAAATTGGCAATTCTTGTGTCAAAAGATCTCAAAGGTGAGAAATCATTCTTTG 
AAGGTCAAATTGTTTTGCAATTTCTATCGATAGTAGAACACACTTTGGTTCCACAGTCAT 
GG AACGCATCACGTGCTTCTAATTGTTGGTTATTGAAAGAGCATTTACAAATGGCTGCAT 
TAAAGTATCATTCAGGTAATATTAATGTTATACTTGAAAACTTGGCTGCCACAATGGGAA 
GTTTCGATCTTATGTTTACAACTCGAAAAAGTAAGGAACAAAAGAACAAACTCAAATATG 
CAGATTTGAGTGAGCGCCAGGTTTTTTTTTTAGACTTGAGC 

TCATAGACGTCGTCATCAAACCCTCCTGGCAAAAAAACATGGAAGACTTTCGATATCTAG 

CCATTATTCGTTTGCTTATGTGCTGGATTAAGTCATATAGATCTATTTTGCAGTACA 

ACAGACACAGGAAGTTTTGCACTTCATTCGCCTTGTTGCTGAACGACTTGATAAATAGTC 

CACTGAATTGTTCAGGAAATATATATAGCCACAGGCCGAAAAGAAGCTATCTTTTTAGAG 

AAGATATTATTTTCAGGGAATTTTCTTGCATTAACTTTGCACTAA 

ATTATGTGTATGATTCTCCCGACATGATTAATAATATAATTGGATGCCCTACATTGACTA 
AAGTGCTTTCTCCAAAAGAAGAATGTGTTCTGCGAATTAGATCAATAATATTTTCTGGCA 
TGAAATTTTTAGAGAAAAATGACACCGGCGTCATATGGAATGCCAGCAAATATAAGTTTG 
ATTT AAT AAGCCC AAAT ATTAAAAT AAAAC GC C AAAT AGCATT ATCGG AAATTTCC TCC A 
AAATAAATGTAAAAACACAACAGGAAAGAGTAGTCTCTTCGAGAAAAGTTGAGGCCAAAA 
GAGATGAACAACAGCGCAAAAGAGCCGGGAAAATAGCTGTGACAGAACTGGAAAAACAAT 
TTGCAAATGTCCGGAGAACAAAAAAATTGTCTCCGCTCCCAGAAAAAGATGGCGTTTCTT 
CTGAGTTGGTAAAACATGCTGCTTCACGAGGGAGAAAAACTATCACTGGCCCACTATCCT 
CTGATTTTCTCTCATATCCAGACGAAGCAATTGATGCTGATGAGGACATCACCGTCCAAG 
TGCCAGATACTCCTACTTGA 

YLR233C, 699 aa (SEQ ID NO 186) 

MDNEEVNEECMRLFFKNARAHLDKHLTSRLTCDENAYITFRCFLDGIHRKSTRFLEELLL 
KQENMYHNNNYERINDSVI PLVLKLLWLQIHEPTLQWFEHWFHDIMRLSNRRKFRVFRIF 
QKKMIQFFKITHRYYYDI IEHLCAKYDMNSVI SNALFAKLNLMQYTDGLSTHEKI ILNTS 
NPLTFSIVTSLQRCVINLGSTHFYKTLLNKPSNKPKSVEGFEKSIRYIjNIASLYLPAVGD ' 
TYFQRAKIYLITGKFSLYFFELVRGALVRIPSKCALNOTJKDFILTPDFPERRRLMKKLM 
LVSKDI^GEKSFFEGQIVLQFLSIVEHTLVPQSV^ASRASNCWLLKEHLQMAALKYHSGN 
INVILENLAATMGSFDLMFTTRKSKEQKNKLKYADLSERQVFFLDLSFDFIANIIDVVIK 
P SWQKNMEDFRYLAI I RLLMCWIKS YRS I LQYTHRHRKFCTS FALLLNDL INS PLNCSGN 
I YSHRPKRS YLFREDI I FREFSC INFALTDFNDDYVYDS PDMINNI IGC PTLTKVLS PKE 
ECVLRIRSIIFSGMKFLEKNDTGVIWNASKYKFDLISPNIKIKRQIALSEISSKINVKTQ 
QERWS S RKVEAKRDEQQRKRAGKI AVTELEKQF ANVRRTKKL S PL PEKDGVS S ELVKHA 
ASRGRKTITGPLSSDFLSYPDEAIDADEDITVQVPDTPT 

YLR234W, 2471 bp, CDS: 501-2471 (SEQ ID NO 187) 
AATGGTATCACGGAATCATTTATGCGTTCGTAATTGTC 

TTCAAAAGTAGCTCTTCGAGAAACCTAGTAGATTTGCGATGTATTCCATCCAGGAAGCAT 

CTGAACGTGATATATGCATTTTCATCGCATGTCAACCTTGATGTTAGATGTTTATCCA 

TGCGCACGAGCGTTCTTGAAAAATAATCTCATACATTCTTC 

ATT ATCT ATGGTGGC ATGTGTCATTTAATGG AAT ATACTTTTTCC CCTG AT AAGTTTGCT 
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AAAAACGGTCGGATCATACAGGCATGTTAACATTTCCATTATCCTTTTTG 

ATGGCGTGAACGCGAAAATCACATTGATAAAAAAAAGCAGTTTGGCGAATTAGTAACTC 

CAATAAAGAGGGCATCGCTTTTGAAAGCACCTTCGTCTGTGCGCTC 

AAGGTGTATTATAGACAATAATGAAAGTGCTATGTGTCGCAGAGAAAAATTCTATAGCGA 
AGGCAGTTTCACAGATCCTAGGAGGAGGCAGATCAACTTGAAGGGATTCCGGCTACATGT 
ATGTAAAGAACTATGATTTCATGTTTAGTGGGTTCCC^ 

GCGAAGTTACCATGACTAGTGTTGCAGGGCACCTAACAGGCATTGATTTCAGCCATGATT 

CGCATGGGTGGGGAAAATGCGCCATCCAAGAGTTATTTGATGCGCCACTC 

TGAATAACAACCAAAAAAAGATAGCAAGCAACATCAAGCGAGAAGCGAGGAATGCAGACT 

ATCTGATGATATGGACAGATTGCGACCGGGAAGGAGAGTACATCGGTTGGGAGATATGGC 

AGGAGGCCAAGAGAGGCAACAGGCTCATACAAAATGATCAAGTATACCGGGCAGTCTTTT 

CGCATCTCGAAAGACAACACATATTAAATGCAGCACGAAACCCAAGTCGATTGGATATGA 

AGAGTGTGCACGCTGTAGGCACGCGGATTGAAATCGATCTTCGAGCAGGTGTTACATTCA 

CCAGACTCTTAACAGAAACGCTACGAAATAAACTGAGAAACCAAGCCACCATGACCAAGG 

ATGGTGCAAAACACCGCGGTGGTAACAAGAACGACTCACAAGTCGTATCGTATGGTACAT 

GCCAGTTCCCAACGCTCGGCTTTGTAGTAGACAGGTT^ 

CCGAAGAGTTCTGGTATATCCAATTGGTAGTCGAAAACAAAGACAACGGCGGAACAACAA 

CGTTCCAGTGGGACAGGGGCCACTTGTTCGACCGGCTGAGCGTGTTAACGTTT^ 

CATGCATCGAAACCGCCGGCAATGTTGCTCAAGTAGTAGACTTGAAATCAAAGCCAACAA 

CGAAATACAGAC(n^ACCTCTGACCACAGTGGAGCTACAAAAAAACTGCGCCCGGTACC 

TGCGTCTGAACGCCAAACAATCACTAGACGCAGCAGAAAAGCTATACCAAAAGGGGTTCA 

TATCGTATCCAAGAACAGAGACTGATACTTTCCCACACGCAATGGACCTAAAATCCTTGG 

TCGAAAAGCAAGCTCAATTGGACCAACTCGCTGCAGGCGGCAGAACCGCCTGGGCATCGT 

ACGCGGCATCGCTGCTCCAACCCGAAAACACAAGTAACAATAACAAGTTCAAGTTTCCAC 

GAAGCGGCTCCCATGACGACAAAGCGCATCCACCAATCCACCCCATCGTAAGTCTGGGGC 

CTGAAGCAAATGTTTCGCCAGTGGAAAGAAGAGTATACGAGTACGTGGCCAGGCACTTTT 

TGGCATGCTGCTCAGAGGACGCCAAGGGCCAATCGATGACCCTTGTGTTGGACTGGGCCG 

TTGAACGTTTCTCAGCTTCAGGTCTCGTAGTCCTAGAGAGAAATTTCCTCGATGTTTACC 

CTTGGGCCCGATGGGAAACCACCAAGCAGTTACCGCGGCTTGAAATGAATGCCCTCGTAG 

ACATCGCGAAGGCCGAAATGAAGGCGGGCACTACGGCGCCGCCCAAGCCGATGACTGAGA 

GTGAACTCATTCTCCTCATGGATACAAACGGCATTGGCACAGACGCCACCATTGCGGAGC 

ACATAGACAAGATCCAAGTACGTAATTACGTTAGGAGCGAGAAAGTAGGCAAGGAAACCT 

ACTTACAACCCACGACCCTGGGTGTCTCACTAGTGCACGGCTTCGAGGCCATCGGCCTCG 

AAGACTCCTTTGCAAAGCCCTTCCAGCGCAGAGAAATGGAGCAAGACCTCAAGAAAATCT 

GCGAAGGTCATGCCTCCAAGACTGATGTTGTAAAGGACATAGTCGAGAAGTATAGGAAGT 

ACTGGCACAAGACGAATGCCTGCAAGAATACTCTCTTGCAAGTTTATGACCGTGTCAAGG 

CATCCATGTAA 

YLR234W, 656 aa (SEQ ID NO 188) 
MKVLCVAEKNSIAKAVSQILGGGRSTSRDSGYMYVKNTO 

VAGHLTGIDFSHDSHGWGKCAIQELFDAPLNEIMNNNQKKIASNIKREARNADYLMIWTD 

CDREGEYIGWEIWQEAKRGNRLIQNDQVYRAVFSHLERQHII^AARNPSRLDMKSVHAVG 

TRIEIDLRAGWFTRLLTETLRNKLRNQATMTKDGAKHRGGNKNDSQVVSYGTCQFPTLG 

FWDRFERI RNFVPEEFWYIQLVVENKDNGGTTTFQWDRGHLFDRLSVLTFYETC I ETAG 

NVAQVVDLKSKPTTKYRPLPLTTVELQKNCARYLRLNAKQSLDAAEKLYQKGFISYPRTE 

TDTFPHAMDIJCSLVEKQAQLDQLAAGGRTAWASYAASLLQPEOTSNOT 

KAHPPIHPrVSLGPEANVSPVERRVYEYVARHFLACCSEDAKGQSMTLVLDWAVERFSA^ 

GLVVLERNFLDVYPWARWETTKQLPRLEMNALVDIAKAEMKAGTTAPPKPMTESELILLM 

iyTNGIGTDATIAEHIDKIQVRNYVRSEKVGKETYLQPTTLGVSLVHGFEAIGLEDSFAKP 

FQRREMEQDLKKICEGHASKTDVVKDIVEKYRKYWHKT^ 

YLR238W, 1937 bp, CDS: 501-1937 (SEQ ID NO 189) 

CTTCGTTCACACTTAATATTAAATAACAGCTCTTTCCTAATAATAACATATACACTAGAT 

ATATAATACCAAATAAATTAAAAAAAAAGAAAAACAAAAAATAACGTAGCTTTGTTACAG 

TCGTAAAAAAAAGAACAATAAACCAATCTTATTGCCAGCGTCTAACTAGTCCTATTATAT 

TCCAATATATTAAGGGGTAAGGACTACTATTATTCGCCCTGAATTGAAATCTTTTAG7VAA 

GCACCTGTTCTCTCTCTGGTGTTCTTTTTTTCTCATCTATTAT^ 

CGTTATTTGTTGTTATTCCGTAATCGTGGTGCTCAACTTTTGA 

ATAACGGAACATAATTAAAAATTTGTTCTTGAAAGTCACAAGCACTACGTC 

TTAAGGCAAGAGTGACAAAGTAACCCTCACAAGGAGCCTGTCGTTGGTTATATTGGAAGC 
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TATAGATATAATCGAATCCAATGACTGGTCCTGGACCTGAAATAAATAAGGAGGAGCACC 

CCAGTTCTCCGGGCAAGAAACAGATAACATATAATAGTATACCCAAGAATGCAAATCTAA 

TTGATGGATCTACGAATTCATCGAAGAGGCCAATTGAAAAGTATGACAAGAGAATAGCCG 

ACCCAACAAAAAGCTATTTTCCACATAGCATATCAAGAACACCAAGGAGAAAATATACTT 

ACATTCTAGTCCTCACATCACTAAATGGAACTTTTGAGAGCAAACATGTGGTGATACCAT 

TTAAACCAGATGGTTTGAAATTGGGAAGGCCTGTTGCTAATAGTAATAGCAG 

CATCGCTCAGGGGCGGTAAAAGAGTGGATTCACACACTTTTTCCCAAGTAAGGTCCGATA 

ATGGTAATTTCGATTCAAGAGTACTCTCCAGGAATCATGCATTGTTAAGTT^ 

TCACGGGTAAGGTATATATACGAGACTTAAAATCCAGTAATGGTACGTTCATTAACGGTC 

AAAGAATTGGCTCAAATGACGTAGAAATCAAAGTTGGCGATGTGATAGACTTGGGAACAG 

ATATAGATACGAAAATTGAGCATCGAAAAATAAGTGCCACAGTTGAAGAACTATTTGTAC 

AACCTTTATTAGAATCACCGATTTTTGAAAATGAAGATAGTGATGATTGCCATACAATTA 

CAGAAAAAGAGGAGGCTGCTGCCATAACAAGTCACATATATGGTGATTCCAACAACCTAG 

AATTGGAAGAAGTTATCCTGGGCTCTGATAGAGAAA 

ATTGTATTGGTACGAGCCCGACTTTATCTAATATCATCAAAACCCTGGKTAATGGAAATTC 
CATTTTCCAAATGCGATAATTTTAAATTACAGTCGATGGAGAATTTCTTAATTAATTATA 
CGACACATCTAGAATACACGAACAAACTTTTAGTGGAAAAAAATGATCAGCAACTGGTAA 
AGCTGCAAAATGGATTAAGAAGGAAACTGTCGGGGAAATACGAAAAGATTATCGAACAAA 
ACAGAAATCAAGTAAAACAGTTGGAAAGGGACCATATGTTTTTCAAAAAGTCATTTGAAG 
TGAAGAAAAGAAGAAATAATGAAAAGCAAAAAAGCATGGAAAGGGAAATAGAAGACTTGA 
AAACTAGGTTAGAAGTGGAACGATATAAGAATTCACAAATGATGAAGAAGAACAAACAGA 
AAGAACAAGAACTCTCAACTGCATCTAAAAAAAAGACTACCGAACATGACACTAGAGGCG 
TCCCGGGCATGAATCCTAAGGGTACTGACAAATTTAGCATCAAGAACACGCTATGTAATC 
ATTTCACACTATTAACATTTGGAACTATTTCCATCGGGATTATAGCTATTGTCTTCAAGA 
TCCTTTCCCCCAACTAG 

YLR238W, 478 aa (SEQ ID NO 190) 

MTGPGPEINKEEHPSSPGKKQITYNSIPKNANLIDGSTNSSKRPIEKYDKRIADPTKSYF 
PH SIS RTPRRKYTY I L VLTS LNGTFE S KHWI PFKPDGLKLGRP VAN SNS S S S S S LRGGK 
RVDSHTFSQVRSDNGNFDSRVLSRNHALLSCDPLTGKVYIRDLKSSNGTFINGQRIGSND 
VEIKVGDVIDLGTDIDTKIEHRKISATVEELFVQPLLESPIFENEDSDDCHTITEKEEAA 
AITSHIYGDSNNLELEEVILGSDTEILSGIFINNCIGTSPTLSNIIKTLAMEIPFSKCDN 
FKLQSMENFLINYTTHLEYTNKLLVEKI^ 

LERDHMFFKKSFEVKKRRNNEKQKSMEREIEDLKTRLEVERYKNSQMMKKNKQKEQELST 
ASKKKTTEHDTRGVPGMNPKGTDKFSIKNTLCNHFTLLTFGTISIGIIAIVFKILSPN 

YLR241W, 2849 bp, CDS: 501-2849 (SEQ ID NO 191) 

CGAACATACCTGATATCAGAATAGATCCCAATGGTGCTATATTACGTGTAAGAGAGAGAT 
TTAATTTGAATATGTCCGAAGAAGATGCCACAGTGCATTTTCAGAATCTAATCAATGATA 
GTGTAAATGCTTTGCTGCCTATCGTGATTGATCATTTACATAATCTGGCACAATACTGGC 
GGACCTGATTGGTTGATAATTGGTGCTTCAAAATTTAAATTTCGT 

TAACATATAAATGGTACCTTCAATATATCTTCTTAGTAAAAAGTAGCATGATTTTGTGTT 
AATTTGCACTTTTTTTATTTAAAAATAAAAATCACAGOT 

GACACGCCTCCCCCTAATGTGGCATATATAACAATTGTGAATCAGAAAAACTCAACACTT 

TAACATAATGGCGGGCACGAAGGCTAAACAAACAAGATTAGCATTGAATGCCT^ 

GTACAATAGAACAGTACTGAATGACATCATATATCGAAAGGCTCAAGTCGGCAGCATCGT 

ATCTTGATACAGTTCCAGATGAGCATCATGATTTCAGAAAACCCACCGCCAAGGTTGTAA 

CGACGCAACTGACTATTGCTACTTCACTAGGTATTTTTGCTTTGCTTTCGTTCT 

TACTAAAAAAGTGGCCTAGATTATACGCAAGCAGACGATATAAAGATGACGGGAACCTTC 

GCTTACCGTCCTGGAATCAGTCAAGTTTATTCGGCTGGTTAACAGTGTTGTATAAGATAC 

GGGACGAACAGATTCTGGAATATGCAGGTTTAGATGCGTATGTGTTTTT^ 

AAATGTGCATCAAATTACTTTCTATTTTTTGTTTCTTCTCTGTGTGCGTT 

TAAGATATCATTTTACTGGAAAAATTGATGACGGCAACGATGATGATGACAGTGAAAGTT 

CTTTAATACATCTGGTAAAAAGAATTGTGGAGGGAAGTGGCGATGG 

CTCCCGAACGTACAAATGTGTACCTCTGGATGTATGTTCTCTTCACATATTTCTTCACCT 

TCATAGCAATTAAAATGGGAGTTGCGGAAACAAAGCACGTCGTAAGTACTAGGCAAGCTT 

ATCTTGGGAAGCAAAATACGATTACTGATAGAACGATAAGGCTCTCAGGCATCCCGATAG 

AGCTTCGTGATTCGGAAGCCTTAAAGACCAGAATTGAACAATTAAAAATCGGCA 

CATCAATCACTATTTGTCGAGAGTGGGGTCCTTTGAACAAGCTATTTCATTGTCG 

AAATACTCAAAAACCTGGAATTAAAATATTCAGAATGTCCAAGGGAGCTCCGTACTCGAC 
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AACCATATTCGGAGAACTATCATTTATTGGGAAACGAGCAATCAGGCGCAGTTACA 

GAGAAAATGTTCCATCAAGCAATAATAATGACGAGGATACTATACTATATTCTCAAATTT 

CTCTTGGAGAGAGACCAAAAATGAAAATTGGATATCGT^ 

ATGCCATAGAGTACCTGGAGCAGCAATTAAAATTTATTGATGCTGAAATTATTGAA 
GGAAACAACACTACTCCGCAACACCTACGGCATTCGTTACGATGGATTCTGTTGCTAATG 
CGCAAATGGCAGCTCAGGCGGTATTAGATCCTAGAGTACATTACTTCATAACCAGATTGG 
CTCCTGCACCTCACGATATCAAGTGGGATCATGTTTGTC 

CAAAAGTTTATTCTACTACCGTATTTATAGGCCTTTCAAGTTTGTTTTTAGTC 
TATCATACTTAGCCACATTGCTAAATTTGAAAACACTTTCGAAATTCTGGCCAAGCGTAG 
GGCAGCTACTAAAAGATCACCAGTGGGCCGCTAACATTGTAACGGGGCTATTACCAACCT 
ATCTCTTCACATTGCTTAACTTTGGAATCCCCTATTTTT 

AAGGATTGGTATCATACAGCGAAGAGGAAATCTCACTTGTTTCAAAAAATTTCTT^ 
TTTTTGTCAACCTTTTCTTAGTTTTC^ 

ACCTCAGCGATACCACCAAAATTGCTTATCAACTTGCTACATCTGTGAAGGAGTTCTCC 
TATTCTATGTCGATTTGATTATATTGCAAGGTATTC 

TAGTTGGTAGTTTGATCGGCTTTCCTCTAGTGAAAATCAAGGCTAAGACACCTAGGCAAC 
GG AATGAACTTTACAATCCACCGATATTTAACTTTGGACTACAATTACCACAGCCAATTC 
TGATTTTGATTATAACGTTGATCTACAGTGTAATGAGCACGAAAATTTTGACTTCAGG 
TGGCGTACTTTATTATTGGGTTTTACGTCTATAAATATCAATTG 

ATTTGCCCCATTCTACAGGAAAAGTATGGCCATTAATTTTTAGAAGAATCATCGTTGGAT 

TGCTATTGTTTCAATTAACAATGACAGGAACACTGGCAGGATTCGAAGGAGK3ATC 

TGTCATCTTGCCTTTTCCCGCTTCCAGTAGTGACATTATGTTTCCTATATG 

AGAACTATTTGCCGTTGTCAAAATATATCGCATTGAGTTCAATTCGCGAGTACGAAAGAG 

ACAATTCTACGGTGAATTCTGCCAATGAGGAAGAGTCGTATGCATACCCTTACGCTGTGA 

GTGAATTAGAGGGTCCGATGTTGGATTGA 

YLR241W, 782 aa (SEQ ID NO 192) 

MTSYIERLKSAASYLiyrVPDEHHDFRKPTAKVVTTQLTIATSLGIFALLSFSILLKKWPR 
LYASRRYKDDGNLRLPSVWQSSLFGWLTVLYKIRDEQILEYAGLDAYWLSFFKMCIKLL 
SIFCFFSVCVTSPVRYTiFTGKIDDGNDDDDSESSLIHLVKRIVEGSGIXjDNHSAPERTNV 
YLWMYVLFTYFFTFIAIKMAVAETKHVVSTRQAYLGKQNTITDRTIRLSGIPIEIjRDSEIA 
LKTRIEQLKIGTVSSITICREWGPLNKLFHCRKKILKNLELKYSECPRELRTRQPYSENY 
HLLGNEQSGAVTHGEIWPSSNNOTEDTIL^ 

QQLKFIDAEIIEARKQPIYSATPTAFVTMDSVANAQMAAQAVLDPRVHYFITRLAPAPHD^ 
KWDHVC L S RKDRLTKVYSTTVF I GL S S LFLVI P VS YLATLLNLKTL S KFWPS VGQLLKDH 
QWAANIVTGLLPTYLFTLLNFGIPYFYEYLTSYQGLVSYSEEEISLVSKNFFYIFVNLFL 
VFTLAGTASNYWAYLSDTTKIAYQIJ^TSVKEFSLFYVDLIILQGIGMFPFKLLLVGSLIG 
FPLVKIKAKTPRQRNELYNPPIFNFGLQLPQPILILIITLIYSVMSTKILTSGLAYFIIG 
FYVYKYQLIFATDHLPHSTGKVWPLIFRRIIVGLLLFQLTMTGTLAGFEGGWVLSSCLFP 

LPVVTLCFLYDFEKNYLPLSKYIALSSIREYERDNSTVNSANEEESYAYPYAVSELEGPM 
LD 

YLR321C, 1781 bp, CDS: 501-1781 (SEQ ID NO 193) 

TTCAAGTGCACTCTTTGTAAGGAAGATTACAAGTCTCCAGTGGTCACAAACTGTGGCCAT 

TATTTTTGTGG ATCGTGTTTTGC C AAAG AT ATG AAAAAGGGC AC C AAATGCTTTAT ATGC 

CACAAGGAGACCCACGGCAGTGCAAAAGTAGCATCTGACTTACAGAAGATGCTAAATAAA 

AGGAAAAGTTGATGGAGAATGCCATATCACCCCAAAAATTACACGCACCCGATGCTAATG 

TACAGGAATTATAGAGCACATGACCCATAGATTTATCGAGCATTGTTGCAATTTCGAAAG 

ACTCTTTCACATAATAAAGTATGTAAACTATATAGATAGAAGATGTCCCGTGTCTTTTTG 

TCTACTA/^TGATGATCTGCTCATTTAAAGTCGCCGCGACTACTTTGACAAAAAAAAAAA 

ACTTAGAAAATACGACAAATAGAGATTATTGAATGAAGTACATTGAAAAAAGAAAGAAGA 

AAGGCACATAGCAGCACACAATGTCGCACCAAAACCAGCTTATTCCACAAGCTTATATTT 

CTAACTTTCATAACAGATTGACAAACGAAGATGATGGTATCCCCATCTTTACAATGGCTC 

AACAAACAAGGCAGCATAAAAGGGCTAAAGTGGTCAACTATGCGGAATATGACAACGATC 

TCTTTGATGAATTCAATATGAACGGTTCTAATTTCAACAATGCTGATAC 

ATAATGCAGTGTCTCATGAAAATACTCCGGCACTTACAAATGGTGTTACCATGGACGGTT 

CCGAATACAATGTCCTAGAGAACATGAATGGAGCTGATAGTATTATCTCTAACAACAAAT 

ACGATGCGGGTTCAAACATGGTTGTGGAATCTTTATCCGGTTTGAATAGCAATAACAACG 

CCAGCAATGGTCCGAGCAACAAAGCGCAGGCACAGGATATTGGAAACGCCGTTCTACCGG 

ATCTGCAAGACCAACACCACAACCCCTTCAACATATTGAGATACCCTAAAATAAGAGATA 
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CTTTCATTAACGGAAAAGTGGTGTCTCCATATAGACTCAACACTGATCAAGAAACGAAG^ 

CAAACGCCAATTCTGGAGAGGCAATCATGATACCAATTACTTTGGATATAG 

GTCATACCATAAAAGACCAGTTTCTCTGGAACTACAATGACGACTCCATATCTCCGGAGG 

AATTTGCCTCTATATACTGTAAAGATCTTGATATGACTTCCGCTACCTTACAAACT 

TTGCGAATATAATAAAAGAGCAGTTGAAAGACCTCGAAAATATTGCAGCCACTGAGATAA 

TGTCTGACCTCCACGTGATAATCAACCTAACCTGCAACTTACAAGACAGATTTTTTGAAG 

ATAACTTCCAGTGGAACTTGAACGACAAATCACTTACTCCAGAAAGATTTGCTACATCCA 

TTGTACAGGACCTTGGCTTAACAAGAGAGTTCATCCCCTTAATATCTCAATCGCT^ 

AAACTATCTTGAAGATAAAGAAGGACTGGGTAGATGGCCACTTGATTCAGGACCATGTCC 

CAAACGATGCCGCATTTGGGTACTTATCTGGTATAAGGCTGGATATTGATC 

CCAATTGGTGCCCAAGGGTGGAAATATTAACAAAAGAAGAAATACAAAAGAGAGAAATTG 

AAAAAGAAAGAAACTTAAGAAGATTGAAAAGAGAAACTGATAGATTATCTAGAAGGGGCA 

GG AG AAG ATT AG ATGACTT AG AAAC C AC AATG AG AATGT AG 

YLR321C/ 426 aa (SEQ ID NO 194) 

MSHQNQLIPQAYISOTHNRLTNEDDGIPIFTMAQQTRQHKRAKWN^ 

NGSNFNNADTHYKDNAVSHENTP ALTNGVTMDG S EYNVLENMNG ADS 1 1 SNNKYDAG SNM 

VVESLSGLNSN1TOASNGPSNKAQAQDIGNAVLPDLQDQHHNPFNILRYPKIRDTFINGKV 

VSPYRLNTDQETKANANSGEAIMIPITLDIEHMGHTIKDQFLWNYNDDSISPEEFASIYC 

KDLDMTSATLQTQIANIIKEQLKDLENIAATEIMSDLHVIINLiTCNLQDRFFEDNFQVJNL 

NDKSLTPERFATSIVQDLGLTREFIPLISQSLHETILKIKKDWVDGHLIQDHVPNDAAFG 

YLSGIRLDIDELGSNWCPRVEII/TKEEIQKREIEKER^ 

ETTMRM 

YLR322W, 815 bp, CDS: 501-815 (SEQ ID NO 195) 

GTCATATCAAGATCTTTACAGTATATAGAGGCAAATTCCTCCGGAGATATGGAGTCGTCA 

TTGTAGTTCCAGAGAAACTGGTCTTTTATGGTATGACCCATATGTTCTATATCCAAAGTA 

ATTGGTATCATGATTGCCTCTCCAGAATTGGCGTT^ 

AGTCTATATGGAGAGACCACTTTTCCGTTAATGAAAGTATCTC 

AATATGTTGAAGGGGTTGTGGTGTTGGTCTTGCAGATC^ 

TCCTGTGCCTGCGCTTTGTTGCTCGGACCATTGCTGGCGTTC 

GATAAAGATTCCACAACCATGTTTGAACCCGCATCGTATTTGTTGTTAGAGATAATACTA 

TCAGCTCCATTCATGTTCTCTAGGACATTGTATTCGGAACCGTCCATGGTAACACCATTT 

GTAAGTGCCGGAGTATTTTCATGAGACACTGCATTATCTTTATAGTGTGTATCAGCATTG 

TTGAAATTAGAACCGTTCATATTGAATOCATCAAAGAGATCGTTGTCATATTCCGCATAG 

TTGACCACTTTAGCCCTTTTATGCTGCCTTGTTTGTTC 

CCATCATCTTCGTTTGTCAATCTGTTATGAAAGTTAGAAATATAAGCTTG 

TGGTTTTGGTGCGACATTGTGTGCTGCTATGTGCCTTTCTT 

TTCATTCAATAATCTCTATTTGTCGTATTTTCTAA 

YLR3 2 2 W , 104 aa (SEQ ID NO 196) 

MRHCIIFIVCISIVEIRTVHIEFIKEIWIFRIVDHFSPFMLPCLLSHCKDGDTIIFVCQ 
SVMKVRNISLWNKLVLVRHCVLLCAFLLSFFNVLHSIISICRIF 

YLR325C, 737 bp, CDS: 501-737 (SEQ ID NO 197) 

CCACATGTCACAACTACTTTGTGAAGTTGCAATGCGTGATTAGTATTATAAAACATCATA 

GCCTTGCCAAATAAACTCGCTTCCCAGAAAAGACGCGAAATTAACTGCCGCTGT^ 

ACAAAACAGGGCATCTCACATATTCGCGTACTGGTGTTCTTTTAGCTCATTCCGATATTA 

TTCCAAGACGGAATTTTCATCTAGAGAAAATGCATCCGTGCATTTTCATAAA^ 

ATTAAAATGCCTTGCGAAAAGGAGGACTCGTCCGTGCAACTGTTGAAAAAAATAGACGGA 

GCATCATACGTTCGAGTGGAAAATTATGGAGAGTTTTCCAAGCTCTATGGCA1K5TAGAG 

CGTGATTGCTGCTGTACGCTTTTGCACAATATTGAATCTTCAATCTAAA 

TCTAATTTCAATGTAGAAATATTTCAACTGTTAGTTTTT^ 

CGACAAAATATCAAGGAAAAATGGCTAGAGAAATCACCGACATCAAACAATTTTTGGAAT 

TGACCAGAAGAGCTGACGTTAAGACCGCCACTGTTAAGATTAACAAAAAATTC 

CCGGTAAGCCATTCAGACAAACCAAGTTCAAGGTTAGAGGCTCTTCTTCTTTGTACACTT 

T(^TTATCAACGATGCTGGTAAGGCTAAGAAATTGATCCAATCTTTGCCACCAACTTTGA 

AGGTTAACAGATTATAA 



YLR325C, 78 aa (SEQ ID NO 198) 
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MAREITDIKQFLELTRRADVKTATVKINKKLNKAGKPFRQTKFkVRGSSSLYTLVINDAG 
KAKKLIQSLPPTLKVNRL 

YLR344W, 1331 bp, exonl : 501-519, intronl : 520-966, exon2 : 

967-1331 (SEQ ID NO 199) 

TAAGGGCTGTCAATTTTTCATTTCCCT 

ATTATTAGTTATTTGTTTGTTCCATCAATTATGCCGACGTCCATGAATGC 
TCGATTACTTATGCTATTCTATTGTATTTGAGCCGGCGGCTAGTAAACAAGACAGCATAC 
CTTTCCAACATCCGTACATATTGATTATTGTATCTATGATTTTCATGTAATGTA^ 
AACTAATCCTTTCTCTTCTTTTTTTTTT^ 

GTGAAAGATATGGAATATTCCGTCTAGGGAAGAGCCGAGAGCTGAGAGCAGTATCCATCG 

GATGGAATCTTGCCTGGATGCGTAACGACGACAGCTTGTCTAGAAGGCGAAGTACAAGAT 

ACTAAGAAGACTATAACAACAGAAGACAATTTTGTAGTGCGATTCTATATTATTGACGTA 

ACCAACAAAAAAGTATCAGAATGGCTAAACAATCATTAGGTATGTGCACAAATGCTAAAT 

CACTGAAACCCTGTAGAGCTGGAATTGAAAATATAGTTTGTACCTTTTGCCTGAGGGCAG 

AATGACTCAATGTTATCTTAATTCGATTAGAAAAAGAAGGTGCGTTATCCAAGG 

CTTGTAAACTATTTAGGTGATGTCTCATAACTGCAACCACTGGAAAATGACGCAAATATC 

AAAATAATAGGGAGATAAAGTCTCACGACATGAAAAAATCATAGAATTATTGTTCAATTT 

ATCTAGCCGTATCTTACCTTATGGAAAAAGTGTGAATATGTTTTTCTAAATCGAGCTTCC 

CGGAAATTACACTATATTATGGATCCGTGATACATCTGAAATTCAATACTTTCTCCAAGG 

TCCTGCTTACTAAGAGGGTAAGATTTGTTGAAACTCGAAATACTAACATTATTTTCA 

TTTTAGACGTTTCCTCCGACAGAAGAAAGGCTAGAAAGGCTTATTTCACCGCCCCATCCT 

CCCAACGTCGTGTTTTGCTATCTGCTCCATTATCTAAGGAGTTGAGAGCTCAATACGGTA 

TCAAGGCCTTGCCAATCAGAAGAGATGATGAAGTTTTGGTTGTTCGTGGTTCCAAGAAGG 

GTCAAGAAGGTAAGATTTCATCTGTTTACAGATTGAAATTTGCCGTTCAAGT^ 

TTACCAAGGAAAAGGTCAACGGTGCTTCCGTTCCAATTAACTTGCACCCATCCAAGCTTG 

TCATTACTAAATTACATTTGGACAAGGACAGAAAAGCTTTGATCCAAAGAAAGGGCGGTA 

AGTTGGAATAA 

YLR344W, 127 aa (SEQ ID NO 2 00) 

MAKQSLDVSSDRRKARKAYFTAPSSQRRVLLSAPLSKELRAQYGIKALPIIUUDDEVIjVVR 
GS KKGQEGK I S SVYRLKF AVQVDKVTKEKVNGAS VP INLH PS KL VI TKLHLDKDRKAL I Q 
RKGGKLE 

YLR367W, 1376 bp, exonl: 501-633 intronl: 634-1116, exon2 : 
1117-1376 (SEQ ID NO 201) 

ACTTTTTGTCTGCTGCTGGTCGTTTGTCTTTCGTTTTAAAA 

AGGGATTGCTTAAGAATCAAAGTAGCTTAACTCTAAAGTATTATTTTCCTCAGTTGTGGG 

CCCATGTGTTGGAGGGAAGGAATATATTGAAATGTAAATGTTCTTAAGTTC 

TGGATATTGTTACAAGAGTTCTAGTCTTTGATAC^ 

ATTTACCTTTTCATCTTCAGTTTTACGGTTCAGTTTATTCTGTTACGAAAGAA 

GATTCAAAGGCGAAGTGCGTAGGATTGTAACTCCTATATCTTTAGGATACTTACAATTTT 

GTACTGTTTTCAAGACCACTGTAACCGATAATAAACCGGAGGACACATTTTAACCCACTA 

TTTTTTTCAGAAGATCAGATGCGAGAGCTCGAAGCATAAGTATAATACTAACGTTTCAAA 

ACATAGTAATTAGGTAAAAAATGACTCGCTCTTCCGTTTTAGCTGATGCTTTGAATGCCA 

TTAATAACGCCGAAAAGACCGGTAAACGTCAGGTTCTATTGAGACCTTCTTCCAAGGTTA 

TCATCAAGTTTTTACAAGTTATGCAAAAGCATGGTATGTTCCA^ 

TCACATGTGTTTCAATTTCTGCTTATTTTT 

ATGTTGCGCAACTCTAACGAAGAAATAATTATTGCCATTGTTTTTTAC 

ACTAGATGGTGTGATCGGGCAGTATACTAATTTATACTGGACAAAGACTCGTAAAAGATG 

TTCTTTGTGCTTAGTCCCATACTGTTTTTTAAGTC 

AATGCTTCTTACACGGTTATGGATTACACCTCATGTGTAGCTACTATATCCATTACCGTT 

TACTTTTCCTCAAAATCTCACTCTTAAAATTTTCAATGGCAAAATTCTT^ 

AGACAACATTTTCTTGTTTTTTATGAAGTAAGCAAAAATTTCG 

GAGATTCTTCAATACTAACATTTACTCCTTATTTAGGTTACATTGGCGAATTCGAATACA 
TTGACGACCACAGATCTGGTAAGATTGTCGTCCAACTGAACGGTAGATTGAACAAATGTG 
GTGTTATTTCCCCAAGATTTAACGTTAAGATTGGTGACATTGAAAAATGGACCGCCAACT 
TATTGCCAGCCAGACAATTCGGTTACGTTATTTTG 

ATGAGGAAGCTAGAAGAAAGCACGTTTCCGGTAAAATCTTGGGTTTTGTCTATTAA 
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YLR3 67W, 130 aa (SEQ ID NO 202) 

MTRSSVLADALNAINNAEKTGKRQVLLRPSSKVIIKFLQVMQKHGYIGEFEYIDDHRSGK 
I WQLNGRLNKCGVI S PRFNVKIGDI EKWTANLLPARQFGYVT LTTS AGIMDHEEARRKH 
VSGKILGFVY 

YLR393W, 1340 bp, CDS: 501-1340 (SEQ ID NO 203) 

CCCTCAACCCGCATTTTGCTGAGAATTTTCACCAAGGCCCTAGGTGATATTAGATTCCAC 

CTGACTAATTGCATTACAGCCGACCCAAGGCAATATCAGTTTAATAAAATATCATGTATC 

TCACCCTCTTCTTGGTATTAGTAAAGAGACGCCTGATCTTGTAACAGTGGTGAAGATTGT 

ACTAGAGCAGAATCAAGAATTTAAAAAGTGTAAAGGCAAGGCAGAGGCGATGTACATAAA 

ACTTCGAAGTAAGAAATATTTAATAGTTCTCGCCACATCACTATGCAGCTATATAAAAAC 

TACTATAAACGTTTGTTTTGTTCCTTACGCACAATATCCTTGCCTAGAAATCGTTTT^ 

AATTTAAATTTTTATTACCATTTATTTGATTCGCCTTCAGAAAAA^^ 

ATTTAAAAAGGACTATTTCAGCATATAGTAAAAGTCAGGTTATTTGTTTAOT 

CAGAGTAACTTAAACTAACTATGCAGGGCACTTTTAAAAGGTTTTACCATCCCACGCTTA 

CGCGGATGTCCTTCTTGGATAAATTCCTCAAGCCTATGATGGCAACGGCTTCCCCAAAGG 

AATACCAGATCAAACAACTGGTCAAGCCAATAGGCTTAACACAAGCACCAAGGAAAAGCA 

CCAAATACTCCCAGGGGAACTCTTTGAGGGATATGTTTGATTCGGAAAAGACAAACCACA 

GAGTTAAAGAGTTGGCCGTTGAATTCAGCAAATCTGGACTTTATGACGTGCAAGTCTTC 

AAAAGACAAAGGGGAAATTGTTTATAGCTCCAGTTTCATATTGGAAAGAAGATAAAGCTT 

TGTTTTTTCCTCATTTGATAGGAACGGCAATGGATGGTACGAAACAACAGAATATCGAGG 

ATATGTTAAGGGGTAi\AACCAGTATAGTGAGGTTATTTAGTACAGCATCTGGCGATAAGT 

TGAGTAGTTCATACTTCCAAGGAATCGTAGACGATAACAAAAAAACTGACTACTTGACTG 

AAGCTGATGCGCGTTTAAGTTTAAATGACAGTAACGTCCAAATCATCGAGGTCAATCTTG 

TAGAAAACGCTGTGAAAAGTGCTCTAGTGAAAACGCTTGCTCGTTGGGCCAATCGCGTTC 

CATCCTGGCGCCAGCCATTTTATTTCGAATGTTCTAGAGGCCAATGGCCATTTTCCGTC^ 

GGGAAGAGCTCTTTTGCAATAATGTCTTTTCTGGATACGTCTTTCTTGTGGACCAGCAGT 

TAAAAATTAGGTGGGCAGCTTGCGGGGAGGCTACTCCATCTGAAAAGGAAGCATTGTGGA 

AGTTTGCCAAACGTCTGTGA 

YLR393W, 279 aa (SEQ ID NO 204) 

MQGTFKRFYHPTLTRMSFLDKFLKPMMATASPKEYQIKQLVKPIGLTQAPRKSTKYSQGN 
S LRDMFDS EKTNHRVKELAVEF SKSGLYDVQ VFQKTKGKLFI APVS YWKEDKALFF PHL I 
GTAMDGTKQQNI EDMLRGKT S I VRLF ST ASGDKLS S S YFQGI VDDNKKTDYLTEAD ARLS 
LND SNVQI I EVNL VENAVKS ALVKTLARWANRVP SWRQPF YFEC SRGQWPFS VREELFCN 
NVF SGYVFLiVDQQLKI RWAACGEATP SEKEALWKF AKRL. 

YLR423C, 1754 bp, CDS: 501-1754 (SEQ ID NO 205) 

TTCTATTGGTGTAGTTATACCAGAACCATCCTTCCCAAGGCCTTTTCCCGCAACATATCC 

CATACTCGAAAGTAACTTCGCACCAATACCATATGTCTTCGTTAATTTTGAGATCGTTGG 

GGCATTGCCGCTACTAGTTTTCAAGGCATCATTAGTGTATGTCATGTCACTATTCATGCT 

TG AATT ATTATCTTC C TCATCGCT AT AATT AT AGG AATCG ATTCTTC TTTTTTTGAAAAA 

GAACTTTTTATCTGTGTTGGAGTCCGAATCCTCCATGTT^ 

TTCTTCGACCTCTCTCGGTTGTACTATTTCGAAATTTTGGATTTTTC 

ATAATGTAAATACTAGATGCGCGCTCTAAGGCCTCAGTATTAAAAATTGCAAGATATCCC 

TAACTTGATAATTATTTGAAAGTCGCATAACGTACGATAAATTCGATACTGCGAGGATAT 

TATCAACGTATTTAACACCTATGAACGAAGCAGATGTTACAAAATTTGTTAATAATGCCA 

GGAAAACGCTGACCGATGCTCAACTTTTATGTTCAAGTGCTAATTTAAGGATTGTAGA 

TTAAGAAAAAATTGTCATCTTGGCAGTTGAGTATTTCAAAACTCAATT^ 

GCTTGAGACAGCAAGGAAAGTTTCTTTACACTATTTTAAAGGAAGGCATTGGGACAAAGC 

TAATCCAGAAACAATGGAATCAAGCTGTCTTAGTGGTCTTAGTTGATGAGATGAAGTACT 

GGCAATATGAAATCACTTCTAAAGTACAAAGGTTGGATGGTATAGTAAATGAATTGAGCA 

TATCAGAAAAAGATGATACCGATCCCTCTAAACTAGGAGATTACATCTCGAGAGACAACG 

TTAACTTATTGAATGACAAACTGAAAGAAGTGCCAGTAATTGAGCGTCAAATTGAAAACA 

TTAAGCTTCAATACGAAAATATGGTCAGAAAAGTTAACAAAGAACTGATTGATACCAAGT 

TGAC GG ACGT AAC TC AAAAATTC C AAAGT AAATTTGGT AT AG AT AACCTG ATGG AAAC AA 

ATGTTGCAGAGCAGTTTAGCAGGGAACTAACGGACCTTGAAAAAGATTTAGCAGAGATAA 

TGAATTCATTGACACAGCACTTTGATAAGACATTGCTGTTACAAG 

ACGATGAACGTGAGGAGCTGTTTAAGGTGGTACAAGGCGACGACAAAGAACTATACAACA 
TTTTCAAAACTCTGCATGAGGTAATTGATGAC^ 
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AATTTTTGCAGGCAAAAATAAAGGAAAAGACAGAACTACACAGCGAAGTTTCTGAAAT^ 

TAAACGATTTCAATAGAAATTTGGAATATCTATTAATCTTTAAAGATATTTC 

TTGATAGCTTCAAAAATTCCTGTACACAAGATATTCAAACAACTAAGGAACTTTGTGAAT 

TTTATGATAATTTTGAAGAAAGCTACGGTAACTTAGTTCTAGAAGCAAAGAGGAGAAA^ 

ATGTGGCAAACAGAATGAAAACTATATTGAAAGATTGTGAAAAGCAGOT 

ATGCTCAGGACCAGGAAGAACGTCAGAATTTTATAGCGGAAAATGGAACTTATCTTCCTG 

AGACAATCTGGCCCGGTAAAATTGACGATTTTTCTTCCCTGTACACTTTA^TTACAACG 

TGAAGAATCCTTAG 

YLR423C, 417 aa (SEQ ID NO 206) 

MNEADVTKFVNNARKTLTDAQLLCSS ANLRI VDIKKKLS SWQL S I SKLNFLI VGLRQQGK 
FLYTILKEGIGTKLIQKQV^QAVLVVLVDEMKYWQYEITSKVQRLIX5IVNELSISEKDDT 
DPSKLGDYISRDNVNLLNDKLKEVPVIERQIENIKL 

FQSKFGIDNLMETNVAEQFSRELTDLEKDLAEIMNSIiTQHFDKTLLLQDKKIDNDEREEL 
FKWQGDDKELYNI FKTLHEVIDDVDKTILNLGQFLQAKIKEKTELHSEVSEI INDFNRN 
LEYLLIFKDISNLIDSFKNSCTQDIQTTKELCEFYDNFEESYGNLVLEAKRRKDVANRMK 
TILKDCEKQLQNLDAQDQEERQNFIAENGTYLPETIWPGKIDDFSSLYTLNYNVKNP 

YML026C , 1342 bp, exonl : 501-547, intronl : 548-948, exon2 : 
949-1342 (SEQ ID NO 207) 

ATCTGTAAATAATAAGCCCATGAAATATCAATCTCACAATGAAAGAATTGTATAATTCAG 
AATGATTTGACGTAAAAGCAAGTCTCATTCAAGAAACTGTAAAATCCGTACACACTACTG 
AATTTTACATCCATACATTTTTTTGAAAT 

TAAATTATCCGTCGGGGTGTCCTCCTAGCTCGGCTCAACCTAGGCAAATGCGTTTACTGG 

GGCCATCCAAGCTCATCCTTCCAGAGATTCGCCTTTCAGAGGCAAAGAACTCGTCTCCGC 

AGGCCTCTTGTTCCGGGAGGAGGAGAATTCTTGCGCGGAAACTGGTTGATGCCTGGGCTA 

TGGTAATTCTGACACCTTTGCTATCCTAACTGGAAAAGGTCCTTAGTAATAACAATATCA 

GGTACTTTAACATTGTTAAAGATATACTATTAGl'GAAAAACCGATCTTACGAAAAGCCAA 

TAGAGCAGAAAGTGGTAAAGATGTCTTTAGTTGTACAAGAACAAGGTTCCTTCCAACACA 

TTTTACGGTATGTTTTACGAGTACAGTGCAGATATGTTGAGAGAGTTTCACATTACATG 

GATAATAGCTTAATATTGCGATTGAAAATATGTGAGTGCACTCCGATGGAATAATAAACG 

TCACGGGTTACCAAATACGAGGCCGAATTAACTCTACGCTACTATAAAAATTATCACTAG 

ATTTTAAAGTAATACACAGTTTATTGGAAAATACAATATATGACTCAATGCGAATT^ 

AATTTCAGTCAATACAGCTTGACAAATTCATATTTATCGTCCCTCCATGTTC 

TTCCAAAATGATGCGCCATGTTGAAAATTTCTCGAAGAACCTAGCAGTGGTGTGAAATA^ 

ATTACTAACAATAAGATGTACAATTTTTTGTGCG 

CAATGTCGATGGTAACATTAAAATTGTTTACGCTTTGACCACTATTAAGGGTC 

TCGTTACTCCAACTTGGTCTGTAAGAAGGCTGATGTTGATTTGCACAAGAGAGCTGGTGA 

ATTGACCCAAGAAGAATTGGAAAGAATTGTCCAAATCATGCAAAACCCAACTCATTACAA 

GATCCCAGCCTGGTTCTTAAACCGTCAAAACGACATTACTGATGGTAAGGACTACCACAC 

TTTGGCTAACAACGTCGAATCCAAGTTGAGAGATGACTTGGAAAGATTAAAGAAGATCAG 

AGCCCACCGTGGTATTAGACACTTCTGGGGTTTACGTGTTAGAGGTCAACACACCAAGAC 

CACTGGTAGAAGAAGAGCTTAA 

YML026C, 146 aa (SEQ ID NO 208) 
MSLVVQEQGSFQHILRLIJVITNVDGNIKIVYALTC 

LTQEELERrVQIMQNPTHYKIPAWFLNRQNDITDGKDYHTLANNVESKLRDDLERL 
AHRGIRHFWGLRVRGQHTKTTGRRRA 

YML063W, 1268 bp, CDS: 501-1268 (SEQ ID NO 209) 
TATATTATTTTTTCCCTTCTGGGTTCTTTTCTTCCTTTTCTT 

TTCATAAAATAATTTCTCTAGATTTGAAGACAGCATTTTTGTACATCCATACACCATACA 

CCATACACCATAGCACCAGTACACTATATTTTTATGAATTTTACTAAGAATTATTC 

AGGAGCTCCACTGAAAAAAAAAGAGCAGCATGGATGTCCGGTAGAAGTGCTACTGAGTAA 

ATGGGAAGGACGCGGTAGATCCAGTGTGGAATCAAGGTGGTGCCGGTGTGAAGCCGCCTC 

GGCCGGCTGGACTCTCCAGGCCGGAGTGATGATTGCCACGCTGAACGTAACACAGTTTCA 

CAATACCAGTGTCCTCATTAGTGAGTTCCAATGTATAGTTAGTAGTGGTATTTTGATATA 

TGTGAGTGGTAGCAGATTTGAACTTAGTTAGTTGTATTCGCCTTTGAGGAAACC 

AAAACCGATCTAGACTAATCATGGCTGTTGGTAAGAATAAGAGACTATCCAGAGGTAAGA 

AGGGTTTGAAGAAGAAGGTCGTTGACCCATTTACCAGAAAGGAATGGTTCGAT 
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CCCCATCCACTTTTGAAAACAGAAATG 
TGAAGAATGCTTCCGATGCTTTGAAGGGTAGAGTTGTC^ 

AAGGTTCTGAAGACCATTCTTTCAGAAAGGTCAAGTTGAGAGTCGATGAAGTTCAA 

AGAACTTGTTGACCAACTTCCACGGTATGGACTTCACTACCGACAAATTGAGATCAATGG 

TCAGAAAATGGCAAACTTTGATCGAAGCTAATGTTACCGTTAAGACTTCCG 

TTTTGAGAATCTTTGCTATTGCCTTCACCAGAAAGCAAGCTAACCAA 

CTTACGCTCAATCTTCCCACATCAGAGCTATCAGAAAAGTTATTTCTGAAATCTTGACCA 

GAGAAGTTCAAAACTCTACTTTGGCTCAATTGACCTCCAAATTGATTCCAG 

ACAAGGAAATCGAAAATGCTACCAAGGACATCTTCCCACTACAAAACATCCACGTTAGAA 

AGGTTAAGTTATTGAAACAACCAAAGTTCGACGTTGGTGCTTTC 

AAGGTTCCGGTGAAGAAAAGGGTAAGAAGGTTTCTGGTTTCAAGGATGAAG 

CTGTGTAA 

YML063W, 255 aa (SEQ ID NO 210) 

MAVGKNKRLSRGKKGLKKKWDPFTO 

LKGRVVEVCIJU^LQGSEDHSFRKVKLRVDEVQGKN^ 

IEANVTVKTSDDYVLRIFAIAFTRKQANQVKRHSYAQSSHIRAIRKVISEILTREVQNST 
LAQ LTSKL I PEVINKE I ENATKD I F PLQNIHVRKVKLLKQ PKFDVGALMALHGEG SGEEK 
GKKVSGFKDEVLETV 

YML128C, 2042 bp, CDS: 501-2042 (SEQ ID NO 211) 

TTAATAGGGTTAGCCACCATTGTCTCGAACATGTTCACAGGCTCGGAGCTTGTGGCGGGT 
GC CTCGCTTACTGGAGTACCATTTAGCGGTGTGTTTGAAGCTAACGAGTTCATCTTCAAT 
CTTTATTTCCACTTCTTTACAAGCTTTCTGCCTTTCTCTATGACGTCTT^ 
TACCTCTTGACACGACTTGTTGTTTTCGTT^ 

TTTCACCTTTTCCACCATTACGTCGGTAAGCAACAGCATTACGCCGGCCTCACCTTAGAG 

GGGAAGAATAAGGGATCTTTGGAACTGAAGGAAAATAAGGGAGAGGGAGGAAACAAGGAG 

GCGGTGAAAGGGGATCGACAGGGTATTTAAAGCCACTCATGGAGTCGTATTCCTAGCATG 

ATTAGATTACCGGAGTTTAGAAGAGGATCTGCAATAGAAGAGGAGACAACTACAAAAGAA 

CTGTTAATTAAGAGAAGAAGATGAAGCAATTCAAGTTGGTTAATGCGGTTTCCGCATCAT 

TTGTGCTTATTGGCTTAGTGTTGGCCAATTCAGATTCAGTGTTCGACAAGTGGACGCAGG 

AAGACCTGGCCGATTATTTACGTGATAATAAGAAGAGCTTGGAAAAGTACGCTACAGACT 

CCATTGAGGACTTGAAAACGGAGGCATCGCAGGTATGGGACAAACACGCGCAGCCCAAAC 

CATGGTGGCAGGTGTGGTCTAGTGACAGCAGTAGCGTGAGCAACAGTAACCCCGGATGGT 

TTGGTTATACTGGTTCTTCGGATCACC CAGTTTCTGACTGGCTCTTTGACAC CTGGTCC A 

CAGACAGTCTACGTAACTTCTTGAAGAAAAACGGCGTGGATGTTGACGACGCTAAGGCTT 

CCAAGGACTCGCTGGTGAAGACTGCTAAGGAGAACTTCAACAAGATTTCCAAATCTTTGA 

AGTCGTCGGGATACTATCCTTCTAGCTCTTACTTTGATAGCTGGTCAACCAAAGATTTGC 

AAAACTGGTTGAATGACAATGGTATCGACTACGACAAGGCAGTTCAAAGCAAGGACGAGC 

TAGTTCAGAAAGTCAAGGAAAACATCTACCGAACTTCAGAAAAGGCAGAACAGCAGCGTC 

TGGGTTTGCTAGAAAGCTTGGATTTGGCTCACCAACAAATATTAGACACATCGGGACAAA 

TAAAAGACACTGTATTTGACAAGTGGTCTAGTGATCAGTTAACCAATTGGTTGGAGAGCC 

ACAAGGTCAATATTGACAAGAACATGGCCAAGAAACACGACTATTTGGTTAGAATGGCCA 

AAGAAAATTCTGCCAATTTGAAAGATGATATCTACTGGTACCTGGACTATATGAAAAGAG 

AGTCTTCTCCATTTTTGACCAAGACCCCAGAATACGTTGGTTCCGTTT^ 

AAAATTTC CTC ACAAATTTGT ACTC C AAGTTC AGAGGT AAG ACTG AC AATGTG ATC AATG 

ATACTTTTTTGGTTGGCCTAGACTCTTGGCCAAAGGACA 

CTCGTGGTATTAAGTACTCAATGCTGTCTACTGAACATCAATTGAGAGAATTAGTCAAAA 
AATCCAGAAACGAAAAACTCAAGATCCTGCCAAAAGACTACCAAAAATACTTTGACAACA 
GTAACTGGTCTTTGGATGACATAAAGGGTTGGTTTGCTGACA 

ATTCTCAGACTTACTCCACAATTATGCAGGATTTTGACAAGGTTTCCAAAAACACAAATG 

ATGCTAAGGACCAAATCGCTAAGACCTGGTCAAATACCTTTCAGAGCTGGTCTCAAGAAG 

ACCTATTGCAGTACCTAAAATCATTCGGTGTTCCGGTTAAACAGACTTCTACGAAGGACG 

ACTTAATCAACTTGGCCAAGCAGAATACGCAATGGTTGTTCGGCACTGTTAAGGAGCCTG 

CTTACAAGAGGTACCTACATAACGTTAAAAACTGGTCGAAAAGCATATTAGGGTTCAACT 
AA 

YML128C, 513 aa (SEQ ID NO 212) 
MKQFKLVNAVSASFVLIGLVLANSDSVFDK^ 

EASQVWDKHAQPKPWWQVWSSDSSSVSNS^PGWFGYTGSSDHPVSDWLFDTWSTDSLRNF 
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LKKNGVDVDDAKASKDS LVKTAKENFNKI SKSLKS SG YYPS S S YFDS WSTKDLQNWLNDN 

GIDYDKAVQSKDELVQKVKENIYRTSEKAEQQRI#GLLESLDLAHQQILOT 

KWS S DQ LTNWLE SHKVN I DKNMAKKHD YL VRMAKEN S ANLKDD I YWYL D YMKRE S S P F LT 

KTPEYVGSVWDSSKNFLTNLYSKFRGKTDNVINOT 

MLSTEHQLI^LVKKSRNEKLKILPKDYQKYFDNSNWSLDDIKGWFADKKDDFQDSQTYST 

IMQDFDKVSKNTNDAKDQIAKTWSNTFQSWSQEDLLQYLKSFG^ 

QNTQWLFGTVKEPAYKRYLHNVKNWSKSILGFN 

YML130C, 2192 bp, CDS: 501-2192 (SEQ ID NO 213) 
ACGAGATCATTTTCTTATCTATCTATTGAG 

AATAGGATATGTAGGAGAATTGATATATTCACTGCGTATCAGAGAAAAGGTCTACTGACA 
TTTTATGGCAAATGTATTCTACACAAATCGAGAATACCACAGACAATGGTAGAAGACATA 

CACAAAGAGAAGACTGTTCTAATTAAACAAATAATATTGAGCTACCTGCTAAGTATGTCC 
TTTTCCCTTTGTCCTTTGGTTTCTCTTA^ 

GGCTTTGGGCGTTAGTAAGAACAAAAAGAAAAGAAGAGAACAAAAAAGAAACGATACGGA 

GTACGTGTCATAAAAACTTGTTCAATCATCCTTGAAGCTAAGTATAAAGAGCTTGAAAA 

GTTTACCACTTAAACTGGTTATACTATTTCAA 

CAGTAACGTGCAGGTAAAACATGAGATTAAGAACCGCCATTGCCACACTGTGCCTCACGG 

CTTTTACATCTGCAACTTCAAACAATAGCTACATCGCCACCGACCAAACACAAAATGCCT 

TTAATGACACTCACTTTTGTAAGGTCGACAGGAATGATCACGTTAGTCCCAGTTGTAACG 

TAACATTCAATGAATTAAATGCCATAAATGAAAACATTAGAGATGATCTTTCGGCGTTAT 

TAAAATCTGATTTCTTCAAATACTTTCGGCTGGATTTATACAAGCAATGT^ 

ACGCCAACGATGGTCTGTGCTTAAACCGCGCTTGCTCTGTTGATGTCGTAGAGGACTGGG 

ATACACTGCCTGAGTACTGGCAGCCTGAGATCTTGGGTAGTTTCAATAATGATACAATGA 

AGGAAGCGGATGATAGCGATGACGAATGTAAGTTCTTAGATCAACTATGTCAAACCAGTA 

AAAAACCTGTAGATATCGAAGACACCATCAACTACTGTGATGTAAATGACTTTAACGGTA 

AAAACGCCGTTCTGATTGATTTAACAGCAAATCCGGAACGATTTACAGGTTATGGTGGTA 

AGCAAGCTGGTCAAATTTGGTCTACTATCTACCAAGACAACTGTTTTACAATTGGCGAAA 

CTGGTGAATCATTGGCCAAAGATGCATTTTATAGACTTGTATCCGGTTTCCATGCCTCTA 

TCGGTACTCACTTATCAAAGGAATATTTGAACACGAAAACTGGTAAATGGGAGCCCAATC 

TGGATTTGTTTATGGCAAGAATCGGGAACTTTCCTGATAGAGTGACAAACATGTATTTCA 

ATTATGCTGTTGTAGCTAAGGCTCTCTGGAAAATTCA^ 

TCTGTGATCTAGTCAATAAAGAAATCAAAAACAAAATGGATAACGTTATTTCCCAGCTGG 
ACACAAAAATTTTTAACGAAGACTTAGTTTTTGCC 

ACGAATTCAGATCTCGCTTCAAGAATGTCACGAAGATTATGGATTGTGTGCAATGTGATA 

GATGTAGATTGTGGGGCAAAATTCAAACTACCGGTTACGCAACTGCCTTGAAAATTTTC 

TTGAAATCAACGACGCTGATGAATTCACCAAACAACATATTGTTGGTAAGTTAACCAAAT 

ATGAGTTGATTGCACTATTACAGACTTTCGGTAGATTATCTGAATCTATTGAATCTGTTA 

ACATGTTCGAAAAAATGTACGGGAAAAGGTTAAACGGTTCTGAAAACAGGTTAAGCTCAT 

TCTTCCAAAATAACTTCTTCAACATTTTGAAGGAGGCAGGCAAATCGATTCGTTACACCA 

TAGAGAACATCAATTCCACTAAAGAAGGAAAGAAAAAGACTAACAATTCTCAATCACATG 

TATTTGATGATTTAAAAATGCCCAAAGCAGAAATAGTTCCAAGGCCCTCTAACGGTACAG 

TAAATAAATGGAAGAAAGCTTGGAATACTGAAGTTAACAACGTTTTAGAAGCATTCAGAT 

TTATTTATAGAAGCTATTTGGATTTACCCAGGAACATCTGGGAATTATCTTTGATGAAGG 

TATACAAATTTTGGAATAAATTCATCGGTGTTGCTGATTACGTTAGTGAGGAGACACGAG 

AGCCTATTTCCTATAAGCTAGATATACAATAA 

YML130C, 563 aa (SEQ ID NO 214) 

MRLRTAIATLCLTAFTSATSNNSYIATDQTQNAFNDTHFCKVDR 

AINENIRDDLSALLKSDFFKYFRLDLYKQCSFWDANDGLCLNRACSVDVVEDWDTLPEYW 
QPEILGSFNNE)TMKEADDSDDECKFLDQLCQTSKKPVDIEni)TINYCDVNDFNGKNAVLID 
LTANPERFTGYGGKQAGQIWSTIYQDNCFTIGETGESLAKDAFYRLVSGFHASIGTHLSK 
EYLNTKTGKWE PNLDLFMARI GNF PDRVTNMYFNYAWAKALWKI Q P YL PEF S FCDLVNK 

EIKNKMDNVTSQLDTKIFNEDLVFA1TOLSLTLKDEFRSRFKNVTKIMDCVQCDRCRLWGK 
IQTTGYATALKILFEINDADEFTKQHIVGKLTKYELIALLQTFGRLSESIESVl^EK^ 
GKRIiNGSENRLSSFFQNNFFNILKEAGKSIRYTIENINSTKEGKKKTNNSQSHVFDDLKM 
PKAEIVPRPSNGTVNKWKKAWNTEVNNVLEAFRFIYRSYLDLPRNIWELSL^ 
FIGVADYVSEETREPI SYKLDIQ 

YMR022W, 998 bp, CDS: 501-998 (SEQ ID NO 215) 
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AACAGTATTGGCTGTTGATTCATTGCGC 

TCGTATTCTGTACTTTGCGATGTAGAGTCTACTAAAATAGCGTCTCTGATAGCCATGGGT 

GAAGGTCTTCCTCTAGTTCTCACCTTAATTAGCATTCGGTGAGAATGCCTGCATC 

GAGCGATGCCCTCTGATGCACGATGCACACGCATATTTGTTCCCATTAAATATTATCATC 

TCTGATAGAGCTTGAAGAACTTACCAGACTGTTTGAAGTTTAAAACAAGGCGCCTCATCG 

CATCTACCTCACGAAGATGCAGCAGCTTATTGTCTCGAGATCCTTCTTATAACTCCTTTT 

CGCCATTACCCGAAAACGAGATTACAGCCTCTAAACCAAGAGCTCGAAAAGCGCCAAAGT 

AAACTCTGGCGTTTAGCGTACGAAGGAGATTATCCTAAAAGGAACTTCCCTAGTAATAGT 

GTAATTTGGAAGGGCATAGCATGTCGAAAACCGCTCAGAAACGTCTCCTCAAGGAGCTTC 

AACAGTTAATTAAAGATTCTCCACCTGGTATAGTGGCTGGTCCCAAATCGGAGAATAACA 

TATTCATTTGGGACTGCCTAATTCAAGGGCCTCCAGATACGCCATACGCTGATGGTGTTT 

TTAATGCTAAGCTAGAGTTTCCTAAAGACTATCCGTTATCTCCACCTAAACTTACTTTCA 

CACCCAGCATACTACATCCAAATATTTATCCAAATGGGGAAGTGTGCATATCCATTCTAC 

ACTCCCCTGGTGATGATCCTAACATGTACGAATTAGCGGAAGAAAGATGGTCGCCAGTGC 

AAAGTGTAGAAAAAATTCTATTAAGTGTTATGAGCATGTTGAGTGAGCCCAATATCGAAA 

GTGGTGCCAACATTGATGCTTGCATCTTGTGGAGAGATAATAGACCTGAATTTGAGAGAC 

AGGTAAAGTTATCCATTTTGAAATCATTAGGATTCTGA 

YMR022W, 165 aa (SEQ ID NO 216) 
MSKTAQKRLLKELQQLIKDSPPGIVAGPKSE3STO^ 

PKDYPLSPPKLTFTPSILHPNIYPNGEVCISILHSPGDDPNMYELAEERWSPVQSVEKIL 
LSVMSMLSEPNIESGANIDACILWRDNRPEFERQVKLSILKSLGF 

YMR118C, 1091 bp, CDS: 501-1091 (SEQ ID NO 217) 

GTCCTTCCGCTTTATATGTTTCGTTATCCTATCACATTATCAAATGACTTTGTGCCACTG 

TGTTTTGACAAAATTACTGTAATATAATCAATAGTATTTACATGTT^ 

TTGCATCGCATCCAGTTCTCATGCAATATAGTTGTATACCATGTCGTTGAAAGGAACCAG 

AGTAAACACTTCTACCAGTATTTCTTTACGGTTCGGATCAAAACCATCACTCATTCGGTC 

ATTCTTACCGTACGATAAACCAAATTACAAGGAAAAGTATCCCTAATTAGAGATCACTGC 

ATCCGTAATAGTTTTTTTTCTATTTTGGA 

CTCATAAAAAAATTGACGAAGATTTTAGATAATGGCAAATAAAAATGAAATAGTATCAAT 
ATACCGAAAAATTAATCACACTCAATGCGACTGTGATAGCTGATAAGTGGAGCTCAGAAA 
TATTCAGAAGCGTAAGAATAATGAAAGCAACCATTCAAAGAGTAACATCTGTATTTGGAG 
TTCCCCGAGCATCTGTATTCGTGCCAAGAATCAGCACACCATTTATTTTGCATAATTATA 
TCTCTAATGGCAGAATGGACCTTTTTTCCAAAGAATTCCACAATGGCCGCGTATCCAAAT 
CTGATCTTTGGTCAAGCAACAAGGAAGAGGAGCTCTTAGTATCTCAAAGGAAAAAAAGAC 
CGATCTCTCCTCATTTAACTGTTTACGAACCTGAAATGAGCTGGTATCTTTCCTCTTTAC 
ATCGTATATCTGGCGTTTTACTGGCTCTTGGATTCTATGCTTTCACAATTACTTTGGGTG 
TGACGACAATAATGGGAATGGATACGACTTTTCAGGATCTAAACAAGTGGTATCACGAAA 
AGATGCCTAAGTGGTCCCAATGGGTGGCCAAAGGCTCTGCAGCATATCTGTTTGCATTCC 
ATTTTGGTAACGGTATAAGGCATCTCATCTGGGATATGGGCTACGAATTGACCAACCGTG 
GGGTTATAAAAACCGGATCAATCGTTTTAGCCGGCACACTCGTCTTAGK5AACGTATTTAC 
TGGCTCAGTAA 

YMR118C, 196 aa (SEQ ID NO 218) 

MKATIQRVTSVFGVPRASVFVPRISTPFILHNYISNGRMDLFSKEFHNGRVSKSDLWSSN 
KEEELLVSQRKKRPI S PHLTVYEPEMSWYLSSLHRI SGVLLALGF YAFT ITLGVTTIMGM 

DTTFQDLNKWYHEKMPKWSQVWAKGSAAYLFAFHFGNGIRHLIWDMGYELTNRGVIKTGS 
IVLAGTLVLGTYLLAQ 

YMR143W, 1121 bp, exonl; 501-524, intronl : 525-713, exon2 : 
714-1121 (SEQ ID NO 219) 

CCGCTTAGCGCAAACTATCGTGAACTCGCTGCAACAACTGAGAGGGCAAGGATATACATA 
AAAATAGCCTACAAATTCTGAACTCTGTAAAGGAAGCCTCATAAATAAAGGTAGATAGTA 
AAGTATACAAGAGAAGAATCCCAAGATGTCAGCTGTCCCAAGTGTTCAAGTATGTTTTCA 
GTTCTGCAGAATGATGTTTGATAGTATCGATAATGGAGTGAGATCAAGAGAAAAAAAATG 
AATATGTCAGCCAACCAAGTTCTGAGTAGGCAGTAAATGAGTACGCATAGTGTATTTATC 
CAAAGGAAAGAATTGTTATTTTTACAAGCCGAATTGAGATCCAATTAGGCAATGTTTTGG 
GGAGAGTATTTTGACAAGATTGGTTAAACTACTACGGTCAGTTCCGTAACCAGTACGATT 
GTACACATAAGGAAACAACTGTAAAGATAAACAATAAGGGCTTCCAATGCCATTGTAAGA 
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TATCATATTCCTAAACAAAAATGTACAGCGAATATAAAGCCAGCGTCAGTGTCTTCCTGG 

AAGGTTGCGCAACTAAAGAAGTTGAAATTAAAATGGCAAGCGCTACAT 

TCACTCATCAGATGTCCAAGATTTTCGAAAAATAAATATTCTCAT^ 

ATAATTGTTACTAACATTGAATTTCCTCGTAACTAATTGCATTACTTC 

GTAAGAAGAAATCAGCTACTGCTGTTGCCCATGTCAAGGCCGGTAAGGGTTTGATCAAGG 

TTAATGGTTCTCCAATCACTTTGGTTGAACCAGAAATCTTAAGAT^ 

CATTATTGTTAGTTGGTTTGGACAAATTCTCCAACATCGATATTAGAG 

GTGGTGGTCATGTTTCCCAAGTTTACGCCATCAGACAAGCTATTGCTAAAGG 

CTTACCATCAAAAATATGTCGATGAACAATCCAAGAACGAATTGAAGAAGGCTTTCAC^^ 

CTTACGACAGAACCTTGTTGATTGCTGATTCTAGAAGACCAGAACCAAAGAAATTCGGTG 

GTAAGGGTGCTCGTTCCAGATTCCAAAAATCTTACCGTTAA 

YMR143W, .143 aa (SEQ ID NO 220) 

MYSEYKASTFGKKKSATAVAHVKAGKGLIKVNGSPITLVEPEILRFKVYEPLLLVGLDKF 
SNIDIRVRVTGGGHVSQVYAIRQAIAKGLVAYHQKYVDEQSKNELKKAFTSYDRTLLIAD 
SRRPEPKKFGGKGARSRFQKSYR 

YMR174C, 707 bp, CDS: 501-707 (SEQ ID NO 221) 

GTCCCATCATTCTTTACACCTCGTACTGTATTCATGATCATCTATCCATTTTACATACCG 
CTCCCTTTAAGATACGTTTATTCGTAACTCCCATTTACCAATCACTATGAGCCGTCCACG 
TTTCCAAAAAAACCTAAACATATGATGCAAACCTCCAATGAGACTCAACGTAACATGCAA 
GTAAATACAGAAGGTTAAGAGATAGTTGTCTTAAAGGGGTACCGAAAGCATTTAGGGGAG 
GCTTAAGGGAGGGTGCCGATCCTATGAAGTATTAATACGTAATGCCAAAAGGAATTGTTG 
AACATCTGAAGTGGATAGATTAATCGTACAGTAATCGTACAGTACTATGTCTTACTGATG 
TCGGGAATCTCAGGGGCGACCGCCCCCGGCTAGAATTATCTATATAACGGTAAAAAGAAT 
AAAACTCTATTCTAGTTCTCGCCATTTACCTTGACTTTAATGAACCAATAAAAGAAAT^ 
CTACAACCAAGACATCCAGAATGAATACAGACCAACAAAAAGTGAGCGAAATATTTCAGA 
GCTCAAAGGAAAAATTGCAGGGCGATGCAAAGGTAGTGAGTGACGCTTTTAAGAAAATGG 
CTAGTCAAGACAAGGACGGCAAGACTACCGATGCTGATGAAAGTGAAAAACACAACTATC 
AAGAGCAATACAACAAGCTCAAAGGGGCGGGGCATAAGAAGGAGTAG 

YMR174C, 68 aa (SEQ ID NO 222) 

MNTDQQKVSEIFQSSKEKLQGDAKVVSDAFKKMASQDKDGKTTDADESEKHNYQEQYNKL 
KGAGHKKE 

YMR191W, 1877 bp, CDS: 501-1877 (SEQ ID NO 223) 

GGTTCGATACAACACTTGTGCTGGCTGGTATATCAACCATGGGTACGTCAGCATATTGAT 

TCGATGTGGCAGTGTACGAGAGCCATTCTGTATCGTTCGACAAAGTTTGCATGACTTCAT 

GTTGTTTCGTAGCAGTATTCGTTGGTCCAGATGCAGGAAT 

TTCCTGGTCCACATTCATCTTTGGATGGCGTTGTTGGTGGCGAATTTGTC 

TGTTCGCGATGTGCTTTTGGATAGCCTGGAATAC^ 

CCGTTTCCTTTAACCATTTGTGCTCCCTTCTTAAGTTATGTGACGGCT^ 
CCGCCTTGTGTGTACGTGTATGATTTTTTAA^^^ 

CTTTCCTCTAGCCAATGACTCCAAGCTGGCTGATAAAAACAAACTAAACGGTAAAGCCAC 
AAATCCGAAATGTATCACCAATGATCACCCAGCCTGCTAAGTGCCCTCTATTGATCCGTA 
TATCAGCTTTTAGATCAGGCTCGAGTTTCTTGTTATATC 

AATCCTGGCAGCCGAAGCCGGGCAATCCACTTCGAAACGCACGGCTGAACTATATAAATA 

TAAAGGACATGTGGAGAGAAGCTTCTCTTCCTTCACATTTCGCATTTCATGATCTAAAGT 

GGTTCTTTCACAATAGAAGAGCACCAACACGAAATATGGCTGTCGGTGGTAATAACTGGA 

GCATGTGGCTGCGAATGTCACGGGTCCACCTCAGGCAGATCACGAAGTCTCTGGACCGAA 

CGCTGATCAGTTTGAGCCATGGGAATTTTTCCCACGAATAT^ 

CTTGGTGGAAGAGCCTATTTGAGGCTTCTACAGCTTTTAGGAGGGCAAGTG 

TATCTCCTCTCACGAGGAGAGGAATCGCAAGGTTTGACCATTTCAGACCTGTTCCCAATG 

TCAGTAAATTTGCTTCTTTTCCCAGAGTGCCCAAAGGAGCCC 

ACTGGAATATGACTACATCAAAGAGATTATTAGGGCAGAGAGCTTATTCGACTTCCAGTA 

TCAAATTTACCCAAGAAGCCGTGAATAACATGACTATATCTTTGAGGTGTT^ 

CACTAGGCGGATTAAATCAGTGCTCCCACTCTAATTCCTGCAAAGCTTATCAGAATGCGT 

CTAATGTTACCTCTAAACAGGATCACGTCCAACCAGTTGCCCTTAAGAAGTTATCTCAAA 

AGGATATCAATTTCATTCGTAATTTAGAACTATTTAAGATAATGAAGACCCAGAATGAAG 

TCGTTGATGAAACAAGCGCATATTACATGGAAAAACCAGGTTCCTATATTGAATTTACCA 
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TTTCAGAATTTAACGTTAATGGGAC^TTCTC 

TGTTAGCGGATTTGGATGAAATGATTAGAAATTACAAATACGAATTAAAATCAATATACA 
GTAGTGTTGAGATGATCTTGCAGAATTATGGATCATT 

AGATTCGAATACATTTTCCAAACTCAACTGTGGTGGAAACAGAAAAACTAATTGCAGGTC 

TGAATATTGCTACGGGTGTTATTTACGCAGATACGTCTCCCGATATCAGTCTAGAAGGTA 

CAAATTTGAATGCTCTGGTTAATGTTGACAATTCAGGAAGCGTATGG 

AGCCCTCGTTTCCCTCTAGGAGCGCTTTTTCACCTATTTTATCAGATGCATCCTATGAT 

CTTATGAATTGGTCTAG 

YMR191W, 458 aa (SEQ ID NO 224) 

MITQPAKCPLLIRISAFRSGSSFLLYVHCKSINKSWQPKPGNPLRNARLl^INIKDMWRE 
ASLPSHFAFHDLKWFFHNRRAPTRNMAVGG^^ 

GNFSHQYNRNIFVTWWKSLFEIASTAFRRASGLTVSPLTRRGIARFDHFRPVPNVSKFASF 

PRVPKGAPRGLFTNWNMTTSKRLLGQRAYSTSSIKFTQEAVNNMTISLRCFFNSLGG^ 

CSHSNSCKAYQNASNWSKQDHVQPVALKKLSQKDINFIRl^ELFKIMKTQNEVVDETSA 

YYMEKPGSYIEFTISEFNVNGTFSAPLSFIJ3PSLLADLDEMIRNYKYELKSIYSSVDMIL 

QNYGSLPITFHRNKIRJHFPNSTVVETEKLIAGLNIATGVIYAIXrSPDISLEGTNLNALV 

NVDNSGSVWSFVKEPSFPSRSAFSPILSDASYDTYELV 

YMR230W, 1228 bp, exonl : 501-552, intronl : 553-962, exon2 : 
963-1228 (SEQ ID NO 225) 

ATCAAATATTGATCGAGTTCATATAAAGCTAAAGAGTAGGAAATATACCATCAATGGTGA 
GCACTTATTTTTTTTTGGATTTAGATGTGAG 

TATAATTTGGCTACGTTGTCTTCCGGTGTTTTTCAATTGATTTAAGTTA 

TCTGGGTAATTTGATCTTTTTTAATAATTATTTTAGTGACATA 

AGATTTATTTTGTCATTTTTTGGATCGGCGTCTTATAAAAT^ 

ACATCGCGCATGTGTGGGTGTATATGCCCTTTTCACGATTTTTAAGTTGCGTCTCAAAAT 
AGTTTCCGAGTTGGAAGCCTGAGTTTTTCAAAACAATATAGGAATTAAAGGTATACGTCT 
TTGGATACATGTTATTTGAAATGGGGTAGAACTAGCACAACTGAAACCAAGAAAACACAG 
ATCATAACTAACCGTTCAAGATGTTGATGCCAAAGCAAGAAAGAAACAAAATTCACCAAT 
ACTTGTTTCAAGGTATGTTTGCATTTTTTAGGTGAAATATGC 

GGATAGCAAAGATGATAAATGAAAATACAATTAAATTGAACTTGAATATCATTAAAAGTG 

GTAGAAAACCGATTGTTTCAAAAAGATCTTTGTGGACAAGTACGGCAGTGCATGAATCCG 

AAAGAAAAGTGCAACCTAAGCAGAATTCCATTATTTCACGCGTCCATTTTTATAATC 

GAACTTTTGAGTCCTTATAGAAATGCTAATATTATGATCAAAGCGATTATATCATTTA 

TTACAGTTTCCGGAGTTTCCGTATTATTGCAAAAGGACCACAAACAATTGAAATCATGAT 

ATCGTAAGAAATATTATTACTAACAAGGAAGATCATTGAATTACGATCGCATATCGAAAT 

AGAAGGTGTTGTCGTCGCTAAGAAGGATTTCAACCAAGCTAAGCACGAAGAAATTGATAC 

CAAGAACTTGTATGTTATCAAGGCTTTGCAATCCTTGACTTCTAAGGGTTACGTTAAGAC 

TCAATTCTCATGGCAATACTACTATTACACTTTGACTGAAGAAGGTGTTGAATACTTGAG 

AGAATACTTGAACTTGCCTGAACACATTGTCCCAGGTACCTACATTCAAGAAAGAAACCC 

ATCCCAAAGACCTCAAAGAAGATACTAA 

YMR230W, 105 aa (SEQ ID NO 226) 

MI^PKQERNKIHQYLFQEGVVVAKKDFNQAKHEEIDTKNLYVIKALQSLTSKGYVKTQFS 
WQYYYYTLTEEGVEYLREYLNLPEHIVPGTYIQERNPSQRPQRRY 

YNL054W, 3998 bp, CDS: 501-3998 (SEQ ID NO 227) 

CCCTTCGCTAAATCATTAAGAGGTCATTCATGAAGTTAATTCAGCACCAAAGTTGGACTG 

TTAGACACGAGATACACATTGCAGTCCAAATGTGCAGATTTTTCAGATAATTGTCGTCGC 

ACAAGACTGCCCCTCCCGTCCTCAGACAGACACAAAATTAGATTTTACGTTTACATAAAG 

ATGTACATAACTTGAAAAAACGTTAATCCCTCTTAAATTTAG 

GCCACTCTTTGTGATATATTGTAGTGCAATATATTGATTCGTTCTTCTTATTT 

CTTAGGCATTTCCGCTTTAGAAAATTCGTTGGGTGGTTTC 

ATTTT(X!ATAATGATCTTCAATTCTACAACTAAAATCAAGTAGATACAGGAAAATATTCC 
ATAAATTATAGTGTAAATCGCCCTGTATACACCTTATCGTTTCATCTCAGGCAAGTTAAA 
GCATTTGGGAAACGTGCTAGATGACAGAAGAAGATAGAAAGCTCACTGTAGAGACAGAAA 
CAGTTGAGGCACCCGTGGCAAATAATCTTTTATTGTCGAATAACAGTAATGTAGTAGCAC 
CTAATCCTTCTATTCCCTCTGCCTCCACATCTACCTCTCCGCTACACAGGGAAATAGTTG 
ATGATTCTGTCGCTACTGCTAACACCACCAGCAACGTTGTACAGCATAATTTGCCCACCA 
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TAGATAACAATTTAATGGATTCCGATGCCACGTCACATAATCAAGATCATTGGCATTCAG 

ACATAAACAGGGCAGGAACATCAATGTCAACGAGTGATATCCCAACAGATTTACATTTAG 

AACATATCGGCTCTGTTTCATCAACTAATAATAATAGTAACAATGCCCTAATCAACCACA 

ACCCTCTGTCATCTCATCTTTCCAATCCGTCATCTTCATTACGAAACAAGAAGAGCTC 

TGTTGGTAGCTTCTAACCCTGCGTTTGCTTCAGATGTTGAA 

CCGTCATCTCCAATAATATGCCTACAAGTAACATTGCCCTTTATCAAACAGCGAGATCGG 
CGAATATTCATGGTCCATCATCAACTTCCGCATCTAAAGCGTTCAGAAAGGCTTCGGCCT 
TCTCCAATAACACGGCACCCAGCACTAGTAATAACATCGGCTCGAATACACCTCCAGCTC 
CTCTTTTACCTCTACGTTCACTATCACAACAAAATAAGCCAAA7UVTAATAGAGAGGCCCA 
CAATGCACGTCACTAATTCAAGAGAAATACTTTTAGGTGAAAACCTGTTAGATGATACAA 
AGGCGAAGAATGCTCCCGCGAATTCAACCACACACGATAATGGTCCAGTAGCAAATGATG 
GGCTGCGTATACCGAATCACTCGAACGCAGATGATAATGAAAATAACAACAAAATGAAGA 
AGAATAAAAACATTAATAGTGGGAAAAATGAACGTAATGATGACACCAGCAAAATATGCA 
CTACATCTACTAAAACAGCGCCTTCAACCGCACCTTTGGGCAGTACAGACAATACTCAGG 
CTCTCACTGCTAGTGTCTCCAGCAGTAATGCTGACAATCACAATAATAACAAGAAGAAAA 
CCAGCAGCAACAACAACGGCAATAACAGTAATAGTGCATCCAATAAAACCAATGCCGATA 
TCAAGAATTCTAACGCCGACTTGAGCGCTTCTACCTCTAACAATAATGCAATAAATGACG 
ACTCACATGAGAGTAATTCAGAAAAACCAACAAAGGCGGATTTTTTCGCTGCAAGGCTGG 
CTACAGCTGTAGGTGAAAATGAAATTAGTGATTCTGAGGAAACATTTGTTTATGAATCGG 
CAGCTAATTCGACTAAAAACCTAATATTTCCTGACTCCTCCAGCCAGCAGCAGCAGCAGC 
AACAGCAACCTCCAAAACAACAGCAACAGCAACAAAATCATGGAATAACCTCAAAGATAA 
GCGCCCCATTGCTAAACAATAACAAAAAATTATTAAGCCGACTGAAAAATTCAAGACATA 
TTAGCACTGGTGCCATATTGAATAACACAATCGCGACTATAAGCACAAATCCGAACTTGA 
ATTCTAATGTGATGCAGAACAATAACAATCTGATGTCGGGACACAATCACCTGGACGAGT 
TGAGCAGTATAAAACAGGAGCCACCGCATCAATTGCAGCAGCAGCAACCACCAATGGATG 
TACAATCGGTAGATTCGTATACCTCTGACAACCCAGACAGCAATGTTATTGCCAAGTCGC 
CTGATAAGAGGTCAAGCTTAGTATCCCTATCTAAAGTTTCTCCACATTTACTTTCATCCA 
CATCAAGCAACGGTAACACAATATCGTGTCCCAATGTTGCCACAAATTCGCAGGAATTGG 
AACCAAACAATGATATTTCAACGAAGAAATCTCTTTCCAATTC 

CTGCTAATAGAAATTCTAATTATGGTGACAACAAAAGGCCTCTTAGAACAACAGTGTCAA 
AGATATTTGATTCAAACCCTAATGGAGCTCCTTTACGGAGATACTCTGGGGTACCGGATC 
ACGTTAATCTAGAAGATTACATCGAACAGCCGCATAATTATCCAACAATGCAAAATAGTG 
TG AAAAAGGATG AATTTT ATAAC AGC AGG AAC AATAAGTTTC C CC ATGGTTT AAACTTTT 
ATGGTGATAACAATGTTATTGAAGAGGAAAATAATGGTGACTCGTCTAATGTAAATCGAC 
CGCAACACACTAACCTTCAGCATGAGTTTATTCCAGAAGATAACGAAAGTGATGAAAACG 
ATATTCACTCCATGTTTTATTATAATCATAAGAACGATTTAGAAACAAAACCGCTAATAT 
CCGATTATGGTGAAGATGAAGACGTAGATGATTATGATCGCCCAAATGCTACTTTCAACA 
GTTACTATGGCTCAGCATCCAACACGCACGAACTTCCATTACATGGAAGGATGCCTTCAA 
GATCAAATAATGATTACTACGATTTTATGGTTGGCAACAATACTGGCAATAACAACCAAT 
TGAATGAATATACCCCCTTAAGAATGAAACGTGGTCAAAGACACCTATCAAGAACAAACA 
ATAGCATAATGAATGGTAGCATCCATATGAATGGTAACGATGACGTTACCCATTCCAATA 
TCAATAATAACGATATTGTTGGTTACTCACCGCACAACTTTTACTCAAGGAAGTCCCCAT 
TTGTGAAAGTAAAGAATTTTCTTTATCTTGCATTTGTTATATC 

GATTCATTCTGGGATTTTTATTGGCCACTAATAAAGAACTACAAGATGTAGACGTGGTAG 
TGATGGATAATGTGATTTCAAGTTCGGACGAGTTGATCTTCGACATCACAGTAAGTGCTT 
TTAATCCAGGATTCTTCAGTATAAGCGTTTCCCAAGTCGATTTG 

GTTCTTACCTGAAGTGCGATTCTAATGGTGACTGTACAGTAATGGAACAGGAACGGAAAA 
TTTTACAAATAACGACAAATCTTTCGTTAGTTGAAGAGAGTGCTAATAATGATATTAGTG 
GTGGGAACATAGAGACGGTATTACTAGGAACCGCTAAAAAACTAGAGACACCATTAAAGT 
TCCAGGGCGGCGCATTTAATAGGAACTACGATGTGTCAGTCTCGAGTGTCAAGCTTTTAA 
GTCCTGGGTCTCGTGAAGCCAAGCACGAAAACGACGATGATGACGATGATGATGGCGACG 
ATGGTGACGATGAAAACAATACTAATGAAAGACAATACAAAAGCAAACCAAATGCTAGAG 
ATGACAAAGAAGATGATACTAAAAAATGGAAGCTACTAATCAAGCATGATTACGAATTGA 
TAGTCCGTGGAAGCATGAAGTATGAGGTGCCCTTTTTCAATACGCAAAAATCTACGGCTA 
TTCAAAAGGATTCCATGGTCCATCCTGGTAAGAAGTGA 

YNL054W, 1165 aa (SEQ ID NO 228) 

MTEEDRKLTVETETVEAPVANNLLLSNNSNVVAPNPS I PSASTSTS PLHREI VDDSVATA 
NTTSNVVQHNLPTIDNNLiMDSDATSHNQDHWH^ 

STNNNSl^ALINHNPLSSHLSNPSSSLRNKKSSLLVASNPAFASDVELSKKKPAVISNNM 
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PTSNIALYQTARSANIHGPSSTSASKAFRKASAFSNNTAPSTSNNIGSNTPPAPLLPLPS 
LSQQNKPKIIERPTMHVTNSREILLGENLLDDTKAKNAPANSTTHDNGPVANDGLRI PNH 
SNADDNENNNKMKKNKNINSGKNE^^ 

S SNADNHNNNKKKTS SNNNGNNSNS ASNKTNADI KNSNADL S ASTSNNNA INDDSHE SNS 
EKPTKADFFAARLATAVGENEISDSEETFVYESAANSTKNLIFPDSSSQQQQQQQQPPKQ 
QQQQQNHGITSKI S APLLNNNKKLLSRLKNS RHI STGAI LNNTI ATI STNPNLNSNVMQN 
NNNLMSGHNHLDELSSIKQEPPHQLQQQQPPMDVQSVDSYTSDNPDSNVTAKSPDKRSSL 
VSLSKVSPHLLSSTSSNGNTISCPNVATNSQELEPNNDISTKKSLSNSTLRHSSANRNSN 
YGDNKRPLRTTVSKIFDSNPNGAPLRRYSGVPDHVNLEDYIEQPHNYPTMQNSVKKDEFY 
NSRNNKFPHGIJVIFYGDNWIEEENNGDSSNVNRPQHTNLQH 

YNHKNDLETKPL I SDYGEDEDVDDYDRPNATFNSYYGSASNTHELPLHGRMPSRSNNDYY 

DFMVGmTGNNNQLNEYTPLRMKRGQRHLSRTNNSI 

GYSPHNFYSRKSPFVKVKNFLYKAFVISSLIJtfTGFILG 

SSDELIFDITVSAFNPGFFSISVSQVDLDIFAKSSYLKCDSNGDCTVMEQERKILQITTN 
LSLVEESAN1TOISGGNIETVLLGTAKKLETPLKFQGGAFNRNYDVSVSSVKLLSPGSREA 
KHENDDDDDDDGDDGDDENNTNERQYKSKPNARDDKEDDTKKWKLL I KHDYEL I VRG SMK 
YEVPFFNTQKSTAIQKDSMVHPGKK 

YNL067W, 1076 bp, CDS: 501-1076 (SEQ ID NO 229) 
GACGACTATTGATGCCAGGCAAATTTTGGATTTACTGCTC 

TGTGATATCGTAGCGGTAGGAACCAATTTTGCAATCGATTTACTTACAGCCAAGAAAATC 
TATTTTCATGTTTAGCATTGCCATTTC 

TAGGAGAGACGTATACAAGCATCAATGTTACGAATGTACGATCCCGTTTGCATCTGATGT 

GTAAACTCATGTGGTGCACTGGTGTTGTTTCCAAGACTC 

TTTTTTCTTCTAGTGAATTTTTT 

ACGGACGGCAAACATGAAAAAAAAAATTACCAACCATATTTCTATTTCCTTTCCCTT^ 

CTATTCTCTTTTTGAAATAGTTCATTTTCTCTCTCTGAAACGACAATAAA 

GCCTCCAATAGTCACTAAAGATGAAGTACATTCAAACCGAACAACAAATTGAAATCCCAG 

AAGGTGTTACTGTCAGCATTAAGTCCAGAATCGTCAAGGTTGTCGGTCCAAGAGGTACTT 

TGACCAAGAACTTGAAGCATATTGATGTTACCTTCACCAAGGTCAACAACCAATTGATCA 

AGGTTGCTGTTCACAACGKSTGACAGAAAGCACGTTGCCGCTTTGAGA^ 

TGGTTGACAACATGATCACTGGTGTCACCAAGGGTTACAAGTACAAGATGAGATACGTCT 

ACGCGCATTTCCCAATCAACGTCAACATTGTTGAAAAGGATGGTGCTAAATTCATTGAAG 

TCAGAAACTTTTTGGGTGACAAGAAGATCAGAAACGTCCCAGTTAGAGATGGTGTTACTA 

TCGAATTCTCTACTAACGTAAAGGACGAAATCGTCTTATCTGGTAACTCTGTTGAAGACG 

TTTCCCAAAATGCCGCTGACTTGCAACAAATCTGTCGTGTTAGAAACAAGGATATCCGTA 

AGTTTTTGGATGGTATCTACGTTTCCCACAAGGGTTTCATTGTCGAAGACATGTAA 

YNL067W, 191 aa (SEQ ID NO 230) 

MKYIQTEQQ I EI PEGVTVS I KSRIVKWGPRGTLTKNLKHIDVTFTKVNNQL I KVAVHNG 
D RKHVAALiRTVKS LVDNMI TGVTKG YKYKMRYVY AHF P INVN I VEKDG AKF I EVRNFLGD 

KKIRNX^VRDGVTIEFSTNVKDEIVLSGNSVEDVSQNAADLQQICRVRNKDIRKFLDGIY 
VSHKGFIVEDM 

YNL075W, 1373 bp, CDS: 501-1373 (SEQ ID NO 231) 

TCGATGGATATCCCATCCAAGAACAGGAATACTGGGTTTTTGAAGACCAGAATGGAGATC 

TCTGAGGAAGAAAAGATGGTACGTACAATATCACGGCTTGACAATACGAGTATTGCAAAC 

AGTAATGGAAATGGTAATGATGACACCTCTAATCAGAGAACGGAAGCACTGGGGCGTAAG 

ACGAGTAATGGAGGGCGAATATGATTACTAAGTTAAATAAATCAGATACAGTATTTAAAG 

TTCTTTCAAAAAAAGATAATGTCATATATTTTACTATCTACGCAGTGAAAGAGTTCCTTC 

TAATGACACACTATTCACTTCGGGTAACGGATATTGTGTACTGAAAAATATAAAAAATTT 

TATCCCGGAAATGCGATGAGATGAAAATGCATGAAGTAGCGTATATATTGATTGCATGAG 

GTTGGACTTGAAAGGGCATATATACTCGGTTTTATCATTGATTCAAGTGTTCCCATAAAT 

AATAAAACAGTTAAATCGAAATGCTAAGAAGACAAGCCCGTGAAAGGAGAGAATATCTAT 

ACAGAAAAGCGCAAGAATTACAAGATTCTCAACTGCAACAAAAACGTCAAATAATTAAAC 

AAGCGCTAGCTCAGGGGAAGCCATTGCCAAAGGAACTAGCAGAAGATGAGAGTTTACAAA 

AGGATTTCAGATATGACCAAAGTTTAAAGGAGAGCGAAGAAGCAGATGATCTACAGGTTG 

ATGATGAATATGCTGCCACAAGTGGTATAATGGATCCAAGAATCATCGTCACAACATCTC 

GTGACCCAAGCACTCGTCTCTCGCAATTTGCCAAAGAAATTAAACTGCTATTTCCAAATG 

CTGTCAGGCTGAACAGAGGTAATTATGTGATGCCAAATCTAG 
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CCGGTACTACAGATTTGGTGGTATTACATGAACATAGAGGTC 

TATCACATTTTCCACATGGACCCACTGCACAGTTTAGTTTACACAATGTTGTTATC 

ATGATATTATAAATGCTGGTAACCAAAGCGAAGTGAATCCACATCTAATATTTGATAACT 

TTACTACCGCTTTAGGGAAAAGAGTAGTCTGTATTTTAAAGCACTTGTTCAATC 

CCAAAAAAGATTCCGAAAGAGTAATCACTTTTGCGAATAGGGGTGATTTCATTAGCGTT^ 

GACAGCATGTATATGTGAGAACAAGAGAGGGAGTAGAGATTGCCGAAGTTGGTCCTAGAT 

TTGAGATGAGGTTGTTTGAACTGAGGTTGGGAACTTTAGAAAATAAGG 

AGTGGCACJTTGAGAAGATTCATAAGGACTGCCAATAAAAAAGACTATTTGTGA 

YNL075W, 290 aa (SEQ ID NO 232) 

MLRRQARERREYLYRKAQELQDSQLQQKRQIIKQALAQGKPLPKELAEDESLQKDFRYDQ 
SLKESEEADDLQVDDEYAATSGIMDPRIIVTTSRDPSTRLSQFAKEIKLLFPNAVRLNRG 
NYVMPNLVDACKKSGTTDLWLHEHRGVPTSLTI SHFPHGPTAQFSLHNVVMRHDI INAG 
NQSEVNPHLI FDNFTTALGKRWC I LKHLFNAGPKKDS ERVTTFANRGDF I S VRQHVYVR 
TREGVEIAEVGPRFE^OUjFELRLGTLENKDADVEWQLRRFIRTANKKDYL 

YNL096C, 1418 bp, exonl : 501-644, intronl : 645-989, exon2 : 
990-1418 (SEQ ID NO 233) 

AAACACCTACTTATAGACACGACCAAACTTTCCACAACCTTTCATCAGAGAGAAATGTTG 
ATCAAGTTGAATGCGTGAAAGTAGCAATTCGAAACAACAACTACCTGTCATTCTGCATAG 
TAGTAGTTACGAAAGGCACAGAAAATAACAAAAAAAAAAAAAAAGTCAATTTTCTACGGT 
CTCCATCCGTACCTCTTTAAATCCGTACATTATTC 

AAAAGCGAGCGCCCTGGTAAAATGTGGTTCAAGCCTGCGAGCCTTTGCTTGGTAACTCAC 

CAAATGCAATTCAGTCACGTTCCACACAGTTTGGGTTTCCAGCCTGGCTTTAGGGA 

TGGGCTCACTAGGCGTTCATAATACGCGGAGGGGGAAATACCAAATGCTATTGATTATGG 

TTAAAATATGTGTTATTTGACTTTGTATATACAAACAGAAGAGAAACCAACACACTAAAG 

ACTAGACACATAACTGACCAATGTCCTCTGTCCAATCCAAGATCTTATCCCAAGCTCCAA 

GTGAGTTGGAATTACAAGTCGCCAAGACCTTCATCGATCTAGAAAGCTCCTCTCCAGAAC 

TAAAGGCTGACTTGAGACCATTGCAAATCAAATCTATCAGAGAAGTATGTTAAAAGTTAT 

ATAATTTGGAAGCAGCAACATTGTGATTTCTTCTAAAGGGGTTCTl^ 

CAAAAAAGAGTGATTTTGAGCAGTATCTGTATGAAATTTTCATC 

TAATTCCGAGAGCTGTCAATACCATGAACGTTGCGATGAGCCTTTGAACTATAAAGGCCT 
CCTTGGTCAGTACCAATATCGATGAATAAAATAGAAGCACGCGAAAAAGACCTTACCCCA 
AGGAGAAGAATCACAAACCCTTTTTTGTTATGAATGAACCAA 

TTCAACGCTGCTTGATTCTTATTGTTTAGATTGATGTCACCGGTGGTAAGAAAGCACTAG 

TCCTTTTTGTCCCAGTTCCAGCTTTGTCTGCATACCATAAGGTCCAAACCAAATTGACCC 

GTGAATTGGAAAAGAAATTCCCTGACCGTCATGTTATTTTCTTGGCTGAAAGAAGAA 

TGCCAAAACCATCTAGAACATCTAGACAAGTCCAAAAGAGACCAAGATCCAGAACTTTGA 

CTGCTGTTCACGACAAGGTTTTGGAAGACATGGTTTTCCCAACTGAAATTGTCGGTAAAA 

GAGTTAGATATTTGGTTGGTGGTAACAAGATCCAAAAGGTTTTGTTAGACTCCAAGGATG 

TTCAACAAATCGACTACAAGTTGGAATCTTTCCAAGCTGTCTACAACAAGTTGAC 

AACAAATTGTTTTTGAAATTCCAAGCCAGACCAACTAA 

YNL096C, 190 aa (SEQ ID NO 234) 

MSSVQSKILSQAPSELELQVAKTFIDLESSSPELKADLRPLQIKSIREIDVTGGKKALVL 
FVPVPALS AYHKVQTKLTRELEKKFPDRHVI FLAERRI LPKPSRTSRQVQKRPRSRTLTA 
VHDKVLEDMVFPTEIVGKRVRYLVGGNKIQKVLLDSKDVQQIDYKLESFQAVYNKLTGKQ 
IVFEIPSQTN 

YNL162W, 1333 bp, exonl: 501-504, intronl: 505-986, exon2 : 
987-1333 (SEQ ID NO 235) 

TTCATCACCAATATAGACTAATGCGTTTTGGAACGCCAAACCGCAGTGACAAATAGCAAA 
TATGTAGCTGTCATATCG(X!ATATAATAACAGTTTTCTACCAAATGCTGTCCTACATTCA 
GAGATCTTACATCCTTACATCTAAAGTAAAACCTAGACATTTACTTCGAGTTATACTTTT 
TTTTTATTTATCTATTTTTTCTCTT^ 

GGACTGATCCTGCCAGGGAAGGGAGCTTTGTCTAGTGCCAATAGGCCGGACCAGTAGGAA 
GGTTACAGCAGCTGGCCCGCAGAGTGATTGGGTCACAGGAAATAGCGCAACCTTCTCTTT 
TGCCCGGGAAAGGCGGTTCAATCTACCTTCGAAGGGCTAGTACATGAGCGCGAAGGAGGC 
AGATAATAGCACCATTAAGTGGTCCAAATGCATCTTGAAATCTAATCCTTAATAGAGGAA 
AACAACAATTATCAGTAAAAATGGGTATGTTATAACCATAATTCCTAATGGTGAATAAAA 
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TCAGGACCAATAAAGAAAAGCTAATTTGATTT 

ATGAATGCATAAACAGACACACCTAGCAACTGTATAATCTGCGCCTAAAAAGGGCGTATA 

CACAAAACTAAACGATGCGCAATAAAAGTTCAGCAGTCAGCAATGAAACCGAGATATGCA 

GCAACAGAGTATCATATGCATGGAGGATCCTTTCTGTTTTTCTGATAATATGCTCTGAAA 

AAGCTCCAAACAGCACAGTAGCCTATTTGTGAAGCTCAAAAAAGGCTTCTATTTCCCTC 

CTATCTTCAGATTGTGCAGTGATATTCTTTGAGGAAGGAAACGTAGAGGGGATAAGTTGG 

ATAACTGTTATTTCTTTTCAATATGCTAGATTTTGCTTACCACCTTAC 

ATAATAAACTTTTTTACTAACATTAGTACGATGTCTCATCTATTTCTTCT^ 

CGTTCCAAAGACCAGAAAGACCTACTGTAAGGGTAAGACCTGTCGTAAGCACACTCAACA 

CAAGGTTACTCAATACAAAGCTGGTAAGGCTTCCTTGTTTGCCCAAGGTAAGAGACGTTA 

TGACCGTAAACAATCTGGTTTCGGTGGTCAAACCAAGCCTGTTTTCCACAAGAAAGCTAA 

GACTACCAAGAAGGTTGTTTTGAGATTGGAATGTGTCAA 

GACCTTGAAGAGATGCAAGCACTTCGAATTGGGTGGTGAAAAGAAGCAAAAGGGTCAAGC 
TTTGCAATTCTGA 

YNL162W, 116 aa (SEQ ID NO 236) 

MVRC L I YFF YLVNVPKTRKTYCKGKTC RKHTQHKVTQ YKAGKAS LFAQGKRRYDRKQ SGF 
GGQTKPWHKKAKTTKKVVLRLECVKCKTRAQLTLKRCKHFELGGEKKQKGQALQF 

YNL178W, 1223 bp, CDS: 501-1223 (SEQ ID NO 237) 

GGTCCACGTCAGTTCCACACAATAACATTTACGTAGTGTTCACGCGAAGCAGTTACATCT 

CAACTAACATAATTGCTGGTGAGCCTACAACACTGCATGCGTAAACGTCAACGGGATTAC 

GTTAGTATTTTTGGCCGCCGGTAAATTCTCTTGTTTT^ 

CATGTTCCTTTGGAATAATCTAATTCCTCATGATTAAATGAGACTGTT^ 

AACATCCATACCTTTCCTGTATAATATTCTTGCTGTA 

AACATTTTCTTTTCTTGAGATGAGGCGCCGCGAGCCTTTCTCCCAT 

TTTCCAAATCAATGCAGCTCTTTGAAATACAACAGCATTT^ 

TCTAGTTTGTAGATATTGTTAGATTAGTTTTTGAACATTGTTTT^ 

ACAGCAAACAAACTACAAAAATGGTCGCTTTAATCTCTAAGAAAAGAAAGCTAGTCGCTG 

ACGGTGTCTTCTACGCTGAATTGAACGAATTCTTCACCAGAGAATTAGCTGAAGAAGGTT 

ACTCCGGTGTTGAAGTCCGTGTCACTCCAACCAAGACCGAAGTTATCATCAGAGCTACCA 

GAACTCAAGATGTTTTGGGTGAAAACGGTAGAAGAATCAACGAATTAA 

AAAAGAGATTCAAGTACGCTCCAGGTACTATTGTCTTATATGCTGAAAGAGTTCAAGACC 

GTGGTTTGTCCGCTGTCGCTCAAGCTGAATCTATGAAATTCAAATTGTTG 

CTATCAGAAGAGCTGCTTACGGTGTCGTCAGATACGTTATGGAATCTGGTGCTAAGGGTT 

GTGAAGTTGTTGTTTCCGGTAAACTAAGAGCTGCCAGAGCTAAGGCTATGAAATTTC 

ACGGTTTCTTGATTCACTCTGGTCAACCAGTCAACGACTTCATTGA 

ACGTCTTGATGAGACAAGGTGTTTTGGGTATCAAGGTTAAGATTATGAGAGACCCAGCTA 
AGAGCAGAACTGGTCCAAAGGCTTTGCCAGATGCTGTCACCATCATTGAACCAAAAGAAG 
AAGAACCAATTCTTGCTCCATCTGTCAAGGACTACAGACCAGCTGAAGAAACTGAAGCTC 
AAGCTGAACCAGTTGAAGCTTAG 

YNL178W, 240 aa (SEQ ID NO 238) 

MVALI SKKRKLVADGVFYAELNEFFTRELA£EGYSGVEVRVTPTKTEVI I RATRTQDVLG 
ENGRRINELTLLVQKRFKYAPGTIVLYAERVQDRGLSAVAQAESMKFKLLNGLAIRRAAY 
GVVRYVMESGAKGCE^AA/'SGKLRAARAKAMKFADGFLIHSGQPVNDFIDTATRHVLMRQG 
VLGIKVKIMRDPAKSRTGPKALPDAVTIIEPKEEEPILAPSVKDYRPAEETEAQAEPVEA 

YNL182C, 2168 bp, CDS: 501-2168 (SEQ ID NO 239) 

CTTTGATAAATTAATACGGTAAGATACCGTGTGAACTATTATAATAACTGCCACGCTTAT 

AGCATGTACGCTATACATTTACGTGCTGAGCTCCTAGGAAAGCTCATGAGCAGCCACTGT 

ATCGTGGAGCATAACTACAACAAAGAATACACAGCGTCACATAGAG(MTTTTTGAGAGGA 

GAAGTTGAAATAGGACTTGATCTTGGGGGAGAGGGGATTTGAAAGCACCCATTCAGGAGT 

ATGTGTCTGTAATTGAAGTGTTAGCGCGCGATTCACCTGTAATAAGAGTGATGATTTGAT 

AGCGCCATTCTACATCATATGGCAAATGTTGAAAAACTGTACGCGCGAACTAAAATT^ 

TTTTACATCCCACTAAATGAAAATTTTAAATCGATGCCCATTCCAAATATGCTTATTCGA 

AGGACGGCTCTGACAAGGGCATATGCGTTAAGATTGATTGTTCAATATTCATAAAACAGG 

ATCTTTCAAGGGACGATAAAATGGATGAGCAAGTTATTTTTACAACAAATACCTCAGG 

CAATAGCTTCTGTACACTCATTTGAACAGATAAATTTGAGGCAATGCTCCACTCAATCA^ 

GAAATAGCTGTGTTCAAGTAGGAAATAAATACCTTTTTATTGCTCAAGCA 
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TAATCAATGTCTACAATCTGTCAGGTTCTTTCAAAAGAGAATCTGTTG 

CATTACCTGAAATCCTAAAATGTCTGGAAGTAGTTGAAAATGATGGTGTC 

GAATTCAAGGTGTCAATCATAATTTACCAGACTTCAATCTTCCGTACCTTTT 

CCACCGAATCGGGTAAATTGTACATATGGGAGTTAAATTCAGGGATTTTATTC 

AGCCTATGGCTCATTACCAAAGTATCACCAAGATTAAGTCCATTTTAAACGGCAAGTATA 

TTATTACTTCTGGTAACGATTCGAGAGTTATTATATGGCAAACTGTTGACTT^ 

CGTCCAATGATGATCCTAAGCCTTTATGTATCCTTCACGATCATACTCTACCCGTGACAG 

ATTTCCAAGTTTCTTCTAGTCAAGGAAAATTTTTATCATGTACTGATACGAAA 

CAGTATCTCAAGATGCTACCATTAGATGCTATGATTTGAGTTTAATAGGCAGCAAAAAGA 

AGCAGAAGGCAAACGAAAATGACGTTAGTATTGGTAAGACCCCAGTATTGCTTGCGACAT 

TTACAACTCCTTATTCTATCAAATCCATTGTACTGGATCCTGCTGACAGAGCATGCTATA 

TTGGTACTGCGGAAGGTTGTTTTTCATTGAATTTATTTTATAAAC 

TCGTTAATCTGCTACAGTCCGCCGGAGTAAACACAGTTCAAAAAGGTAGGGTTTTTTCCC 

TAGTGCAACGTAACTCACTAACTGGCGGCGAAAATGAAGATTTGGATGCACTATATGCAA 

TGGGCCAACTTGTCTGTGAGAATGTCCTAAATTCAAATGTGTCATGCCTAGAAATATCAA 

TGGATGGTACATTATTATTGATCGGTGATACGGAGGGGAAAGTTTCTATTGCGG 

ACTCAAAACAAATCATTAGAACTATCCAAACTTTAACTACATCACAGGATTCAGTTGGAG 

AAGTGACCAATCTCTTAACCAACCCTTACAGACTCGAACGTGGAAATTTACTTTTTGAAG 

GAGAATCCAAAGGCAAACAACCTAGTAATAATAATGGTCACAATTTTATGAAGATACCAA 

ACTTACAAAGAGTTATCTTTGATGGTAAAAACAAAGGCCATTTACACGATATTTGGTATC 

AGATAGGAGAACCAGAAGCAGAGACAGATCCTAACCTCGCATTACCACTTAACGACTTTA 

ATGCCTATTTGGAGCAGGTCAAAACGCAAGAATCGATATTTTCACATATCGGT7VAGGTGT 

CAAGCAATGTAAAAGTGATTGACAATAAAATCGACGCCACTTCATCTTTAGACAGCAATG 

C CGCT AAAG ATG AGGAAATT AC AG AACTT AAG AC C AAC AT AG AAGC ATT AACTC ATGC C T 

ACAAGGAGTTACGTGACATGCACGAAAAGCTGTACGAGGAACACCAACAGATGCTTGACA 

AGCAATAA 

YNL182C, 555 aa (SEQ ID NO 240) 
MDEQVIFTTNTSGTIASVHSFEQINLRQCSTQSRNSC^ 

SGSFKRESVEQRLPLPEILKCLEVVENDGVQYDRIQGVNHNLPDFNLiPYLLLGSTESGKIi 
YIWELNSGILLNVKPMAHYQSITKIKSII^GKYIITSGNDSRVIIWQTVDLVSASNDDPK 
PLCILHDHTLPVTDFQVSSSQGKFLSCTDTKLFTVSQDATIRCYDLSLIGSKKKQKANEN 
DVSIGKTPVLLATFTTPYSIKSIVLDPTUDRACYIGTAEGCFSLNLFYKLKGNAIVNLLQS 
AGVNTVQKGRVFSLVQRNSLTGGENEDLDALYAMGQLV^ 

IGOTEGKVSIAEIYSKQIIRTIQTLTTSQDSVGEVTNLLTNPYRLERGNLIiFEGESKGKQ 
PSNNNGHNFMKIPNLQRVIFDGKNKGHLHDIWYQIGEPEAETDPNLALPLNDFNAYLEQV 
KTQESIFSHIGKVSSNVKVIDNKIDATSSLDSNAAKDEEITELKTNIEALTHAYKELRDM 
HEKLYEEHQQMLDKQ 

YNL190W, 1115 bp, CDS: 501-1115 (SEQ ID NO 241) 

AATGCGCTCCCGTACGTCAGTGGCTGTTGCTGAAACGAGACAATTTCTCAATT 

TTGTGTACTGTATTTGTTATCTTTACTATATATATGTTGTTAA^ 

GTGCTCACTTCTCTCGTCTTTTATTAGGTGTGTGTGTTGTC 

ATTACTTTATATAGTGTAGTTTGTTCTTGAATGTAATAAAGA 

TTGTTATTTAGAAACAGTCTATCTGGTTT AACTT AAACGAGTGAGCTTAAGATAATCTGA 
CTACAAGAAAACCAAGCTTCTATTACTTTGTTTCTTTCTCT^ 
GAATTTTCCTTTAAGGAGTAACTTAAGCATTTAGCTGCACATTAAACACTTT^ 
CTTCTAACTCACACACTTTTGGAAGAACATTTATTTTTTCGACCT^ 

CAGCGCTTTATAATTGAAATATX3AAGTTCTCTTCTGTTACTGCTATTACTCTAGCCACCG 

TTGCCACCGTTGCCACTGCTAAGAAGGGTGAACATGATTTCACTACCACTTT 

CATCGGACGGTAGTTTAACTACTACCACCTCTACTCATACCACTCACAAGTATGGTAAGT 

TCAACAAGACTTCCAAGTCCAAGACCCCAAACCACACTGGTACTCACAAGTACGGTAAGT 

TCAACAAGACCTCCAAGTCTAAGACCCCAAACCATACCGGTACTCACAAGTATGGTAAGT 

TCAACAAGACTTCCAAGTCCAAGACTCCAAACCATACCGGTACTCACAAGTACGGTAAGT 

TCAACAAGACCTCCAAATCCAAGACTCCAAACCACACTGGTACTCACAAGTACGGTAAGT 

TCAACAAGACCTCCAAGTCTAAGACCCCAAACCATACCGGTACTCACAAGTATGGTAAGT 

TCAACAAAACCAAACATGACACTACCACTTATGGTCCTGGTGAAAAGGCCCGTAAGAACA 

ATGCCGCCCCTGGTCCATCTAATTTCAACTCCATAAT^TTGTTTGGTGTTACCGCTGGTA 

GTGCTGCCGTAGCCGGTGCCTTATTACTATTATAA 
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YNL190W, 204 aa (SEQ ID NO 242) 
MKFSSVTAITLATVAWATAKKGEHDF 

KTPNHTGTHKYGKFNKTSKSKTPNHTGTHKYGKFNKTSKSKTPN^ 
KTPNHTGTHKYGKFNKTSKSKTPNHTGTHKYGKFTCKTKHDT^ 
NFNS I KLFGVTAGS AAVAGALLLL 

YNL208W, 1115 bp, CDS: 501-1115 (SEQ ID NO 243) 
GGTTATACACATATATATATTTTTCATTTTTA 

GTTTTAGTTCTGTATATCACGATCAAGATATCATACAATCATAAATTCAATTATTCTTC^ 

GTTTCCCCTCTTGAGGCATCAAACGAGTGTTTGACTGATACACACCAACATACTAAGGCA 

ACTTTTCTGGCTGCCCAAAGCTGTGGCACGTATGAAACTGCTTTTCGGCTGCATAAAACA 

ACCATGTGGAGTTTTTACTGTATTCGCATTTCGCCCCGCTAGCATTCTTCG 

AAAATGAGGCGTGGGCTAATATTCAGTATTAATAATTCCGGCACCCGCACAGCCCATACC 

GGAAAAGGGGCTGGCTGTTGGGCTTGGCAAAAAACTCAATCTGAGCAGTCATTT 

AAAGACTTTAATTTGTCTTGCTAAACACTTGTAAGCCTTCCAAATATAGATCACTT 

CAATCTAACAAGTGTCCAAAATGTCTGCAAACGAATTCTACTCAAGTGGCCAACAAGGTC 

AAT AT AAC C AGC AAAAC AAC CAAG AAAG AACTGGTGCTC C AAAC AAC GGTC AAT ATGGTG 

CCGACAATGGTAACCCCAACGGTGAACGTGGTTTATTTTCCACTATTGTAGGTGGCAGTG 

CCGGTGCGTACGCTGGATCTAAGGTGTCGAACAACCATTCTAAGTTGAGTGGTGTGCTGG 

GCGCCATAGGTGGTGCATTCCTTGCCAACAAGATATCTGATGAGCGTAAAGAGCATAAGC 

AACAAGAGCAATACGGCAACTCAAACTTCGGAGGTGCTCCTCAAGGTGGACACAACAACC 

ATCACCGTCAGACAATAACAACAATAACGGTGGATTTGGCGGTCCAGGCGGCCCTGGCGG 

TCAAGGTTTCGGAAGACAAGGCCCACAAGGATTTGGAGGTCCTGGTCCACAAGAGTTTGG 

TGGTCCAGGTGGCCAAGGATTCGGTGGTCCAAATCCTCAAGAATTCGGCGGCCAGGTGGC 

CAAGGATTCGGTGGTCCAAACCCTCAGGAATTCGGGGGCCAAGGTCGTCAAGGATTCAAT 

GGCGGTTCACGTTGGTGAATGGCTCAACAGAGTGA 

YNL208W, 204 aa (SEQ ID NO 244) 

MSANEFYSSGQQGQYNQQNNQERTGAPNNGQYGADNGNPNGERGLFSTIVGGSAGAYAGS 
KVSNNHSKLSGVLGAIGGAFIJ^NKISDERKEHKQQEQYGNSNFGGAPQGGHNNHHRQTIT 
T ITVDLAVQ AALAVKVS EDKAHKDLEVLVHKSLWQVAKDSWQ I LKNS AARWPRI RWSK 
PSGIRGPRSSRIQWRFTLVNGSTE 

YNL210W, 1313 bp, CDS: 501-1313 (SEQ ID NO 245) 

TCATAACGGGTTCTTTTCAAAAAACCGTAAAAATTTGAGGTCACACCAACTAAATACAAA 

TTGTTTCATCACGGTGACTATATCAAGAACTTCGTAAGGAAACATTTAGAAAACTCAATA 

TAGTAAAGTTTCATCAGCAATCTTATCTGAGTAATATTATCTACGATCTAAATATAGGAT 

GATCTGCCGATTTAGGAATCGTACTGTAGATTGCTCTTGGCGACAGATATAGTGAAATAC 

CTTTTACAAAGTGGATACAGGTTGCCTATCACTACCGCCATTTCACTAGCAAGTAGAGTA 

TTGAGAAAACGGTAAACTTTGAAAGTTGCAGATGCAGAATATATATCTGGTTTTGTAGTT 

CTATCCGCTAAACGGGACGATCGCATTTTAGCCGCCGACAGTGTTAATATAAGTAATGAA 

CTTGGGTTAATTTGATTACGCGTCACAGCTACTAATAAAATAAGACCGAGAGTTTTAATC 

AGCTAGTGCATACCAAAACAATGAGTAACCAACACA(K:CCTCAGCCATTTTGTTTG^ 

C C AAATTGGTG AAAC T ATT AG AAG AGCTC C AGG AGGG AAAGC AATTC AAC AAT AAAAAC A 

TATTCCCGGAAAAAGCATTATATTTGAAGCTCGCTCTTGATTATT 

ATTTACTAGAGTTTTGCGTCCACCTTGACAAGATAAAAGGAGTCATTAGACCAAACTATG 

ACACTATATATATTTTGTGCCTGTTGGAGGTGGATCTCCTCAATCTC^TATT^ 

ATATATTGGAAATATGTTTGCCCAGGTTTGTT^ 

ATACTTTTTACACATATCACGATAACCGCCTACGTATTCTCCAAGAAGACTTTTCTCAAT 

TGTTCAAAAAAATCAAAACTAAGGCTTCTGTACTATGTTTTACAGTTGAG^ 

TGACAAACCAAGAAATTTTACCTCAAAACTCAACAGTGGCAGAACTGCAAAAGAGCACTA 

ATAAAGTACAGACAAATGGGCCGCAACC^CACGATTTCATAGTCACTCTAGAAATAAAAC 

TGAACAAAACACAAATCACTTTCCTCATTGGAGCTAAAGGAACGAGAATTGAAAGCTTGA 

GGGAAAAATCAGGCGCCAGCATAAAAATAATACCTATTAGTGATAAAATGACTGCACATG 

AAAGGAACCACCCTGAATCTGTTCAACAAACAATACTAATTTCGGGTGACTTATACTCAA 

TTGCATTAGCCGTCACCAGTATAGAGTCTGCATTAATTACTTTGGATTTATAG 

YNL210W, 270 aa (SEQ ID NO 246) 

MSNQHSPQPFCLDTKLVKLLEELQEGKQFNNKNIFPEKALYLKIJUJDYSFFRKNLLEF^ 
HLDKIKGVIRPNYDTIYILCLLEVDLLNLVFTDNILEICLPRFVSREDLRVFNNTFYTYH 
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DNRLRI LQEDF S QLFKKI KTKASVLCFTVEE I FLTNQE I LPQNSTVAELQKSTNKVQTNG 
PQWffiFIVTLEIKLNKTQITFLIGAKGTRIESLREKSGASIKIIPISDKMTAHERNHPES 
VQQTILISGDLYSIALAVTSIESALITLDL 

YOL031C, 1766 bp, CDS : 501-1766 (SEQ ID NO 247) 
AGTTTTTTTTCTCGAGAAATTGTGAAC 

AGAGAAACAACGAAGAAAGAACAACAATGTTGGGGTTCACCCGAGAGATATTGACATACT 

GACCTTAGAAAAGGCATTACTGAGGCTACTGACTAAAGCGCGTTACATAAATGCATAGTA 

TATTTCTTGTTGTATACGCAGCGGCCAACTAGTGGCAGCAAGAATGTAATC 

TCTGCAGGTTTGGAGGCCGCAACTAGATCAAAACGTAAATAGCGGGTGAAGTC 

CGTTAGAAGTAACGTCCGCAGATCGAAGCTAAACACGAGATTAGATTTCGGGTAACGGAA 

TTGTGATAATTAAGAAAGACCAGACTATGTGAAAAGGCCACGTAAATGATAGAGCACACA 

TTAGCAACTATAATAGACTAGTTTTCGCATCGCTGGAAGTTCTCGATATTGAATATCACT 

TCCAAGAACGCAAACTTAGAATGGTCCGGATTCTTCCCATAATTTTGAGCGCCCTATCTT 

CGAAATTAGTGGCGAGTACAATATTGCATTCATCCATACACTCAGTGCCATCTGGAGGCG 

AAATCATATCTGCAGAAGATCTTAAAGAACTTGAAATTTCAGGGAATTC 

ATAATCGTTGCTATCCTAAGATATTTGAACCAAGACACGATTGGCAGCCCATACTGCCAG 

GTCAAGAACTCCCCGGTGGTTTGGACATTAGAATAAACATGGACACAGGTTTAAAAGAGG 

CAAAACTAAATGATGAGAAGAATGTCGGTGATAATGGTAGCCATGAGTTAATTGTATCTT 

CAGAAGACATGAAAGCATCGCCTGGTGACTATGAATTTTCCAGTGATTTCAAAGAAATGA 

GAAACATCATAGATTCTAACCCGACTTTATCTTCACAGGACATTGCCAGATTGGAGGATA 

GTTTTGATAGAATAATGGAATTTGCGCATGATTACAAGCACGGCTACAAAATTATTACCC 

ATGAATTCGCCCTCTTGGCCAACCTTAGTCTCAATGAAAATTTGCCGTTAACATTGAGA 

AGCTCAGTACTAGAGTCATTACCAGCTGCTTGAGAAACAATCCTCCTGTAGTCGAGTTCA 

TTAATGAAAGTTTTCCAAATTTTAAAAGCAAAATCATGGCCGCTCTGTCAA^ 

ATTCTAACCACAGATCCTCTAATATCCTAATAAAAAGATACTTGTCCATTTTAAACGAAT 

TACCTGTCACATCCGAAGATCTTCCTATATACTCTACGGTTGTTTTACAAAATGTATATG 

AAAGAAACAACAAGGACAAACAGTTACAAATAAAAGTCCTGGAGTTGATCAGCAAAATTT 

TGAAG^CCGACATGTACGAAAATGACGATACAAATCTAATTTTGTTCAAAAGAAATGCTG 

AGAATTGGTCGTCAAATCTGCAAGAGTGGGCAAACGAGTTCCAAGAGATGGTCCAGAACA 

AAAGTATAGATGAACTACATACAAGAACGTTTTTTGACACCCTTTACAACTTC 

TTTTCAAAAGTGACATCACGATCAACAAAGGGTTTTTGAATTGGTTAGCGCAACAATGTA 

AAGCCAGGCAATCTAACTTGGACAATGGGCTCCAAGAGAGAGATACTGAACAAGACTCAT 

TTGATAAGAAACTTATCGACAGCAGACACTTGATCTTTGGCAACCCCATGGCTCATAGAA 

TAAAAAATTTCAGAGATGAACTCTGA 

YOL031C, 421 aa (SEQ ID NO 248) 

MVRILPIILSALSSKLVASTILHSSIHSVPSGGEIISAEDLKELEISGNSICVDNRCYPK 

I FEPRHDWQP I L PGQELPGGLDIRINMDTGLKEAKLNDEKNVGDNGSHEL IVS SEDMKAS 

PGDYEFSSDFKEMRNIIDSNPTLSSQDIARLEDSFDRIMEFAHDYKHGYKIITHEFALLA 

NLSUSHEmPLTLRELSTRVITSCLRNNPPVVEFINESFPNFKSKIMAALSN^ 

NILIKRYLSILNELPVTSEDLPIYSTVVLQNVYERNNKDKQLQIKVLELISKILKADMYE 

NDDTNLILFKRNAENWSSNLQEWANEFQEMVQNKSIDELHTRTFFDTLYNLKKIFKSDIT 

INKGFLNVin^QQCKARQSNIiDNGLQERDTEQDSFDKKLIDSRHLIFGNPMAHRIKNFRDE 

L 

YOL048C, 821 bp, CDS: 501-821 (SEQ ID NO 249) 

TAAGTACATGATTTTTGTTTGCATTGATATGACTTGTTTTATGAC 

TTATTTGTTAACCGTAGGGGTTTTATGAAGTGCTGACG 

TTTTACTGTTTGCGGTTTGCTATGCCCTGATTTTTGTCA 

TCACACTTGTACCGCTTTTAGTGACATGGGCCATACTGTTATTAGGGCCT 

TACTGGTTCATATTCAATGGATTTTACAAACGAATGTCTT^ 

CACTGGTCCTGACCCATATTACGAATCAGATATTTGATATATCTTTGGTGTTGCAAGACC 
AAGATGAATTTCTAAACGAGGTGAAGGTATTGCCTAAACCACAAAAGCCACATAGAAAAA 
TCGATGAACCTGATGCGGTGAGAAATTTCAACACAATAAAGGGAAGTCGGArTTTTAAGA 
TTCCCAGATTACTATTCAGAATGTTTTTTAAAGTCTCCAAT^ 

TGTCGCTAATTCCTATTGTAGGACCAATCTTGGCAAATCAACTAATGGCCCCAAAAAGAA 
CCTTTACCTATTTGCAGAGGTACTTTTTACTAAAGGGATTCAGTAAGAAACAGGCCAAA^ 
ATTTTCAGTACGAGCATTACGCAAGTTTCATATGTTTCGGTATGTCTGCCGGTCTACTAG 
AGTTAATACCCTTCTTCACAATAGTCACCATATCTAGCAACACTGTTGGTGCAGCTAAAT 
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GGTGTACTTCGCTACTAAAGGGTGAAAGAAAGAAGGAATGA 
YOL048C, 106 aa (SEQ ID NO 250) 

MFFKVSNFTSLTLLSLIPIVGPILANQLMAPKRTFTYLQRYFLLKGFSKKQAKDFQYEHY 
ASFICFGMSAGLLELIPFFTIVTISSNTVGAAKWCTSLLKGERKKE 

YOR010C, 1256 bp, CDS: 501-1256 (SEQ ID NO 251) 

AC ATTTCC C AAAAAAG AC ATTTC TGTCC AAAAGTAGAAGGC AAGAAAAC CCTGG AGG AAT 
CATAGGCAAAGAAAGAAAAGAAGAAGTTCATCTTTAAAACTACCTTTCA 
GTTCCTCGTAAAGGACACACGAAAAAAATAAACAGTACCTTGCAGAAGGAGTGCAGAGTT 
AGGTCGCAGGGAATCCTTGAAAGCCAAGAGTTTTTTTTC 

CCATCAACATTGTGGTGCAAAGTTTAGTGTAAGATGTTCTACTGAACTATCTTAATAGCT 

GAGCATCATGTGAGTAAACGAGTAAGCAAGAAAACAACAAAGTAATGTTCAACTTTCGTA 

ACTACGGAAAATAATATATAAGTAGTTAACGAAATTCGAACAATGAGAGCTCTCACATAT 

CATCTTCTTTTCCAGTTTAGCCATTATCAGCAC^TAATACAAAACACACTCGTACACTC 

GCTTCAACTATAACAAAAAAATGGCTTACATCAAGATCGCTTTATTAGCTGCTATCGCT^ 

CTTTGGCTTCTGCCCAAACTCAGGAAGAAATTGACGAATTGAACGTTATTT^ 

TTAAGTCCAACTTGCAAGAATATATTAGTTTGGCTGAAGATTCTTCATC 

TAAGCAGTCTGCCATCTGGTGTTTTAGACATCGGTTTAGCTTTGG 

ACTCCTACACTACTTTGTACTCTGAGGTTGACTTTGCTGCTGTTAGCAAGATC 

TGGTTCCATGGTATTCTTCCAGGCTTCTACCAGAATTGGAATCCTTGTTAGGAACTTCTA 

CCACCGCTGMZCTCTTCTACTGAAGCTTCTTCTGCTGCTACTTCTTCCGCTC 

CCAGTGAAACTACTTCTTCTGCCGTCGCTTCCTCCAGTGAAGCTACTTCTTCTGCCGTCG 

CTTCTTCCAGTGAAGCTTCTTCTTCTGCTGCTACTTCTTCTGCTGTCGCTTCTTCCAGTG 

AGGCTACCTCTTCCACCGTCGCTTCCTCTACCAAGGCTGCCTCTTCCACTAAGGCTTCTT 

CCTCTGCTGTTTCTTCAGCTGTTGCTTCTTCCACCAAAGCCTCCGCCATTTCTCAAATCA 

GTGATGGTCAAGTTCAAGCCACTAGCACTGTTTCCGAACAAACTGAAAACGGTGCTGCCA 

AGGCTGTCATCGGTATGGGTGCTGGTGTCATGGCCGCTGCCGCCATGTTATTATAA 

YOR010C, 251 aa (SEQ ID NO 252) 

MAY I KI ALLAAI AALAS AQTQEE I DELNVT LNDVKSNLQE YI S LAED S S SGF S L S S L P SG 
VLDIGLALASATDDSYTTLYSEVDFAAVSKMLTMVP^ 

EASSAATSSAVASSSETTSSAVASSSEATSSAVASSSEASSSAATSSAVASSSEATSSTV 
AS STKAASSTKAS S S AVSSAVAS STKAS AI SQI SDGQVQATSTV SEQTENGAAKAVTGMG 
AGVMAAAAMLL 

YOR019W, 2693 bp, CDS: 501-2693 (SEQ ID NO 253) 

CATTGATCTCGAGCACAGCTGCTCTTTTCTCTCAATGAATTACGTTATATGTTAATCACA 

CAAGCATCAGTTTTTCATCGCAAAAGAAAATATTTAGAGTTCTTGCAATTCAGATGTACC 

TCAATTAATAACTCAATCACCTCCTATGTTCTTGCTGGTAGTACTGCTTTTGTC 

ACTGCTGAATCAGCCTTCTAGAAGACCGTTCTGTTTCAGCCGCTCGCCCCTTTTCAAAGC 

TTGCGCGGCTGAGTTTTATGAGGGGCGGCTTTTTTGTG^ 

TAGCAATATGATTTGCAGATAGATACATATATATCCTTCTGGGTTCATGTCTCGTTACCA 
TCCACACTAATGCATAGGACCAGAAAGAAAGGACATCGAATCCAACACGTATTAAAATAA 
GGACTCCTCATTAAAAAGGCTTTTAATATTCAACTTGCTATA 

C AAGTC AACCTTAAATTATTATG ATTTCTGTTTGC C C AC AAAATGACTTGC AAAAATGCT 

ACAGAAGCCTCACATTCGATGTTCCAGGACAACAATTCGAAGAGAGAAATGAACAAAACC 

TTAAAAAACGGGCCAAAAAGAAAGGCAGTTTCCAACCATCTGTTGCCTTTC 

CTTCCACCGCTGGTTATTCTTCTATAGACGACAGCAGGGAAGGATTCAAAGGTGTACCTG 

TTCCCAACTATTACACGATGGAAGAGTGCTATGACGATGAAACAGACTCTTTTTCGCCAA 

ATTTGCAATATTATTTGAGAGATACATTCCAATCATCACCTTTTCTGAATAOT 

AGAACAAATCTGAATCCAGTAGTTTTCCAATGAGATCCTCAAAGTTGTTGGAAAA 

CTGACATGAAAAAATATTTCTTGGTATCCAAGAATGGAAAA 

CAAGCACGCCAGTAATTGTCAACGAAACGTTGATGATAAACAGGTTTGAAAAGAACTGGA 
TAAAGTTATGGCGCCAAAGAAAACTACAAATAAATGAAAGGCTGAATGACAAAAAAAAAT 
GGTTTACTTACCCAGAACTTATCTTCTCTGAAGAGCGTATTAAACCGTTATATAGAGGAG 
ATGATAGTGCACCATGTACAAAAGAACAAAAAAGAAAGCATAAAATACTTCAACAAAAGG 
TCGGATATCCCAATAACCCTAAGAC7UVTAGTTTGTCACATTAACGGAAAAAAACATACGT 
GGGTTGCCCTAGACTGGACAGTCTACAAGTTTGCACGAAATCTTGATCACATTGTTGTCA 
TAACTACACTGCCAAAAATGATTTCTAACAGGAAAAAAACTGCAAAAGATGATACAGAAT 
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GGGCACCGGGATATCAAAAAGAAGTAATAGATCAAAAATTAAACGACATTTTTGATTATA 

TTTTACAGCTAGTAAAAGTGGTCAAAATATCCGTCAAAATTACTTTAGAAATAATTC 

GCAAAATTAAAAAAAGTCTGGTAGATGTCATTAATGTCCATACTCCAGATTT 

TTGCTACTTTAAAGCACGAGCGAAATGAGAATCTTATTACATATAAATCCAAAAAGCTGA 

CAGATGTCTTTCCTGTTAGTTATCCGATTCCCACATTTGTTGTC 

ATTCGTTCGAACTGAATCTACAAAGAGAAGTAAATGAACATTATGTCTCAAAAAATCATA 
TGAAGCACGAACACACTGACGTTGAGAGCATGAGCAGTTCAATGTTCAAAAAAAATACAA 
TATCAGATATTTCTTCACATATTTCCGTAGATTCGTACGCCGAAGATTTCAAAAGGCAAG 
GCTACATCAAAAAGCAGTTCAACACCTCTAATGATTCCATTCCAAGAAAATTGACCGGTC 
TCGCCCAGCATTCAAGAAGGAAGATCACGGGTGATATAGAAAAATTACAAGACGATGAGA 
AAGATAGAGAATGTACTAAGGAAAAACTTTTGTTGAAGAAAATTGATATCATAATTAGAG 
AGTCATTGAAGTCTTCTTTAGCGATAGAGACGTTGCCTGGT/y^AAATGTATCGCAGTCCA 
GTCACGGTGACCAAATTTCCAGCTTTAAGAATGCTTTGATAGGCAATGGGTCGAAAAACA 
CAAAGTTTAGAAAATCTTTAATACCATATTCTTCCTCAGAGGAACAAAATACCACAACAA 
CTATTAAACTCAGTAGCTCGCCTACGTCCCAAATCAAGTTTGCAACCTCTGTAAAACACA 
AAGATGGAAGAGCCGCCCTTGGCAAAGCCAGAAATCTGCCTGATATAAGGCACAGTATTT 
CCTTCGACAAAGAAAATTCCTTTGATCCATCTGATAAAAiGCAGTAGTGTTGATAATAGCA 
TTCCTTTGAGGAAAGTTAAAAGTGCCGGTGCGTTAAGAAAAGTCAAAACTAATGACTCCT 
CAAGTAGTGCAGGGTCAAAGAAAAGCTCGTCTAGTTTTAGTACTGTGAACACCTTCACTG 
GGGGTGG AGTTGGG ATTTTT AAGGTGTTT AAAAGTGGAAGTTC C TC TGG AAAT AAATC AT 
CCAGTAGAAGGAATAGTAGKZAGTGGCGATGTTTTTGAAAGTGATGATCGTAACGACAAGA 
AAAAGAAGAAGAAAAAAAAGAAGAAATCATTGTTCTTATTCGGCAAAATATGA 

YOR019W, 730 aa <SEQ ID NO 254) 

MISVCPQNDLQKCYRSLTFDVPGQQFEERNEQNLKKRAKKKGSFQPSVAFDTVPSTAGYS 
S I DDS REGFKGVP VPNYYTMEECYDDETD S F S PNLQ YYLRDTFQ S S PFLNTRKENKS ESS 
SFPMRSSKLLEKNSDIKKYFLVSKNGKIVRITO^ 

KLQINERLNDKKKWFTYPEL I F S EERI KPLYRGDDS APCTKEQKRKHKILQQKVGYPNNP 
KTI VCHINGKKHTWVALDWTVYKF ARNLDH I VVI TTL PKMI SNRKKT AKDDTEWAPGYQK 
EVIDQKLNDIFDYILQLVKVVKISVKITLEIIVGKIKKSL\TOVINVHTPDFLVLATLKHE 
RNENL ITYKSKKLTDVF P VS YP I PTFWP S KRMY S F ELNLQREVNEHYVS KNHMKHEHTD 
VESMSSSMFKKNTISDISSHISVDSYAEDFKRQGYIKKQFNTSNDSIPRKLTGLAQHSRR 
KITGDIEKLQDDEKDRECTKEKLLLKKIDI I IRESLKSSLAIETLPGKNVSQSSHGDQI S 
SFKNALIGNGSKNTKFRKSLIPYSSSEEQNTTTTIKLSSSPTSQIKFATSVKHKDGRAAL 
GKAIU^PDIRHSISFDKENSFDPSDKSSSVDNSIPLRKVKSAGALRKVKTNDSSSSAGSK 
KSSSSFSTVNTFIKSGGVGIFKVFKSGSSSGNKSSSRRNSSSGDVFESDDRNDKKKKKKKK 
KKSLFLFGKI 

YOR027W, 2270 bp, CDS: 501-2270 (SEQ ID NO 255) 

AATTTTCCCCCCGTCATAAGTTCCTATACACGGCTGGCTCTGATGGCATAATTTCATGCT 
GGAACCTACAAACCCGCAAGAAAATAAAAAATTTCGCCAAATTTAACGAAGACAGCGTGG 
TTAAAATTGCTTGTTCGGACAATATTCTATGTCTGGCAACTTCTGATGATACTTTCAAGA 
CAAACGCCGCAATTGACCAAACTATTGAACTAAACGCAAGTTCAATATACATAATATTTG 
ACTATGAGAACTGATATCTTCGTGAAGATTCGTGTAGTATGATAGAACATTCCAGAAAAA 
AAATTCAGATTCATCGCTCTCTCTTCGCTTCTCCTCCTT^ 

CATACATAGATTAAGTAAATAGGATCTGCTAGAAAAATTATATATAGATCAATCATCTTA 

TTAAGGTATCTTGTTTAAGCCCAAAAGTCTGCTCCCAAATTCCTCACTGTAGCTACTAAA 

ACAACCTATACGCAAGAAAGATGTCATTGACAGCCGATGAATACAAACAACAAGGTAACG 

CTGCATTTACCGCTAAGGATTACGATAAAGCGATAGAGCTCTTCACTAAAGCTATTGAAG 

TTTCTGAAACTCCAAACCATGTTTTATATTCTAACAGGTCCGCCTGTTA 

AGAAATTTAGTGACGU2ATTGAATGATGCTAATGAATGTGTCAAA 

CTAAGGGTTATAATAGACTCGGTGCCGCCCACTTAGGTCTTGGCGATCTCGACGAAGCTG 
AAAGCAACTACAAAAAAGCCTTGGAGTTGGATGCCAGTAACAAGGCCGCCAAAGAAGGAT 
TGGATCAGGTTCATCGTACCCAACAGGCAAGACAGGCACAGCCTGATTTAGGGTTGACAC 
AGTTGTTTGC TG AC CC AAATTT AATTG AAAATTT AAAGAAG AAC C CAAAAACT AGCG AAA 
TGATGAAGGACCCTCAATTAGTGGCTAAACTGATTGGGTACAAACAAAATCCGCAAGCTA 
TTGGCCAAGATCTGTTTACTGATCCAAGATTAATGACCATCATGGCTACATTGATGGGGG 
TTGATTTAAACATGGATGATATAAACCAATCAAACTCCATGCCAAAGGAACCGGAAACCA 
GTAAAAGCACTGAACAAAAGAAAGATGCTGAACCACAAAGCGATTCCACTACGAGCAAGG 
AAAATTC CTCT AAAGCACC AC AGAAAG AAG AAAGT AAGG AATC C G AGC CAATGG AAGTTG 
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ATGAAGATGACTCTAAAATTGAGGCCGAC 

AGGCACGTCAATTCGATGAAGCTATAGAGCACTACAACAAGGCGTGGGAACTGCATAAAG 

ATATTACCTATTTAAACAACCGTGCTGCTGCTGAATACGAAAAAGGCGAATACGAGACAG 

CTATTTCTACCTTGAATGATGCTGTTGAGCAAGGTAGAGAAATGAGAGCGGATTACAAGG 

TCATTTCCAAATCATTTGCGCGTATTGGTAATGCCTATCACAAATTGGGTC 

AAACTATAGAATACTACCAAAAATCATTGACCGAACATCGTACTGCTGACATTTTGACCA 

AGTTAAGGAATGCTGAAAAAGAATTGAAGAAAGCTGAGGCGGAGGCGTATGTTA 

AAAAGGCGGAGGAAGCCCGTCTTGAAGGTAAGGAATATTTTACCAAGAGTGATTGGCCGA 

ATGCTGTTAAGGCTTACACTGAAATGATCAAAAGGGCACCTGAAGATGCTAGAGGATATT 

CTAATAGAGCTGCTGCACTAGCGAAGTTAATGTCTTTCCCTGAAGCTATCGCAGATTGTA 

ACAAAGCCATTGAAAAAGATCCAAATTTCGTGAGAGCTTATATCAGAAAGGCCACCGCAC 

AAATTGCTGTTAAAGAATATGCTTCCGCTTTGGAAACACTAGATGCGGCCAGAACCAAAG 

ATGCTGAAGTGAATAATGGTTCTAGTGCAAGGGAAATTGATCAACTGTACTACAAGGCAA 

GCCAACAAAGATTCCAACCTGGTACCAGTAACGAAACCCCAGAAGAAACCTATCAAAGGG 

CCATGAAAGATCCTGAAGTGGCTGCGATCATGCAAGATCCTGTTATGCAAAGTATTTTGC 

AGCAGGCCCAACAGAATCCCGCTGCTTTACAAGAACACATGAAAAATCCAGAAGTATTCA 

AAAAGATTCAGACGTTGATCGCTGCTGGTATCATCCGGACTGGCCGCTAA 

YOR027W, 589 aa (SEQ ID NO 256) 

MSLTADE YKQQGNAAFTAKD YDKAI ELFTKAI EVSETPNHVL YSNRS AC YTSLKKF SDAL 
NDANECVKINPSWSKGYNRLGAAHLGIX5DLDEAESNYKKALELDASNKAAKEGLDQVHRT 
QQARQAQPDI^LTQLFADPNLIE^KKNPKTSEMMKDPQLVAKLIGYKQNPQAIGQDLFT 
DPRLMTIMATLMGVDLNMDDINQSNSMPKEPETSKSTEQKKDAEPQSDSTTSKENSSKAP 
QKEESKESEPMEVDEDDSKIEADKEKAEGNKFYKARQFDEAIEHY^ 

RAAAEYEKGEYETAI STLNDAVEQGREMRADYKVI S KS FARI GNAYHKLGDLKKTI EYYQ 
KSLTEHRTADILTKLRNAEKELKKAEAEAYVNPEKAEEARLEGKEYFTKSDWPNAVKAYT 
EMIKRAPEDARGYSNRAAALAKLMSFPEAIAIX^KAIEK^ 

ASALETLDAARTKDAEVNNGSSAREIDQLYYKASQQRFQPGTSNETPEETYQRAMKDPEV 
AAIMQDPVMQSILQQAQQNPAALQEHMKNPEVFKKIQTLIAAGIIRTGR 

YOR031W, 710 bp, CDS: 501-710 (SEQ ID NO 257) 
CTGCAGAAGTACAGCTGCCTTTATTTCTTGTGGTCATTT^ 

GATATACAAGAAAATCAAATCCCATCGTCAACGTCACGTATAAACGATTAATTTACAGTA 

ATACCATACTCTACCAACATTATTTTAGTCCGACGTTCAGTCCTGTAGGTGTTCCAAATC 

CTTCTGGCATTGACTTCTGTGCAGAAACCCTTCAAAATGAGTTCCACTTTACGTCAGATC 

GCATAACAACCGGTCATATATTTTTTTCTTTTGCTAAACCCCCT^ 

AGAAAAAGAACAATAAATGCGTCTTTATTGCTGTGTGGAAGTGATTTT^ 

AAAAAAAGGATAGGGATGCGAGAGGGCTGTGAAGTAGTGATCAAGCGGGGCCTATATAAG 

AAGGGCGCACATCGTCCCCCCTAAGAATAGCGAAGCGATATTACACTGAACACTACAATG 

TCAAATAGTACTCAATAAATATGACTGTAAAAATATGTGACTGTGAAGGCGAATGTTGTA 

AGGACTCTTGTCATTGTGGGAGCACCTGCCTTCCAAGCTGTTCTGGCGG 

AATGTGATCACAGCACCGGAAGCCCTCAATGTAAGAGTTGTGGTGAAAAATGCAAATGCG 

AAACCACGTGCACTTGTGAAAAGAGTAAATGCAATTGTGAAAAATGTTAG 

YOR031W, 69 aa (SEQ ID NO 258) 

MTVKICDCEGECCKDSCHCGSTCLPSCSGGEKCKCDHSTGSPQCKSCGEKCKCETTCTCE 
KSKCNCEKC 

YOR096W, 1474 bp, exonl : 501-644, intronl : 645-1045, exon2 : 
1046-1474 (SEQ ID NO 259) 

AAACCCATACACAATGAACCTTATCACACCCAAACATATGATATGGTATTAAAAAATGAA 

AAAAATTC ATT ATTCTTT AGC GT AATT ATTG AAG AAAAAAC AGTGC GCGC GGT AATTTTT 

TGTCACTCAGTAACTAGAGAGAAGCCGAATGTACTCCCCCGGCTAGCTGGAGACCATGGC 

TCTGCCTAGGATTTCTCTTATGCTTTCCTTTCACCAATCACTTTGTT 

CGAAGCTCGCTTTCTTTCAGCCTAGCAATCATGTTCTTGCCAGCGTCGTAGACTACTGTA 

TGGCAGTTGCTGCACTTGCCATGAATATCCTAGTGAAGCCTCTATGCAATAATCCAGTTA 

CTGCGTTAGAATCCTGGTAAAATGTCTAATCTTATTACATTACAGCAACGTATTAGATTT 

TGATTGAAAATTAGTCCTTGCGACTTGGTATATATCTTATTTTAA 

GAAAGATCATCACGAACAACATGTCTGCTCCACAAGCCAAGATTTTGTCTCAAGCTCCAA 
CTGAATTGGAATTACAAGTTGCTCAAGCTTTCGTTGAATTGGA 
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TGAAAGCTGAGTTGAGACCTTTGCAAT^ 

AATCTAAACTTAAGAATAATGGAGAGTAACAAAGGAAAAAAGTGTGAACGGGACGATACC 
AGAATGTTTCAATCTAGAAAAGTATAAAAGATAAGGACTAGGACTCAAATGTATTTGGCT 
GACTATCGCCTGAACCTTGATGCTAAGCAAATACCATATCTTCAAGAAAAAGCCTACTCC 
AGTGTTTAAGAAGAAGGGAACGATTTACTAGATCATGCTATACGCAGTAAGGTTCTGATA 
GTTAATTACAATCGGTCCAAGTTCTAAGCGGTGTCGTCCATGCATATATCATTTACAAGT 
TACTGGCGTCAACTCTTCAAATATTCAAAATATCACCTAATCAAACTTACTAACATTTTC 
CTTTTTTGTTTTCCTTCTTTTATAGATCGACG 

TTTTGTTCCAGTCCCATCTTTGGCTGGTTTCCACAAGGTTCAAACTAA 

ATTGGAAAAGAAATTCCAAGACCGTCATGTCATCTTCTTGGCTGAAAGAAGAATCTTGCC 

AAAGCCATCTAGAACATCTAGACAAGTCCAAAAGAGACCAAGATCCAGAACCTTGACTGC 

TGTTCATGACAAGATCTTGGAAGACTTAGTCTTCCCAACTGAAATCGTTGGTAAGAGAGT 

TAGATATTTGGTTGGTGGTAACAAGATCCAAAAGGTTTTGTTAGACTCAAAGGATGTCCA 

ACAAATCGACTACAAATTGGAATCTTTCCAAGCTGTTTACAACAAATTGACTGGTAAGCA 

AATTGTTTTCGAAATTCCAAGTGAAACTCATTAG 

YOR096W, 190 aa (SEQ ID NO 260) 

MSAPQAKILSQAPTELELQVAQAFVELENSSPELKAELRPLQFKSIREIDVAGGKKALAI 
FVPVPSLAGFHKVQTKLTRELEKKFQDRHVIFLAERRILPKPSRTSRQVQKRPRSRTLTA 
VHDKILEDLWPTEIVGKRVRYLVGGNKIQKVLLDSKDVQQIDYKLESFQAVY1IKLTGKQ 
IVFEIPSETH 

YOR248W, 803 bp, CDS: 501-803 (SEQ ID NO 261) 

ACCCATTTTACAAATTTTTTTTGCTATT 

ATTCCCTTGTTTTTTTTTTATTGTTTCAATTACACTACA 

TCACTCTCACCTTAGTCGTTCTTTATCAACCAAAAATAAAAAAATGCTTCAATCCGTTGT 
CTTTTTCGCTCTTTTAACCTTCGCAAGTTCTGTGTCAGCGATTO 

TTCTACAACTACCACTTTAGCGCCCAGCTACTCCTTGGTGCCCCAAGAGACTACCATATC 
GTACGCCGACGACACCACTACCTTTTTTGTCACCTCAACGGTCTACTCCACGAGCTGGTT 
CACCTCAACTTCAGCCACCATTACCAATGCGGCCTCCTCCTCCTTGTCCACCTCTTCGGC 
CTCTGGATCTGTAACCCCAGAATCCACCCATGAAATTACCTCCACCTCGACTATCACGTC 
CACTTTGCTGCTAACCCTTCATGACTCCACTACTTTGTCTCCATCATCTACTGCAGCAAG 
TGTCAGTGACGAAGATTCAAACAACAAAGATGCAAAGGTCAAGTCCTTTGAACAGGCTTC 
AACTTCCAATGGTTGCGTCCCAATCACAAAGTTTGTCACTGTCACCAATGAGCCCGTTAC 
CCAGTACGTTACAGTCACCCCAAATACGACTACACAATACGTTACTGTCACCGGTGCACC 
TTCTGTTACCACTACCTCTCCAGGTAACGTACAATGGTACAACACCACTTCGATTACTAA 
TTCGAC C AGTTGGTGAATT ATG A 

YOR248W, 100 aa (SEQ ID NO 2 62) 

MTPLLCLHHLLQQVSVTKIQTTKMQRSSPLNRLQLPMVASQSQSLSLSPMSPLPSTLQSP 
QIRLHNTLLSPVHLLLPLPLQVTYNGTTPLRLLIRPVGEL 

YOR293W, 1255 bp, exonl : 501-552, intronl : 553-989, exon2 : 

990-1255 (SEQ ID NO 263) 

AACTTTCGAAATATATACTCTGAGTTCTTGC 

AAGACACGTCCTTTAAAGATCCCCTGATAGGTTTCATTAAAGGCAACTTCCATACACGTT 
GAAGTGCCAATTTTTTCCCTACATCCAAGCATTCTGGGTTTGTATGGGTGTTACACCGGT 
TTTTCTTTTTTATTTCCAGAGAAGTACAATTTTAG 

CGAGAAACGCTCCGGTACGCCTAGGCTCACTCCGGTCCTTCTCCCCATTTCTATCAGCGC 
GATAGGCATACTGTGGGAGAGCGGCACTAGGGAGACCGGTGGGAAGCACCGTATCTAGTA 
ACGCACGCTCTTTTGCAAAAATATCCATTAATTGCATGTAACTTAGATTAACACTGGTAT 
TAAGATTTCGCAATTTTGGGCTGGATTATTAAGGTCGAGTAG^ 

GTACGAACTAAGTAGCCAAGATGTTGATGCCAAAGGAAGACAGAAACAAGATCCACCAAT 
ACTTATTCCAAGGTATGTTTTAGAATAACTTTCAGAAAGCATGAAGATACACGGAAAGTC 
AAGCGAGGGAAGTTATGCGTATACACAGTAGCGGTAGTGTGCATTCACATACACGATGTT 
TCAAACACACAGATGGATACCATGCATATGAGGTTAAAGGATTTCTTATGAATATATTAG 
TGGATTACATAGAAGAAATTACAAGGAACCGTGTGACGACATTTTCGAAAGGACAGCACA 
AGGCCATCGACCCTGGAGACGTATGAAATATGGTATACGTCCTATATTTGGGCAAGAAAA 
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CGGTAAAACTGTTTTACGCGGAGATCCAACTTT^ATCCTTACCGAGTACCACGAATCAT 
CTATATGATCTTTTTACTAACTTATCTTCAATTTCAACGGAGAGATGTAAA 

CCAAGCCAAGCACGAAGAAATTGACACCAAGAACTTGTATGTCATTAAGGCTTTACAATC 
CTTGACTTCTAAGGGTTACGTCAAGACTCAATTCTCATGGCAATACTACTACTACACCTT 
GACTGAAGAAGGTGTTGAATACTTGAGAGAATACTTGAACTTGCCAGAACACATTGTTC 
AGGTACCTACATTCAAGAAAGAAACCCAACTCAAAGACCACAAAGAAGATATTAA 

YOR293W, 105 aa (SEQ ID NO 2 64) 
MLMPKEDRNKIHQYLFQEGVWAKKDFNQ^ 

WQYYYYTLTEEGVEYLREYLNLPEHIVPGTYIQERNPTQRPQRRY 

YOR312C, 1432 bp, exonl : 501-507, intronl : 508-914, exon2 : 
915-1432 (SEQ ID NO 265) 

TATTTACAAGCTAGATAAAAAAAAAATCAAATAGCAAGCTATTCTGTCATATCTTAAGGT 

GCTGATTGTTTGTAGGCACGAAGTAAACAAGCTCTTCCCCAAAACAATAAATACGGTTTT 

CGGGACTGTTCACCCGTACATTTTACGTTTCCGACGGCGCGATGCTATC 

ATCTCTTTCAGGTAACCCCATGACCAGTAGGGCGGCTTACTACCGAAGAGAAAAATGTCC 

GCGGCCTAGACAGTTACTTCCCAGGCCAGGGCCAGGCCACACGGACAGAGGCAGATTCCA 

AGTTGTTCCGCATAGTCTGTCTAGCTCTTTCTCAATTTTCCGCCAGATTCTC 

CTTTCCGCTCGAGTTGGCAACAGTACGAAGAAGTAACTCTAATAGATAGATATAACCGTT 

TTTGAGGGCATTATTTTTGCAGAAGATAATAGAAGAGAACCGTAACAAAGGAATCAAGCA 

AAGAAAAAGTATGTAATAGAATGTATTGTATGCTTGTGGAATGAATGTCAATGTAGCTAT 

TTTATATGGTGAGCTCAAATTGAATGAACATATCGTGGAAATTTAAAATACTGAAGAATA 

CCCAATAAGTCAATGCAACCTGTGAATGTTTTTCCTGAAATACGCCGAATACTGAATACG 

ATTATTACCATAAATTGCTTCTAGAAGGAAGGCGGTGTACCATTTAATACTGATGATATG 

GTTAATATCATTTGAGAAGTCTTCACATGAGGACTATAGAACTACCATCCAGGAATTATA 

GAGGAAATTAACTGAATCAGAGATCTATTTTGAAACATTCATTTACATGTAATTGTCTG 

AATAAAGCAATATTTTTGAAATATGCAAGTTTACTAACAAGAATAAATTCTTT^ 

TTTATCTTTAACAGTGGCTCATTTCAAAGAATACCAAGTCATTGGTCGTCGTTTACCAAC 

TGAATCCGTTCCAGAACCAAAGTTGTTCAGAATGAGAATTTTTGCTTCAAATC 

CGCCAAGTCTCGTTACTGGTATTTCTTGCAAAAATTGCACAAGGTTAAGAAGGCTTC 

TGAAATTGTTTCCATCAACCAAATCAACGAAGCTCACCCAACCAAGGTCAAGAACTTCGG 

TGTTTGGGTTAGATACGATTCCAGATCTGGTACTCACAACATGTACAAGGAAATCAGAGA 

CGTATCCAGAGTTGCTGCCGTCGAAACCTTATACCAAGACATGGCTGCTAGACACAGAGC 

TAGATTTAGATCTATTCACATCTTGAAGGTTGCTGAAATTGAAAAGACTGCTGATG 

GAGACAATACGTCAAGCAATTCTTGACCAAGGATTTAAAATTCCCATTACCTCACAGAGT 

CCAAAAATCTACCAAGACTTTCTCTTACAAGAGACCATCAACCTTCTACTAA 

YOR312C, 174 aa (SEQ ID NO 266) 
MYLAHFKEYQVTEGRRLPTESVPEPKLFRMRIFASNEV^ 

VSINQINEAHPTKVKNFGVWVRYDSRSGTHNMYKEIRDVSRVAAVETLYQD 
RSIHILKVAEIEKTADVKRQYVKQFLTKDLKFPLPHRVQKSTKTFSYKRPSTFY 

YOR369C, 932 bp, CDS: 501-932 (SEQ ID NO 267) 

CTTCTTACAAGTTAATGAATAGTATATATATGTAAAAAAAAATTCTGCTTCATGTATATA 
CGCACCTCGTTATTGAGGTATTGCGAATGTAGCAGTTGAATAAGCAAAGACGAGGTTTGT 
ACATCTTGGCATATTAAATGGTTATTTCGGGGTTTGTTTCGGCTCAACGGTGATATAAAA 
AGAAATCCAGTACTGTTTACCATTGTGCATCCGTACATTTGATTTGTTTACAACATCTTC 
ACATTTCCATTGTGGAATCATTTTATTTTTTTCAGAATACCT^ 

CAAGCAAACTTACAATTTGCAAAATTTCATCGAATTCTCCGCAGGACATATTATAAAAGT 
TATGTCATCTCTTATCACAACAGGTCTATAAGTGTTCCTTGTC 

TCAAAACTCTTCACGGAGCAGTTTAATTATCTTACTGTCGAAGAAGTCAAAAACTAGACT 

ATATATTATTGAGAAGAAAAATGTCTGACGTTGAAGAAGTCGTTGAAGTTCAAGAAGAAA 

CTGTTGTTGAACAAACTGCCGAAGTTACTATCGAAGATGCTTTGAAGGTTC 

CCGCTTTGGTTCACGATGGTCTAGCTAGAGGTTTGAGAGAATCTACCAAGGCTTTAACCA 

GAGGTGAAGCTTTATTGGTTGTTTTGGTCAGCTCTGTTACTC 

TGGTTGAAGGTTTGGCTAACGACCCAGAAAACAAGGTTCCATTC 

CTAAGCAATTAGGTGAATGGGCTGGTTTGGGTAAGATCGACCGTGAAGGTAACGCCAGAA 
AGGTTGTCGGTGCCTCCGTTGTTGTTGTCAAGAACTGGGGTGCTGAAACTGATC 
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CCATGATCATGGAACACTTCTCCCAACAATAA 

YOR369C, 143 aa (SEQ ID NO 268) 
MSDVEEWEVQEETWEQTAEVTIEDALK 

VLVSSVTEANIIKLVEGLANDPENKVPLIKVADAKQLGEWAGLGKIDREGNARKVVGASV 
VWKNWGAETDELSMIMEHFSQQ 

YPL047W, 800 bp, CDS: 501-800 (SEQ ID NO 269) 
GGTTAGGGGCCAAGATTACGTTCCAGCTTTCGATGT 

CTATGCAAAGTTGGATCCAACTAACGACGACGACAAAGAATTCATCAATAACATGTGGGC 

CTGGGATAAGCCAGTTTCCGTCAATGGCGAACCAAAGGAAATTGTTGACGGTAAGGTCTT 

AAAATAATCTCTTCGTACTATCCTTCATGTCGCCTTTTATTATAAAGTATGCTAGGTAGT 

TTTATCTATATCTTATTTATGACGCAATATAGGGTAACAGAGTTTTT^ 

TCCGCAGAAAAAAAATCAAGTTTTCCTTTTCGTATC 

GCATGTATTATATGTATAGCAGTGATTTGCTTATTTTCTTGATTC 

GTAACTTAGCGTTTCTTCCGTTGAGCAGAGCAGTATAATAATCCTTCAAATTCTTTAG 

TACGGGGTTTTCCTGTTGCGATGACCGAAGAAACTATTACTATAGATTCTATTTCAAATG 

GGATACTGAATAACCTGTTAACCACATTGATCCAGGACATTGTAGCTCGGGAAACCACTC 

AACAACAATTGCTGAAGACAAGATATCCGGATCTTCGCAGTTATTATTTCGACCCGAACG 

GATCTCTCGATATTAATGGACTACAGAAGCAACAAGAGTCCTCTCAGTATATTCACTGTG 

AGAATTGTGGCAGGGATGTGTCCGCAAACAGACTAGCAGCTCATTTACAGAGATGTTTGA 

GTAGGGGTGCTAGACGTTGA 

YPL047W, 99 aa (SEQ ID NO 270) 

MTEETITIDSISNGILNNLLTTLIQDIVARETTQQQLLKTRYPDLRSYYFDPNGSLDING 
LQKQQESSQYIHCENCGRDVSANRLAAHLQRCLSRGARR 

YPL090C, 1605 bp, exonl : 501-506, intronl : 507-900, exon2 : 
901-1605 (SEQ ID NO 271) 

GTAAGCAGAAGCCGGAAGAAGACAAGAGGTTCATTCAGAGAAAACATCCGTACATTCGAG 
TTCTCATTGAACCCATACATTTCAACTATT 

TGTCATCGACGCGCCGGAGCATCGGAAAGTTGGAACGTGCGCGATTGCACCAATCCCACT 

GGGGCCGTGCATTCTGTAGGCAGGAAGCCACTGGACACTCTGCCCGTTCCCACTTGGAAG 

ATTGGCGTAATTCCACGCTCCTCTATCGATTCTAGCGGGAAAGTTATCTCTCCTGGTAAG 

CGTTGGAGGAATGCCGCTACCTAGGTAAGTCTACTGGGTGGGAATTCCAGTACCGACGTC 

TAGGAACATCATGATGCTGCAGTTTCTTTGAAATTTCATATACAGTGTO 

AGTGGTTAATGCTTATTCGTCATTGAATTTTTATATTTGCTTAAGA 

GTGAAGACAGACTATACATCATGAAGGTATGATTTATGATACTATTATTGAGGGGCAACA 

GAGAACTTTATATGTGGAAAAATGGCATGAAAGTTTGAAAGTGAGAAAGAACTAAACAGA 

ACCAGACGTCGTAAAGATTTTAGAAATTTTTTATGGAAAGAAGCAGGAAGACTACCATAT 

ACTAATTGATGCGTTTGTGGCGTTATTTTTAAACAAACAGAGCGGGTTT 

TACTACAAACCGTGAAATTGAAGCAGTTCATATACTTGGAGTATAGTCAATAAAAGACAA 

GCTTTTTCATCTTCCACTTAATAATTTCTCTAGAGTAATAAACTO 

TTAATTTTGCAATAGTATACTAACAAATTTTCTTAATAACCTGTTC 

TTGAACATTTCTTACCCAGTTAACGGGTCTCAAAAG 

CGTATTCGTGTTTTCTTCGACAAGAGAATCGGTCAAGAAGTCGATGGTGAAGCCGTTGGT 

GACGAATTCAAGGGTTACGTCTTCAAGATCTCTGGTGGTAACGACAAACAAGGTTTCCCA 

ATGAAGCAAGGTGTTTTGTTGCCAACTAGAATCAAGTTGTTGTTGACCAAGAAC 

TGTTACAGACCAAGACGTGATGGTGAAAGAAAGAGAAAGTCCGTCAGAGGTGCCATTGTT 

GGTCCAGATTTGGCTGTCTTGGCTTTGGTCAT 

GGTCTAACTGACACTACTGTTCCAAAGAGATTGGGTCCAAAGAGAGCTAACAACATCAGA 

AAGTTCTTCGGTTTGTCCAAGGAAGATGACGTTCGTGATTTCGTCATCAGAAGAGAAGTC 

ACCAAGGGTGAAAAGACTTACACCAAGGCTCCAAAGATCCAAAGATTGGTTACTCCTCAA 

AGATTGCAAAGAAAGAGACACCAAAGAGCTTTGAAGGTCAGAAACGCTCAAGCTCAAAGA 

GAAGCTGCTGCCGAATACGCTCAATTGTTGGCTAAGAGAT^ 

AAGGCTGAAATCAGAAAGAGAAGAGCTTCTTCTTTGAAGGCTTAA 

YPL090C, 236 aa (SEQ ID NO 272) 

MKLNISYPVNGSQKTFEIDDEHRIRVFFDKRIGQEVDGEAVGDEFKGYVFKISGGNDKQG 
F PMKQGVLL PTRI KLLLTKNVSCYRPRRDGERKRKSVRGArVGPDLAVLALVI VKKGEQE 
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LEGLTDTTVPKRLGPKRANNIRKFFGLSKEDDV 
PQRLQRKRHQRALKVRNAQAQREAAAEYAQLLAK^ 

YPL137C, 4331 bp, CDS: 501-4331 (SEQ ID NO 273) 

GTCTCAGTGATGCAATCATCATGGCACGGGCATTAATTAAGGTTAAGGAACC 

ACGCCATACTCCAAACAATAACAATATTAGACCTAGCCAATTGATACCCATGAGCGTGCA 

GTCATTGCCATGGATTATTCATCTCTTTTCGCTGTTCTCTTTC 

ATCATGCCTTCACTTTTGCCTTTCCATCTTTC 

GTAAAAACGCAAGGAAGAACAAGAAGAAGAGGGTAGTGCAAGAAAAAGAAAAGAAGAAAA 
AAAAAAAAAAGTAATCTTGATACCGTGAGCAAATAAGCTAACGGAAAGCGTAAGAAAGAA 
GAGCGTGTTTTGGGAAATAACACCACAGCATAAAGCTAAAATTCAGTTTATATAATCTAT 
AGTAGTCCTATAGAAATTGCGAATAACGGAAACAATAGTCCACCAAAGCAAGCATAGGGA 
GTGGAGATAGCATCTAGGTTATGATAACTAACACCGAGTTCGATGTGCCCGTAGATTGGT 
TGTATAAAGGTAAGAGTAGACGGAAGACAAATACGAAGCCATCGAGGCCTTCTACGTCGC 
CAGCCTCCTCTTCATCTACGTCCTCTTCGAAAAACGGAGACAATAGCACGAGTGGTAACA 
G^TCTAGCAATGATAAGCCTCGTGCGAGGTCGTCATCTGTATCCAATGCAGCACTTTGTA 
ATACTGAGAAACCAGATTTGAAGAGGAACGATGGTAATACCTCTGCATCAGACACTGATA 
ACATACCGCTACTTACTCCTATTAATAGCGGTAACCGGAGCGATTCCGCTGACATTGATA 
ATCCGGCTACCGTAGACGCCATAGACCTTATAGATAATGATGACAACGGCTCAAGTACTC 
AATTTGTAAGGAAAAAACGTTCCACTTCTATATCCAATGCTGTGGTCTCGTCCAAACCAA 
GACTGGCCAGTTCTGCCATAAACGCCACCGCATCTTCTTCTGTTGGCAAGGGAAAGCACC 
CGCCAATTTCTTCACCATCTAATGCTACTCTCAAGAGAAGCAACTCGACTAGTGGAGAAA 
AGACTAAAAGGTCGATTTTTGGATCTTTGTTTAGCAA^ 

CCACTGCCAAGAAACCATTACCTGTTGTTAATACTAGCACGACTGAGAATGAGTCTGGTG 
GCATTAAAGCAGTTGCGACTCCTGATCCACGGGTGAAGGAGATATCATCACCAATGAGAG 
GAGTGGCACCAACAGCTAGCAAGCCACAGACACCTATACTCCCCTCCCCTGCACTTGCAG 
TAAAAGACCTATCTACAGTTTCATTGAAAAGGGTCTCGTTTGCCGTCGATAAATTCGAAT 
CCGATCCTCCCCAACAACTTCCTTCAAGAACCCCAAAAAAGGGAAACATCCTTATCCCTG 
ATGACATGATAAGCGAGGTTCCTTCTATTTCCGTGGGTATTTCCAGTAGCAACCAATCGG 
CCAAGTCAACCAATTCCAACATTAAGGGACCGTTGTACACTAAGAAGTCTAAAGAATATA 
TACTCGCCCTGGAAAATCAAAAGTTGGCTTTAAGGGAGGCTGCTAAGCATCAGCAAGAAG 
CTCATTTTGCTGCTAATAGAATAGCCTTTGAAGTAG 

CAGGCGGTAAGCTTACTGAAAAGTCATCAGAAGGCACCATTACGAAGCAAAGAGAAGAGG 

TGTCACCTCCAAATGTTGAAGCTGATCGGGAGCTTGAGAATAATAAACTTGCAGAAAACC 

TCTCAAAAGCCGGCATTGATAAGCCCATTCATATGCATGAGCACTATTTCAAGGAACCTG 

ATCAAGATAAGTACCAAGACGGTCATTCTATTGAAAATAACGAAGTTACGCTGGATGTTA 

TTTACACAAGATGCTGCCATTTAAGGGAAATTTTACCCATTCCGTCTACCCTAAGACAAG 

TAAAGGACAuAGACAGCTCCCTTGCAAATATTGAAGTTTTTGAACCCTAAGCCTACCTTGA 

TCGATATTCTTTCCTTTTGTGATTTCATCACCATTGCTCCCATTCACACGATTC 

ACAATGTAGCTTTAAACCAGGATATGTTCAGAATAATTATTTCTGCTTTGGTAAACTCCA 

CAGTTTTGGACAAATTGAGTTTAAGAAATGTACGAATCGACCAAGATGGATGGAAATTAC 

TATGTAAGTTCCTTTTGCTAAACAAATCACTGAACAAGCTCGACATTTCCCAAACGAAAA 

TCAAATCTGACCTTGCTGAATCACTATATCGCCATAACATGGATTGGAACTTGTTTACTG 

ACGTCTTGTCTCAGAGATCTCACAAACCTATAGAAGAATTGTTATTCAATGGTATTCAAT 

TTAGCAAAATTCCTTACTCATGCTTTGCACGTTTACTGACATCCTTTGCTACC 

ACTTTCCAGAATCGGGCATCAGGCTTGGTTTAGCAGGTGCCACTACTTCCAATATCTCTC 

AGGATTGTCTGAAATTTATCTTCAATTGGATGTCTCAATATAACGTCCAGGGTGTGGATC 

TAGCGTTTAATGATCTGTCCACTATGATTAAGCCAATGGTTGGTAAACTATCTGCTCTAT 

CATATGATAACTTAAGATATTTCATTTTGAACAGCACTAATATTTCGACTTCTTATGATT 

TAGCTTTGCTCTTGAAATATCTTTCTAAGTTGC 

ATTTGTCGCAATGCTTTCCTGACATTTTACCCTACATGTACAAGTATTTACC 

CGAACCTGAAGAGGATACATTTGGATAGCAATAATTTGACATTAAAGGAACTAGCTGTCG 

TTTGTAATATTTTGATTAAGTGCAAATCGCTCTCGCATGTGTCAATGACTAATCAAAACG 

TTGAAAACTTCTATCTAATGAACGGCACAGATTCTCCCGTTCAACAAACTAACACAGACG 

GCGACTTGGATAGTTCGAGCACATTGGACGTTAAGGGCCAAT^ 

CATCCACACTTTACGCATTTGCTAGAGACTCTCCAAACTTGATTGGT^ 

ATGATTTGATATCAGAAGAGATTCAATCAAGAATAGCACTGTGCTTGATGAGATU^TATGA 

AAC GGACC ATGG ATTCGACTTTCCAGTT AG ATG AATTGG ATTC GC AAG ATG ATTTGCT AT 

TCGATGGCTCTTTAGTAACTATGACCGCTGAAAGTGTTTTAGAAAAACTC 

GCGATAAGAGTACAAAGGTCAAAAAAGACACCACGAAGAGATATTTGCTGAAAAAATATA 
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TTGAAAAGTTCCATATCTTGCACCATAATGTTCAGCATACAATAGATACTATGTTCGAAA 

AAAGGAAATCAGGTGAATTGCCATTGCAAGAAAAAGAAAACCTTGTAAGATT 

TGGAACAAAACTTATGCAATATACTAGAATTGTTTTCGCATAATC 

TCCTTGGATCCAGCAGGGATGATTCGAAGGAAAGTGTTGACTCCAGCGAAGATTCAAAAT 
TACCAGCATTGAAGCACGTTGAATCCGGATACCATGTTCCCGAAGAA 
AGAATGATGTAATTACAGCAAGACCACATTTAATGGCCACCGATTCTGGTAAAACTATTC 
ACGTTTTCACAGGCAAACCATTGGTGTTCAAGCATACATCATCTAG 

GTAAAAAGCAGGAAGAAGAAGAAGGTGAACTACATAAATGGGGTTTCTTCGTTCAGCAGC 
AGAGGTCTTTATACCCTGAAAATGAATCAACAAGGCAGACACCTTTTGCATCAGGTGATA 
CGCCTATCAACACAGAAACAGCTGGTAAGTCAACTTCATCTCCTTCAGTTTCAACTTCTA 
ACAATGAAACTGCTACCACTAGTTTATTTAGCCCAGCTAATCCTAAGATTTTACCAAAAA 
TTCCATCCGGTGCTGTCTTAAGATCGGCAATCATGAAGGCTAAAGGTATTGATTCTATCG 
ATGATTTGATTCAGAACGTTAACTCCAACAACATAGAATTGGAGAACATTTATGGTGAAT 
CCATTCAGAATAGCGCTTCGACATTTACACCAGGCGTGGATTCTGATGTATCTGCGCCCA 
ATACCGATAAAGGATCCGTAGAAACATTGCCTGCAGTCTCAACTGACGACCCAAATTGTG 
AAGTCAAAGTCACTGCTACCTATGACAAACTATTAAATAATTTGTCGATGGAGAGGTCAA 
TCAGACTTTGA 

YPL137C, 1276 aa (SEQ ID NO 274) 

mitotefdvpvdwlykgksrrktntkpsrpstspasssstssskngdnstsgnrssndkp 
rars s s vsnaalcntekpdlkrndgnts asdtdni plltp insgnrsds adidnpatvda 
idlidnddngsstqfvrkkrstsisnavvsskprlassainatasssvgkgkhppissps 
natlkrsn stsgektkrs ifgslfskrsts s s astakkplp wnt sttenesggi kavat 
pdprvkeisspmrgvaptaskpqtpilpsp7vlavkdlstvslkrvsfavdkfesdppqql 
ps rtpkkgn i l i pddmi s evp s i svg i s s snq s akstnsni kg plytkks ke y i lalenq 
klalreaakhqqeahfaanriafevanfktasdaggkltekssegtitkqreevsppnve 
adrelennkl aenlskag idkpi hmhehyfkepdqdkyqdghs i ennevtldvt ytrcch 
lreilpipstlrqvkdktaplqilkflnpkptlidilsfcdfitiapihtivfdnvalnq 
dmfri 1 1 salvnst\hjdklslrnvridqix5wkllckfl 

slyrhnmdwnlftdvlsqrshkpieeiilfngiqfskipyscfarlltsfatqknfpesgi 
rlglagattsnisqdclkfifnwmsqynvqgto 

filnstnistsydiialllkylsklpi^ifldlsnlsqcfpdilpymykylprfpnlkrih 

ldsnnltlkelavvcni l i kckslshvsmtnqnvenfylimngtdspvqqtntdgdlds s s 

tldvkgqfaknsfsstlyafardspnligldfdydliseeiqsrialclmrnmkrtmdst 

fqijdeldsqddllfdgslvtmtaesvleklnllsdkstkvkk^ 

hhnvqhtidtmfekrksgelplqekenl\hilllleqnlcnilelfshnpnlndvlgssrd 

dskesvdssedsklpaijkhvesgyhvpeekiqpendvitarphlmatdsgktidvftgkp 

lvfkhtssstsvgckkqeeeegelhkwgffvqqqrslypenestrqtpfasgdtpintet 

agkstsspsvstsnnetattslfspanpkilpkipsgavlrsaimkakgidsiddliqnv 

nsnni eleni yge s i qns astftpgvdsdvs apntdkg s vetl pavstdd pnc evkvt at 

ydkllnnlsmersirl 

YPL159C, 1262 bp, CDS: 501-1262 (SEQ ID NO 275) 

AAACAAAGCGATTTGAGTATTACGTTAAGATCTCCATTTGCTATGCTAAATCCTGCCTAC 

TCAAACAGCATTATATCGCTACCAACAGGTGTGGTCAAGAGGTCATTGACTCTTCCTGTC 

GGTATGAAAATTTAAAAATATATAATAACATAAGTTTGCATTCATTAATATTAATA 

TC AACGT ATC AAC C AT AAG AACCAT AATC AT AAT AATTGTTTACCTT AATGGC G AT ATCG 

CCTTTTATCACCATCGACGATAACAAACGCCTATTCTGTCTACCGTTTCTTTTTTTCGCT 

CGCAATATCAGAATCGTTTATCCCAAAGGGTAGTTATAGCAACTATTTAAATAACTTAGA 

TGTTTCTTTAACTTATTCCGTCATACGTACACAAACACCCGCTAGATATAGCACTCCTTG 

CTGTCGAACATTATAAAGGTGCTTTTAAAACTACTAATCGTATATTCAGCAGGTCAGAAC 

GCAAAGTCGGACGATAAACTATGTTGAAGCTAGCTCGTCCATTTATTCCGCCTTTATC 

GGAACAATGCCATTTCTTCAGGAATAGTTCTCACTTCTAGAAGATTTCAGTCTTCCTTTA 

CGTTCTTAAGTAACCAGTCTTTACTATCTAAAAATCAAATGAAATCCAAAAGAAAAAAGG 

GCAGTAAAAAGGCAGCGTACCATCGTCAACCCCCGGAACACGAACATACTGCACCACTTA 

TAAAGCAAAACAAGACAATCACAAAGAAAGAACATAGCGATGTGAGAGGTTCTCATTTAA 

AAAAGAAAAGAAGCGATTTTTCGTGGCTACCAAGAGTACCATCCACCTCACATTTAAAGC 

AGAGTGACATGACCACAAATGTACTCTATTCTGGATATAGACCCTTATTCATCAATCCCA 

ATGACCCGAAGCTAAAGGAAGACACCGGAAGTACGTTATACGAATTTGCGATGAAGCTTG 

AAGATTTAAATGAACCTCTATCACCATGGATTTCCTCTGCCACTGGACTTGAATTC 
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CAGAGTGGGAGAATATACCTAGTGAACT 

AGGAAAAATCAATGAAGACAAATGAGCTTATTCATGTAAGTGCTAAGAGAAAT^ 

TTGACAATAAAACAAGTGAGACGCTTCAGCGGAAAATGGATGAATTT^ 

GAAAGGGGAGAAAAAAGTCAGTAGTGACGTTGCTCCAAATGAAGAAAAAACTTGAGGGAT 
GA 

YPL159C, 253 aa (SEQ ID NO 276) 

MLKLARPFIPPLSRNNAISSGITVLTSRRFQSSFTFLSNQSLLSKNQMKSKRKKGSKKAAY 

HRQPPEHEHTAPLIKQNKTITKKEHSDVRGSHLKKKRSDFSWLPRVPSTSHLKQSDMTTN 

VLYSGYRPLFINPNDPKLKEDTGSTLYEFAMKLEDLNEPLSPWISSATGLEFFSEWENIP 

SELLKNLKPFHPPKEKSMNTNELIHVSAKRITOLVDNKTSETLQRKMDEFSKRRGKGR^ 

WTLLQMKKKLEG 

YPL175W, 1940 bp, exonl : 501-514, intronl : 515-568, exon2 : 
569-1940 (SEQ ID NO 277) 

acgttattttcaaaacacatacgaaatcgctggactttctcactaaaggcttccggagcc 
tgcggttcttccatccccatctcttccagatataccgggggttctgatgggattccta . 
gcttgctcaaagtcctgcgagtttagctcatcttgtg^ 

ttcggaagagtagtgtagcccctagtattcaccatatcctttgtatactcatatgcgaac 

ttgtctaatacaatgtataccaaaaataacagcttgaaaaaaatctcagggtcttttcat 

tgaataatctcattctgctattttaagtttttcgtttgcaacccgagactgtcgagctag 

aaaatttgattgatacgatttaaaaataatcgatgccagtaata 

gcaaaaatacgagatactataaactacagcttagctaactctaacattattatataaaac 

aatgggcttcaatatagcgtatgtctagctcacagcatgtgttccaaatacattaaagaa 

gatctcttttgttgttgatactaaccagtaaagttgagagttataacaatgaaaatagga 

tgctgtgcgactttttttatccacagttaggtggagtcgaattccatatatatcatttat 

cgcagaaactaatcgatttggkx:cattctgtcgtcattataactcacgcttacaaagatc 

gagtcggcgtacgacatcttaccaacggtctaaaggtctatcacgtaccattttttgtga 

ttttcagagaaaccactttccccactgttttttcaacatttccaataataagga 

ttctcagagagcagatccaaattgttcattctcatggtagcgcttccacgttcgctcacg 

agggaattcttcatgctaatactatgggattgagaactgtgttcacggaccattcactct 

acggttttaataacttaacgtcgatttgggtgaataagttgctaacatt^ 

acatagatcgggttatatgtgtttctaatacatgcaaagaaaatatgattgttagaacag 

aattaagtcctgatataatctcagtaattcccaacgcagtggtgagcgaagatttcaaac 

caagggatcctactggtggcaccaagagaaaacaaagtagggataagatagtgatcgtgg 

tcatcggaaggctctttccaaacaaagggtccgatttacttactcgcataattccgaaag 

tttgttcctcacatgaagatgtcgaatttataotagcgggcgatggtccaaagttcatag 

attttcaacaaatgattgaaagtcatagactacaaaaacgtgtgcaactcttaggctctg 

ttccacatgagaaagtcagggatgtattatgtcaaggtgacatatatttacacgctagtt 

taacagaagcatttggtacaattctagttgaggc 

cgacacaagtcggaggaattcccgaagtgttaccaaatgagatgactgtttatgcagaac 
agacatccgtttctgaccttgttcaagcaacaaataaagctatcaatatcataagaagta 
aagctttggacacttcctcttttcatgatagcgtgtctaaaatgtacgactggatggacg 
tagccaaaaggacagtagagatatatactaatatatcttctacttcttccgctgatgata 
aagattggatgaaaatggtagcaaatctttacaaaagagatggaatctgggctaaacatc 
tttatctgttatgtggaattgtagagtacatgctttttttcc 

ccagk^atgaaatcgatctagctccaaaatggcccaagaaaacagtgtctaacgagacga 
aggaagcaagagaaacttaa 

YPL175W, 461 aa (SEQ ID NO 278) 

MSSSHKVESYNNENRMLCDFFYPQLGGVEFHIYHLSQKLIDLGHSVVIITHAY1CDRVGVR 
HLTNGLKVYHVPFFVIFRETTFPTVFSTFPIIRNILLREQIQIVHSHGSASTFAHEGILH 
ANTMGLRTVFTDH S L YGFNNLT S I WVNKL LTFTLTNI DRVI CVSNTCKENMI VRTE L S PD 
1 1 SVI PNAWSEDFKPRDPTGGTKRKQ SRDKI VT WIGRLFPNKGSDLLTRI I PKVCSSH 
EDVEFIVAGDGPKFIDFQQMIESHRLQKRVQLLGSVPHEKVRDVLCQGDIYLHASLTEAF 
GTI LVEAASCNLL I VTTQVGG I PEVLPNEMTVYAEQTS VSDLVQ ATNKAINI I RSKALDT 
S SFHDSVSKMYDWMDVAKRTVE I YTNI S STS S ADDKDWMKMVANLYKRDGIWAKKL YLLC 
GIVEYMLFFLLEWLYPRDEIDLAPKWPKKTVSNETKEARET 

YPL180W, 2900 bp, CDS: 501-2900 (SEQ ID NO 279) 
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CTCAATGGGAATTGAGTGAAGATCAGTC 

ACCAGCATTTCGTAGAAAAAGTTGATACGATTTACAACGGTTATAATGAAAGTCTATC^ 

TGATGGACGACCTGACTAGAGAGTTACTACTATGGGAGAAAAAATATTCAAATAACACTA 

ATGCCATTCAATAAACGCAAAACACTGCAATATTATTCTCAACCAAAGTATAACTGTA 

GAGGCGAACAAACACATCTATACATATATATACATCTATATGGATATAAAAACGACTAAT 

TCAACGTTGTTTTTATCAACCGAGCTTACTCTTGTACGGGTAACCGCAAGGATAGCTAGT 

TGCGGATGGTATAGCGATTTGGCTGGCACGATGATTAAGGAATCCAAACATCTAATGGAC 

TAGCACATTCTATCGATTTACGGGTCAGGTAAACATAGATATTGGGATATATCATATATC 

CTTACTGAGTAACTATAATTATGGTTCATCGAGGAAGGACTTTGAAGTCAGACACTGATG 

TAACATCTCTTAATGCGTCAACAGTATCACACCAGTCAAAGCCATTTAGACAGTTTTCGA 

CTAGGTCGAGAGCAAAGAGTAACGCAAGCTTCAAAGGTTTGCGTAGAGTTTTAACACATG 

ATGGCACCCTGGATAATGATTATTTTAATAAGCACAACGTTTCTCAGAAATGCAAGAGTT 

CTGATGCACTTTTCAGAAAGCGAACGATTAGTGGGTTGAATATGACAGCTTTAACAAGAG 

TAAAGTCCAATCAAGGAAAAAGATCAGCATCCTTTCATAGTCCGGTGCATAATACGCTGC 

TCAGTCCAAAGAACAGCAGTCATTCTAATACTGGAACTGCTGGTTTCGGCCTGAAACCAC 

GAAGAAGTAAAAGTACCCAATCTGTTCTGAGTCTTCGAGATGCGCAAGAATCTAAAAAGA 

GTGAATCTACTACTGACGAGGAGGTGGAATGTTTTTCGGAAGACAACATTGAAGATGGAA 

AGGTGAATAATGATAAAGTAATAGCCGAGCATGTTATGCCTGAAGAAAAAAAGAATGTGC 

AGCAATTAAATCAGAATGAATTACAATCCCCGGATTCAATAGATGAACAAGAAGAAGATA 

AATCAGGTACTGATGGAAAGGAAAATCATAGAGCTGTATCCTTACCATTACCTCATTTAT 

cttccaataactatttcggagaatcaagccattctatagaacatcagaaagatggagaaa 

catctccaagctcaattgaaacaaaactgaatgcaacaagtgtaatcaatgaagaggggc 

aatcaaaggtgacgaaggaagctgatattgatgacttgtccagccattctcaaaatttga 

gggcctcattggttaaagcgggcgataatatatcagaagcaccatatgataaag7^aaaaa 

aaattcttgatgttggtaataccttagctgcacataaaagtaatcaaaaaccaagtcatt 

cagatgaacagtttgatcaggaagatcacattgatgcccctaggagtaattcatcaagaa 

aaagcgactcgagctttatgtctcttaggagacaaagttctaaacaacacaaattattaa 

acgaagaagaagatctaatcaagcctgatgatatttcttccgctggtaccaaggatattg 

aagggcatagcttactggaaaattatgcgcctaatatgattctctcccagtcgactggag 

ttgaacgtagatttgaaaattcatcatccatccaaaattcgcttgggaatgaaattcatg 

actcgggtgagcatatggcttcaggtgatacttttaatgaactggatgatggcaaattgc 

gcaagagcaagaaaaatggtggaagatctcaacttggccaaaatataccgaactctcagt 

ctactttccccaccattgctaacatcggtagtaaagataataatgtaccacagcacaact 

tttcgacctccatatcgagtttaaccaataatttgaggagagctgctcctgaaagcttcc 

atggttcaagaatgaataatatttttcacaagaaaggtaatcagaatctacttctgagat 

ccaacgatctcaacaaaaattctgcagccccggcctctccattgtccaacgaacatatta 

catctagtacgaactccggtagcgatgcaaacagacaatccaactcaggtgccaaattta 

atagcttcgcccagttccttaaatcagatgggattgatgcagaatcaagaacacaaagaa 

aattatggttgcagagggagaattctattatggacttaagttcacaaaatgacggtagtg 

actctatctttatggcaggaaacattgatgcgaaaagggagtttgagagaatatcccatg 

aatactctaatgtaaaaagattttacaacccattagatgaagcattgttgagagtacaac 

ctataataacgggaaatgcaaataatatcaggaaaaaaagccataacgatgctcagtcaa 

tcgktagattctagcagtgatacagatcataaggat^^ 

atgacaaaaaatttgatgatctttatccacatcttgcaagtgcaaagatc 

tgtccggtatatggaaaagcgaaagttacttatttaacaaggatgttaatccaatca^ 

agaataggacaacgagtacaaaccacagcgttggccacactgcttcacagaatgcacgta 

acttgctgaggggcccgatgggttccagcacgactttgcaccaccaacgcgtc 

ctctgcagccgactacgagggcagtgaatcgcaggatggaaaatgtgggctacatgcata 

cacagccacaacaaaggtga 

YPL180W, 799 aa (SEQ ID NO 280) 
MVHRGRTLKSOTDVTSUSTASTVSHQSKP 

YFNKHNVSQKCKS SDALFRKRTI SGLNMTALTRVKSNQGKRSASFHS PVHNTLLS PKNS S 

HSNTGTAGFGLKPRRSKSTQSVLSLMDAQESKKSESTTDEEVECFSEDNIEDGKVNNDKV 

IAEHVMPEEKKNVQQI^QlffiLQSPDSIDEQEEDKSGTIX3KENHRAVSLPLPHLSSOT 

ESSHSIEHQKDGETSPSSIETKI^ATSVINEEGQSKVTKEADIDDLSSHSQNLRASLVKA 

GDNISEAPYDKEKKILDVGNTLAAHKSNQKPSHSDEQFDQEDHIDAPRSNSSRKSDSSFM 

SLRRQSSKQHKLLNEEEDLIKPDDISSAGTKDIEGHSLLENYAPNMILSQSTGVERRFEN 

SSSIQNSLGNEIHDSGEHMASGITTFNELDDGKIiRKSKKNGGRSQLGQNIPNSQSTFPTIA 

NIGSKDNNVPQHOTSTSISSLTN^RRAAPESFHGSRMNNIFHKKGNQNLLLRSND 
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SAAPASPLSNEHITSSTNSGSDANRQSNSGAKFNSFAQFLKSDGIDAESRTQRKLWLQRE 
NSIMDLSSQNDGSDSIFMAGNIDAKREFERISHEYSNVKRFYNPLDEALLRVQPIITGNA 
ITOIRKKSHNDAQSIAHSSSDTDHKDEDDLLFTNYDKKFDDLYPHIiASAKIQAVLSGIWKS 
ESYLFNKDVNPINKNRTTSTNHSVGHTASQNARNLLRGPMGSSTTLHHQRVTNSLQPTTR 
AVNRRMENVGYMHTQPQQR 

YPL218W, 1212 bp, exonl : 501-528, intronl : 529-667, exon2 : 
668-1212 (SEQ ID NO 281) 

TGATACAAGACAGGCATTAGGAAACACATGAGTTTTGCATA 

TGTTCCTTCCCTTATTTCTTTTCATAGTATTTATTTTTATTT 

GGATTTTATTTTATTTCTTTTTTAATGCTAAGAAAGTAATTC 

CTGGCCTCGATAGGTACCTATAGTATACAGAAGCTTACGAAAAGCTCCTGCAGGATGGCA 

CTTCTAAAATTCGCGCTCAACATGGCCGTATTGTACATTATATCGTTCTATCATTATATC 

GTATACGCCCGCATTACCCGACAACTCCGTCTGCAACGCGTTGACCAGAAAACTCGAACA 

AGAGATCGCATAAAAAACCAAAAGGAAACGAATTACTTGTCAAATAGTTATTC 

TCCTCTAGAAAGGCAAACAGTAGATTTATTTCCTTCTTTTCTAGAAACATCATTATAAC^ 

AACAATATATAATTGGAATAATGGCTGGTTGGGATATTT^ 

CCTGTTCACGTTTTTCGGATACTTAGTTTTATTCAATGTGGTA^ 

GCTTAAGATCTATTTTTTTTTTTCTAGAAGA 

TGTACAGTCAGAGATGTGTTGGCTTCCCTTGGTCTGTGGAACAAACATGGTAAA 

TTCTTGGGTTTGGATAATGCCGGTAAGACCACATTGCTACATATGTTAAAGAACGATAGA 

TTGGCAACCTTACAACCAACATGGCATCCAACTTCTGAAGAACTGGCTATTGGTAACATT 

AAGTTTACAACTTTCGATTTGGGTGGTCATATTCAAGCTCGTCGTTTATGGA 

TTCCCAGAAGTTAATGGTATCGTCTTTTTAGTCGATGCTGCTGACCCTGAAAGATTTG 

GAAGCACGTGTCGAATTAGATGCTTTATTCAACATT^ 

GTAATTCTTGGTAACAAGATCGATGCTCCAAACGCCGTTTCTGAAGCGGAGCTACGTTCT 

GCTTTAGGATTATTGAATACCACTGGCTCTCAAAGAATTGAAGGTCAAAGACCAGTTGAA 

GTTTTCATGTGTTCCGTTGTTATGAGAAATGGT^ 

CAATATATTTAA 

YPL218W, 190 aa (SEQ ID NO 282) 

MAGWDI FGWFRDVLAS LGLWNKHGKLLFLGLDNAGKTTLLHMLKNDRL ATLQ PTWHPT S E 
ELAIGNIKFTTFDLGGHIQARRLWKDYFPEVNGIVFLVDAADPERFDEARVELDALFNIA 
ELKDVPFVI LGNKIDAPNAVS EAELRS ALGLLNTTGSQRI EGQRPVEVFMCS WMRNGYL 
EAFQWLSQYI 

YPR102C, 1025 bp, CDS: 501-1025 (SEQ ID NO 283) 
TTCTTTACAATTCACCTTGCATTATTGAAGGAG 

GCTGTTTTCCCTCATATCACATAATACCCGGAGAGGCTCTTTCCTGCGACAGCGCAACAT 
CCAACCATCCTAAAGGTATGGGTGTACTGACGATGCGATTATTTCATTAAGTTCTGTCTT 
TTTTGTATAAATGAAAAAAGAACGGTGAAATCCATAGAAATACAGAGAGCGACGCAAACA 
GCGCGCAGACTCTACGC^TAATAGACTCACATCCACGTGACCAGTTTCCAATCGAACTTT 
TTCACTTTGCAGGGAATTATTGTTTCACTAGCAAAGGTAGCCCACTTACCACTCAGCTAT 
GCGAAAGTTTCATTGTTTGATACATCTTGATAGTAACCGCAGGCTTCTTTCTTAGTTCAT 
ATTTTATTGTATTTCAACTAATATTATTTTTTTTTCAGTGGA 

ACATACAAACATAGCCAAAGATGTCTGCCAAAGCTCAAAACCCTATGCGTGATTTGAAGA 

TCGAAAAGTTGGTCTTAAACATTTCTGTTGGTGAATCTGGTGACAGATTGACCAGAGCCT 

CCAAGGTTTTAGAGCAATTATCTGGTCAAACTCCAGTTCAATCCAAGGCCAGATACACTG 

TCAGAACTTTCGGTATCAGAAGAAACGAAAAAATTGCTGTTCACGTTACCGTCAGAGGTC 

CAAAGGCTGAAGAAATTTTGGAAAGAGGTTTGAAGGTCAAGGAATACCAATTGAGAGACA 

GAAACTTCTCTGCTACCGGTAACTTCGGTTTCGGTATTGACGAACACATTGACTTGGGTA 

TCAAGTATGACCCATCCATCGGTATTTTCGGTATGGATTTCTATGTCGTCATGAACAGAC 

CAGGTGCTAGAGTCACTAGAAGAAAGAGATGTAAGGGTACCGTTGGTAACTCCCACAAGA 

CAACTAAGGAAGACACCGTCTCTTGGTTCAAGCAAAAGTACGATGCTGATGTTTTGGACA 
AATAA 

YPR102C, 174 aa (SEQ ID NO 284) 

MSAKAQNPMRDLKIEKLVLNISVGESGDRIiTRASKVLEQLSGQTPVQSKARYTVRTFGIR 
RNEKIAVHVTVRGPKAEEILERGLKVKEYQLRDRNFSATGNFGFGIDEHIDLGIKYDPSI 
GI FGMDFYVVMNRPG ARVTRRKRCKGTVGNSHKTTKEDTVSWFKQKYDADVLDK 
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YBL003C, 899 bp, CDS: 501-899 (SEQ ID NO 457) 
CGCGATTTTACCAGAACTAGATGGCGCTCGTGA 

ACCGCTTTATTAGGCGAAGCGGTGGGCACAGCTCACGCGTAAGGTGTTCCCATC 

AAGTGATGCGAATTTCAGAGAACACATTAACCTGGGGGCCATAAACGCGACGTGCTACCATT 

TTCGTTACGTATACTTAGGCCAGAGATTACAACATGACTACTAATATCAAACATAACTCTAT 

ATATAAGGGATGAAGATGTATGCTTTCTTAGAATTTCAAACATGTTCCGT^ 

TTTCGATTTCAATTTCGACTGCATGATGCTTTTCTTA 

TCATAAATTCTTGTCTTTTTACATAAGAATTAGGAAAGTACAGAACAAGAGCAAATTT 

TATAATGTCCGGTGGTAAAGGTGGTAAAGCTGGTTCAGCTGCTAAAGCTTCTCAATCTAGAT 

CTGCTAAAGCTGGTTTAACATTCCCAGTTGGTAGAGTGCACAGATTGCTAAGAAGAGGT 

TACGCCCAGAGAATTGGTTCTGGTGCTCCAGTCTATCTAACTGCTGTCTTAGAATATTTGGC 

TGCTGAAATTTTAGAATTGGCTGGTAATGCTGCTAGAGATAACAAAAAAACCAGAATTATTC 

CAAGACATTTACAATTGGCCATCAGAAATGATGATGAATTGAACAAGCTAT^ 

ACCATCGCCCAAGGTGGTGTTTTGCCAAACATTCACCAAA 

CAAGACTGCCAAAGCTTCTCAAGAACTGTAA 

YBL003C, 132 aa (SEQ ID NO 458) 

MSGGKGGKAGSAAKASQSRSAKAGLTFPVGRVHRLLRRGNYAQRIGSGAPVYLTAVLEYLAA 
EI LELAGNAARDNKKTRI I PRHLQLAIRNDDELNKLLGNVTIAQGGVL PNIHQNLLPKKS AK 
TAKASQEL 

YDR442W, 893 bp, CDS: 501-893 (SEQ ID NO 459) 

TGAACGGGTGCAAAATTTACTTTAACACCC 

CTTGTTATTTTTGTAAATTGAGCTATGCAACATAAGAT 

TAATCAAGAGAACTTCAACAATTTTCCATCGCAGAGACGAAAAAACTGGAAAAAAAT 

GAAAAAATTGAAAAAGAATCGCGACTTCCGATTACATAACCTTATACGGAGTATGATACCAT 

TCTTGACATCATCAACACACCATCGCAGACCCACGTGGCCGCTTCGTGTGCCTTGAAAATAC 

AGCCTTAAACGCAATCTCATTCGCGTTCTGTGGAAATTGTCTCGGACTACACGCTGGGCGTG 

CATCACCAGTGAAAATGCCGTACCGCCCCGCTTCCGGTTTTGTTTTTA 

GAAATAGACTTCTGGGTTTACACCCCGGAATAATACTAAAACCAAAACTGGTAAATAGGGCT 

ACAGATGAGCAGGAAAACGTTGCCGGAAAAAGTTTATTTATCCGAGAGAATAATTGATGAAG 

AAGTAGCGGTATGCACAGTAGCGGCGGAAGTATTAGCAATTTTTACTCTGGTGTGCACAAGA 

GTGTTCATCATTTTTTTCACGGCTAGGATATGCCATGGAATATGGCCATCTTCGCCATCAGA 

GAGACCGTACCACACGTTTAGAGCAGCCAGGTTGCGAAACTCTTCTAAGATGGTTTCCAGCA 

ATTGTGTACTATCAGAATGTGGACAGTTTAAAAGGTTGACTGCGAATTTGTCCCAA^ 

TCACCGTCGCATTTTTTGAATTTGATCAAAGCACCACTCCTAATAGCACAGCGATGCTGTGA 

GTGTGCCAGTGGGAACGGGTGCTGA 

YDR442W, 130 aa (SEQ ID NO 460) 

MSRKTLPEKVYL S ERI I DEEVAVCTVAAEVLAI FTLVCTRVF 1 1 F FTARI C HG I WP S S P S ER 

PYHTFRAARIiRNSSKMVSSNCVLSECGQFKRLTANLSQTVSPSHFLNLIKAPLLIAQRCCEC 
ASGNGC 

YDR529C, 884 bp, CDS: 501-884 (SEQ ID NO 461) 

GAGTCTCCGGAGTTGACCAAGTCATACAATGTGCTACTGACCAAGAAATGGATCTGTGTAGT 
TCCAAGATCGCATGCCAAGAGTGGACCGCCATTGATGTTAAACATTAACTCCACGGGGTACT 
GTGGTATGATCCTCGTTAAAGACAGAGAAAAACTAGAGAACCTCACTGAAGATCCTCATCTT 
GTGGACAAGTCGTTACTGCAATGCGGTTTCCCCAACACAGCAGGCCAAAAACCAACAGAGTA 
TCACTATTAAGGTCTATTAGCCATATGTACATTGTCTATAGATGTGTAACTGCGCTGTGATC 
TTGTTTTGACCAATCAGGAGCGACGCGCTTTTTAT^ 

ATTTACTTTCATAGAGCAGTAATAAAAGGGAAGAGATGTAAAAGCTTGGAAAAATAGCAGTA 

AAGGTTGTTGTTGGACAATTTATCAGAATATTAGTAACTGTAATTAAACGTTCCA 

CAAAATGCCACAGTCTTTTACGTCTATTGCGAGAATTGGTGACTATATTTTGAAGTCACCCG 

TCCTCTCCAAGTTATGTGTTCCAGTTGCCAATCAGTTCATTAACCTCGCAGGTTACAAGA 

TTAGGGCTCAAATTTGACGACTTAATTGCAGAGGAAAATCCCATCATGCAGACCGCTTTAAG 

AAGACTCCCTGAAGATGAATCTTATGCCAGAGCATATAGAATAATCAGGGCTCATCAAACCG 

AGTTGACTCATCATTTACTGCCAAGAAACGAATGGATCAAAGCCCAAGAGGATGTTCCTTAC 
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CTGTTGCCATACATATTAGAAGCTGAAGCTGCAGCTAAGGAGAAGGACGAGTTAGACAACAT 
AGAGGTCTCCAAATGA 

YDR529C, 127 aa (SEQ ID NO 462) 

MPQSFTSIARIGDYILKSPVLSKLCVPVANQFINLAGYKKLGLKFDDLIAEENPIMQTALRR 
L PEDES YARAYRI IRAHQTELTHHLLPRNEWIKAQEDVPYLLPYI LEAEAAAKEKDELDNI E 
VSK 

YGR085C, 1025 bp, CDS: 501-1025 (SEQ ID NO 463) 

tccttactttagtctattatcaatatctc 
tttaattgtgaaggaacaattcaagttagaactc 
agcctaatgtttaatgcctaatttttttctaaaatgcagca^ 
tagacatctatatataacaagcagagaaccgtctaatt^ 

tttttatttttatccgaagatcttttggaacccgctctgcgaat 

aattgaaacttggacataactcatcattaaagaagtatactgttaagagaggcattcatttc 

gtgtattataacgtttagk:atcagttacccttgaaagcccaacatatacaaaaatacgcgtc 

caagatgtctactaaagcccaaaaccctatgcgtgatttgaagatcgagaaattggtcttga 

acatctccgttggtgaatctggtgacagattaaccagagcctccaaggttttagaacaatta 

tctggtcaaactccagttcaatccaaggccagatacactgtcagaactttcggtatcagaag 

aaacgaaaaaattgctgttcacgttaccgtcagaggtccaaaggc 

gaggtttgaaggtcaaggaataccaattgagagacagaaacttctctgctaccggtaacttc 

ggtttcggtattgacgaacacattgacttgggtatcaagtatgacccatccatcggtatttt 

cggtatggatttctatgtcgtcatgaacagaccaggtgctagagtcactagaagaaagagat 

gtaagggtactgttggtaactcccacaagacaactaaggaagacaccgtctcttggttcaag 

caaaagtacgacgctgatgtgctcgataaataa 

YGR085C, 174 aa (SEQ ID NO 464) 

MSTKAQNPMRDLKIEKLVLNISVGESGDRLTRASKVLEQLSGQTPVQSKARYTVRTFGIRRN 
EKIAVHVTVRGPKAEEILERGLKVKEYQLRDRNFSATGNFGFGIDEHIDLGIKYDPSIGIFG 
MDFYVVMNRPGARVTRRKJICKGTVGNSHKTTKEDTVSWFKQKYD 

YGR106C, 1298 bp, CDS: 501-1298 (SEQ ID NO 465) 

GCAACATTACCACTTTGTACGGAGCGTCAGAAAGAACGCACCTCATCATTATTATGAGAACA 

GTACGATAACTTCTGTCTGAGATACGCTTCGTTGTTATAATACAAGTGAAACCGCCACGGAT 

AATTAGCAGCAATTGAACACAAGGGATATCATTTGTGTGACCTTTGTTCCTCTCATAGTTGC 

TGTGAACCCTTTAGTAACTATTAATGTTTATTTCATGAGACTAGTCAAAACATTCAATAACA 

GTTTTTCTATATGAGAAAAAAAAAAAAAAAAAAAAAAATGAAAAAGCAACAGTA 

ACACTGACTATGCT(X:AGTTTCCGCAATAGCAAAATTGTGTCACATTACACGAAAGAAAGAA 

AGAACGCTATTTCTTATAAGAGCAAACTGTTGATAAGTTTATAGCAAGAATAAAAAGGGTAA 

AAAGTCATTGATAATAACCACTGCTGTGACTATATATAATAAGAATCGAACTGTAAAGTTAA 

AGCAATGGTGTTCGGTCAGCTGTATGCCCTTTTCATCTTCACGTTATCATGTTGTATTTCCA 

AAACTGTGCAAGCAGATTCATCCAAGGAAAGCTCTTCCTTTATTTCGTTCGACAAAGAGAGT 

AACTGGGATACCATCAGCACTATATCTTCAACGGCAGATGTTATATCATCCGTTGACAGTGC 

TATCGCTGTTTTTGAATTTGACAATTTCTCATTATTG 

ACCCATTCTTCAATAGATTCTTTGCCAATGATGTCAGTTTAACTGTTCA 

TTGAACATCTCTCAATCATTATCTCCCATTATGGAACAATTTACTGTGGATGAATTACCTGA 

AAGTGCCTCTGACTTACTATATGAATACTCCTTAGATGATAAAAGCATCGTTTTGTTCAAGT 

TTACCTCGGATGCCTACGATTTGAAAAAATTAGATGAATTTA 

TTGGAAGATAAATCTGGCGACAATTTGACTGTGGTTATTAACTCTCTTGGT^ 

AGATGAAGATGGTGACGATGAATATGCAACAGAAGAGACTTTGAGCCATCATGATAACAACA 

AGGGTAAAGAAGGCGACGATGATATTTTAAGCTCCATCTGGACTGAAGGACTACTAATGTGT 

TTAATAGTTTCTGCGTTGCTATTGTTCATTTTGATTGTT^ 

GGATATCACATATGGTGCGTTGGAAAAATCAACAAACCCAATAAAAAAAAACAATTAA 
YGR106C, 265 aa (SEQ ID NO 466) 

MVFGQLYALFIFTLSCCISKTVQADSSKESSSFISFDKESNWDTISTISSTADVTSSVDSAI 

AVFEFDNFSLLDNLMIDEEYPFFl^RFFANDVSLTVHDDSPIjNISQSLSPIMEQFTVDEL 

ASDLLYEYSLDDKSIVLFKFTSDAYDLKKLDEFIDSCLSFLEDKSGDNLTVVINSLGWAFED 
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EDGDDEYATEETLSHHDNNKGKEGDDDILSSIWTEGLLMCLIVSALLLFILIVALSWISNLD 
ITYGALEKSTNPIKKNN 

YGR182C, 854 bp, CDS: 501-854 (SEQ ID NO 467) 

CCAAGTATCATGGGCTTTGGAAATTAGTTTCCCACCGATGAGCGCAACGACTTAGCGAAGCT 
TATGAAATTGGTGACAGCAGCTCTATGAATATGTTCCATGCGTTTCCATO 
AATGCATAAATTATGAGTAGTCTTTTTCATCACTATATAAAACCTTTTT 
GTTTTTGTTGGTACTATCTTTGCAGGTGCCTTTGTTTTC 

TACTTCATGGTACGAGAATCACAACAAAGGAAAATTATGGAAAGATGTCAAGGCTCGAATAG 

CTGCAGGCGATGGAGACGACGATGATGAGTAAACGCTGATTATGTCACACATATACGTGCAA 

ACGCTCTCTCTCTCTCTCAAGCTATATAAGTGGCACTCGTCTTATTTATTATTTTTT^ 

TGGCTGGTTGTTCATGTTCAACCCAACCTCATAAAGGCACTCAACTTCATATTTTGACACAA 

ATCTATGTCTCGCCAAAGCGCATTCAAATTTCAGAATGGAAATAGACACGAACGAGCCTGTC 

TGTCAGATGTTCACAAAATCCTTATTATAATTTTATATTCTACTAAAGGAAAAAGAGAATTA 

GG AAAAAGAATAACTCATTTTATGTATATACATATATTTTGTAGATATCTATACCAAGCAAG 

TATAGTGCAATACTGTTCTTCGACGTTATTAAACGTAATAGCATTTO 

ATCTTATATACAAGTACGAGTACATACTGCGCAGTAAATTGATCCTGATGGTGTGTTTAGAT 
TTCGCCAGAAGCGGAGGCGTTCTGGATTCTGGAGATGTAAGCCTTTGA 

YGR182C, 117 aa (SEQ ID NO 468) 

MSRQSAFKFQNGNRHERACLSDVHKILIIILYSTKGKRELGKRITHFMYIHIFCTYLYQASI 
VQYCSSTLO^IAFSWYPLNLIYKYEYILRSKLILMVCLDFARSGGVLDSGDVSL 

YGR183C, 914 bp, exonl : 501-503, intronl : 504-716, exon2: 717- 
914 (SEQ ID NO 469) 

AAATACAAATCCAAGAAACCTCGATGAGGATGACTCTGATGATAATGATGACTCTGATGAGC 

GAGAGATTTGGTAGATTCAAGCCCTCTACTATGTTTTATAGTTGACATATTTGTATATAAAA 

ACTTATACATTATTAAACATTTGCGCGTCGATTGACTTTTATTTATTATT 

ATACCAACCTAATTACAAATACTTCGAAGTGACTATCATAAGTTTCCTTATCTAGCGAAGGC 

AACTTTTGAACTCCCCAGTTGTTAATATGTATCATTATACACGACCCAATCAAACGCGGGGA 

AGTCAATGCCGAAAGAATTCTAGGACCTAAAAGCTGCTCAATCCTTGGGCCTTTCCCTAATG 

ACATCCCCTCTCAAACTTTAGCTTAGCAGTTGTATTTAATGTCCTGTCACGGATAGTCAATA 

ATCGTTGAAGGTTGATTTTCATATCCTTCGCAATTTCGTAAAGCAACAATAGCAATACGGAC 

TAAAATGGTATGTTGGTGTGTGTGTGTGU2TGCTTCACATTTCAGGCTAAAAATGTTATCCGT 

GGAATCTTCCTTAGCCAAGTATCATGGGCTTTGGAAATTAGTTTCCCACCGATGAGCGCAAC 

GACTTAGCGAAGCTTATGAAATTGGTGACAGCAGCTCTATGAATATGTTCCATGCGTTTCCA 

TTCAGGTTACTAACAATGCATAAATTATGAGTAGTCTTTTTCATCACTATATAAAACCT^ 

TCAAACGAAACGCTGTTTTTGTTGGTACTATCT^ 

TTTGATACTGCTATTACTTCATGGTACGAGAATCACAACAAAGGAAAATTATGGAAAGATGT 
CAAGGCTCGAATAGCTGCAGGCGATGGAGACGACGATGATGAGTAA 

YGR183C, 66 aa (SEQ ID NO 470) 

MS F S S L YKTFFKRNAVF VGT I FAGAFVFQTVFDTAI TSWYENHNKGKLWKDVKARI AAGDGD 
DDDE 

YKR040C, 1004 bp, CDS: 501-1004 (SEQ ID NO 471) 

GGGCTTTTCCAGTGCCGCGGCCTCGAGATCCAGGCACCAGGAACTAGGCACGCTGTGTATTC 

TAACACATTGAAGGGCCTAGGCCCGCTGACGTGGGGTCTAGTTCCACTTTTTCATTACCTTT 

TCTCGGTCTTTTCTTGCTCCCACAGGCCGTTAATGGCCTGAAACAGTTTTGT^ 

TTATGATAACGATGTTTGTCCGGGTGCCACCGGATTCTATCGCGGCGAATCAAGTCT 

GTTTGCATCCATCAAGGCACTGCTCATTGTG^ 

TATCTAAACTCACAGCCGCTAGGGTAGGTGTGCCTGGCAGTGGTAAGGTAGCCGGCTCGTCT 
TTGGTCATGCGCCAATACTGTCGAACGGCCCGCGCGTAGCGTTCTTCGGCTTCAACCTTAGA 
GCTGATACCTTTTGCCTGGTCAAAGGCGAAAACGTCTACCTCGCTTTCA 
TTTCATGACTTCGTTTCAAGCGGTCTCTTTCGCTCTCGGTTG 

ATGCTTTCACCGTACTCGAAAAGCGTAGCCTCATGACTAGTTGTACCAACGCCCTTO 

TTTGCTCATTTTCGTTTTGACGTTGCGAT 

ATGTTGTCTTTGCTAGTTGCAACGTAGTCTTCTTCT 

CCTTACGTATCTTTTTTCGGCGTCGTTC 
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TATCGGCGCTTTTACTGCATGCTGTCTTTTGAAGAGAGTTTCATTG 

AAAAAAAAAAAAAAAAAAAAAAAAAGGAAAAAAGCTTACATACGGAAAGAGAAAAAAAAAAA 
AAGAAATTTTAA 

YKR040C, 167 aa (SEQ ID NO 472) 

MTSFQAVSFAIXSCNTLVACYAFTVLEKRSLMTSCTNALSFLFFLLTLRRIHRHWYK^ 

LIFVLTLRWFRGPIAWAn/DWFASOWW 

GAFTACCLLKRVSLKSSEEKKKKKKKKKEKSLHTEREKKKKKF 

YOL127W, 1343 bp, exonl : 501-513, intronl : 514-927, exon2 : 

928-1343 (SEQ ID NO 473) 

TCTTATCTTGTATGCCCGATATAGCAACCTTGTTC 

GCAATGAAGAGATGAGGAGGCATGGGTCACTTATTTAATATGTACGGGTGTTTACATGGAGT 

TGCTTTCTTTTTTTGTCTCAGCAGTCATTGTGCGCCAAAAAAAGAGAAAACCGTC 

GTCCACGCTCTGGAGTTAGGCTCTCCCATTACGGAGAGAAGCATTTCCTCAGCCTGGGAGCC 

CCGTTGGAACAGTCAGGCTAAACTGGGCCTTCCTACCCACTGCTTGCTGTTTCTCACTGGAC 

GCACAAGGGGATTTTCTTTCTACCTTCGGCTTGCCT 

CTTCGTTCGTATGCATACAATCTTTTAGATATTATCTTTTAAAATTATT^ 

AAATGTATCTCATATGCTTTTCTTCTGCTGTTGAAAAGGCTAAACAAAGAAGATC 

TAAAATGGCTCCATCTGGTATGTGAACTGCAATATTAATAGCACGAGAAAATTGAGAGGAAG 

ATAGATGGGAACTAGTAGAGTTGATATTGATGAGATACGAAAACCACACGTAAATAAACTAT 

CCGACGACAAGAATAGTGCATTAAGGACTTGATTAAGATATGGTGAGCAACGTAATTATCGG 

GCTCAACAGTTTATTAGCAATCGTTTTGATAGAAGCGTTGATGCTGTC^ 

TACTACCAACAGCCATTAACAAATCCATTAGAGTGTTCGTTCGTTTTTCTGCTCAGATTCAA 

GAAAATTATTCCATCCTCATTATACTTTTTTCTTCTATTTCGTGCTCCACGTCGAGGTAT 

AGGAACATAGTTTACTAACATTAACGAATTCATCTCCTATGAATTT^ 

AGGCTACTGCCGCTAAGAAAGCTGTCGTTAAGGGTACTAATGGTAAGAAGGCTTTGAAGGTC 

AGAACTTCTGCTACCTTCAGACTACCAAAGACCTTGAAGTTGGCTAGAGCTCCAAAATATGC 

TTCCAAGGCTGTTCCACATTACAACAGATTGGACTCATACAAGGTCATTGAGCAACCAATCA 

CTTCTGAAACCGCTATGAAGAAGGTTGAAGATGGTAACATTTTGGTTTTC 

AAAGCTAACAAATACCAAATCAAGAAGGCCGTCAAGGAATTATACGAAGTTGACGTATTGAA 

GGTTAACACTTTGGTTAGACCAAACGGTACCAAGAAGGCTTACGTTAGATTGACTGCTGACT 

ACG ATGCTTTGG AC ATTGC T AAC AG AATC GGTT AC ATTTAA 

YOL127W, 142 aa (SEQ ID NO 474) 
MAPSAKATAAKKAWKGTNGKKALKVRTSATFRLPCT 

IEQPITSETAMK3CVEDGNILVFQVSMKANKYQIKKAVKELYEVDVLKVNTLVRPNGTKKAYV 
RLTADYDALDIANRIGYI 
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FIG. 2: 

YBL051C_homolog_l 1229bp PathoSeq: 1..1229; CDS: <1..>1229 (SEQ ID 
NO 285) 

AGAGAACGTATTGAAGAGGAGAAAAG^ 

TCAAATGCTTCTATGGCTTCTTTATTGTCAGCTGCTTCAACTAC 

GTGGCTGGCACAAATCCTTCTCATACCACTGAAAGAATGTTTTTAAATTO 

CTGTTCAATGCCCCACCAGTAGAAATTAATTTTAATGATCTTGAAGTTT^^ 

TTAGTATTATACCGAGATGATATTACCAAATCTACTTTTGAATTAGCTATATCACCAGCAAATTTG 

AATATTTCTCAACGGAAAATCATATCAATTTTATGTAATTATTTGAATTTAT^ 

AATGGGTTGATAATAATTAGAAGAAAACCAGGATACATTGCTCAGTGTATAACTCAACAATCTATT 

ATTCCTAATTCTCAACAGGTGTCTGGGCCAACTCACCCGCAACAACATCAACAGAATCAACTTCAA 

CAACAGCAACAGCAACAACATCAACATCAACATCCTTCACATTCATCATCGATGATGAACCTTCAT 

CAATTGGGTGGTACATTAGCTGTTCCAGCGCACCCTGAATTATTAAGATCCCAATCGCAATCAGCA 

TTACCGTTGCCAAGATTGAGACAGCAAACCTCTACACCAATTCAACAAAATCAACAAGTTCAGCAC 

CAAAATCAACCACCACAACAACAACAGCAACAGCATGTTCAACCACAATATAATTATTACAATCAG 

CAATCTATTCAAAGCCAACCACATTCTGCGAGACCTTATTCTCAATCATATAATATTTATCAACAA 

CAACAGCAACAGCAGCAACAACAAGCTCAACAACAAGCTCAACAACAACAACAACAACAATTACAA 

TATCAACAGGGACACGAGTCACAAGTTTCAACACCTACATTGAATTCTTCT 

CTTAGATCAAGTAGCAGTAGATCATTTGTTGATGTGAGATCCACACCTCCCACAAGTAGTTTTGCT 
CAACAGCAACAACAACAACAACAACAACAGCAACAGCCGCCACTAACTTCATCAATCCATGATTCT 
CCAACACCACATCATCATTTACCACTTCAACAGCAGCCACCACAACCAAATCATTACCTATCCAAT 
TACCATCAGGGGGTTGGATCTCAACCAAAAACTCCATTGGC 

YBL051C_homolog_l 409aa (SEQ ID NO 286) 
RERIEEEKREKRGQLEEQHRSASNASMASLLSAASTTAATK 

S FNAPP VEINFNDLEVLEL YTQLVLYRDDITKSTFELAI S PANLNI SQRKI I S I LCNYLNLLELFD 
NGLI 1 1 RRKPGYI AQC ITQQS 1 1 PNSQQVSGPTHPQQHQQNQLQQQQQQQHQHQHPSHS S SMMNLH 
QLGGTLAVPAHPELLRSQSQSALPLPRLRQQTSTPIQQNQQVQHQNQPPQQQQQQHVQPQYNYYNQ 
QSIQSQPHSARPYSQSYNIYQQQQQQQQQQAQQQAQQQQQQQLQYQQGHQSQVSTPTLNSSSAAAL 

LRSSSSRSFVDVRSTPPTSSFAQQQQQQQQQQQQPPLTSSIHDSPTPHHHLPLQQQPPQPNHYLSN 
YHQGVGSQPKTPL 

YBL051C_homolog_2 2 153bp public: 1..2153; CDS: 501.. 2150 (SEQ ID 
NO 287) 

ataaacaaaaaagaagcacgaactgtgggcaacaacaacaacaacaacaacaaaa 

ctggaaaatcaaaattgaactccaaccagcagcggcggcggcgacagaaaaatatattaacagaat 

acttttttgtattcaactctctaactctttctatttttt^ 

aatcaacaatagcaggatatccattcatatacaaatagataaactgtttaattaat^a^ 

atttgatttgggaaaaaacaaattttatatt^ 

aagctttaattcccacctatcaaatttcattattattttgtt^ 

tttctttctttctttcttttttggaacaaagtaatagccg 

attcatattacattgacttttgacaagaggtatatat^ 

cgaatcaaatgggcactgtaatcx1aacgtcgtccctctctatcatcattatcgtcagc 

ATTCTTCTTCCAATTATGGTGGAAATCCTACACCCAATCCCAACAATTCCAATACCAATAACAATA 

GTAGTGGCAATAGTAATAACAACACTCATGGCAATAACACTCCCAAATTATCAACTCAAAGATTGA 

CAAATAATAGGAATTTACAATCCTTGTGGATAAACCAACCATCTATTGCTCCTTCTAATGTTG 

CTTGGGTGGAACAGCAACAACAACAAACCCTTGATCTGTTGGAAAATAATACTAAAACAGACTCCA 

GT AATG ATGCTTCTGCT ACT AAT AAT AAT AATGTTAATGTT AATGTTAATGC C AATGC C AATGTT A 

ATGCCAATGCCAATATCCATGCCCAAACCCATGTCAACACAAATGTTAATGCAAACACAACAGCAA 

CTAGTATTAATGCTTCCACGATTTTAAATACTACACCAAGTATTAATGACACTAATGATAATGCCA 

AAAAAATTAATGTTTCCATGATTAGTAATAACAATAACAATAACAGTAACAATAATAACAACAACA 

CTAACAATAGTAGTACAGGAAGTTCTAACATTGCAAACATGCTTCCTTCTGTTTCTAATGCAACGA 

CAATGAATAACAGTAATAGTATCAATAGCACCACAAACAATACTACAATTAACGAAGCTGATGATG 

ACGAGTTAATTCCTACTGCGATTGTGATTAAAAATATTCCATTTGC^ 

TAGATGTGATGACAAAATTAAACTTGCCATTACCATATGCCTTTAATTATCATTT^ 
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TGTTTCGTGGATTAGCATTTGCCAATTTCACATCTACAGATGAGAC 

TGAATGGAAGAGAAATAGGTGGAAGAAAATTACGTGTTGAATACAAAAAAATGCTO 

AAAGAGAACGTATTGAAAGAGAGAAAAGGGAGAAAAGAGGTCAATTGGAAGAACAACATC 

CATCAAATGCTTCTTTGGCTTCTTTATTGTCAGCTGCTTCAACTACAGCAGC 

GTGTGGCTGGCACAAATCCTTCTCATACCACTCAAAGAATGTTTTC 

CC CTGTTC AATG C CCCACC AGTAGAAATT AATTTT AATGATCTTG AAGTTTT 

AATTAGTATTATACCGAGATGATATTACCAAATCTACTTTTGAATTAGCTATATCACCCAGCATAT 
TTGAATATTTCTCAACGGAAAATCATATCAATTTATGTAATTATTTGAATTT 

ATAATGGGTTGCTACTAATTAGAAAAAAACCAGGATCCATTGCTCAGTGTATAACTCAAAAATCTA 
TTATTCCTAATTCTCAACAGGTGTCTGGGC 

ACCAACAGCAACAGCAACACACATCAACATCAACATCCTTAACATTCATCATCGATGATGAACCTT 
CATCAATTGGGTGGTACATTAGCTGTTCCAGCGCACCATGA 

YBL051C_homolog_2 550aa (SEQ ID NO 288) 

mdfrnlsttpnqmgtvmqrrps ls sls sasgys s snyggnptpnpnnsntnnns sgnsnnnthgnn 
tpklstqrltnnrnlqslwinq 

vnvnananvnananihaqthvntnvnantt ats inasti lntt p s indtndnakkinvsmi snnnn 
nnsnnnnnntnnsstgssnianmlpsvs^ 

pfaikkeqlldvmtklnlplpyafnyhfdngvfrglafanftstdetsavvnqlngreiggrkl 

eykkmlpaqererierekrekrgqleeqhrsasnaslasllsaasttaatknlsvagtnpshtter 

mflnlpfnnssfnappveinfndlevlelytqlvlyt^ditkstfelaispsifeyfstenhinlc 

nylnllelfdnglllirkkpgsiaqcitqksiipnsqqvsgpthphhhqknqlhqqqqqhtststs 

ltfiiddepssigwyiscssap 

YBL066C_homolog 3254bp PathoSeq: 1 94/2146 . . 3254, public: 

95.. 2145; CDS: 501.. 3251 (SEQ ID NO 289) 

ATAAAAAAAGAAATACAATTAAAAAAATTTTCCTTCTGT 

AACAAAGCTTAATAATTTCTCCCATTCAAATTT^ 

CAGTTTCTTTTCTTTTATATATTTTTTCTTACTTTCTCTTCCT 

AATATTCTTTTTAACTTATTTTTCAATCAAGAAG^ 

TCCATATTACCAGTTGTGGAATAATCAGAAGAAAAAAAAAAAAGAGAGAAAAATCACGGGAATTAC 
GTTCTCAACAGAAAATAACAATAATTTTTTTTTATTCATTCCAAGGTAT 

TAATATAAAATTATCACCAAAGCTGCCATCAACGTGTGTCGACAACCAATCGACTCCTCCCTTAAC 

TAGAACCATAGAACCTCAACATTTGTTTCTATAGAAAAATGAAGTTTGAAAAAGGTAAAGTGAGAA 

TTTTGCCTAAACCATCCCCTACACGAACCAACCCACAAACCCCATTGCCATTACTTCCAGCTCAAA 

CTAAACCTGTAAACTCAAAAAGAAAATCAGCAGCCAGTACACCTGGAAATGAATCAAAGAAATCAA 

GAAAATCAAATTCTACAGCTTCAACACCCAACAGTGCTACACCAACATCAGTCGGAACACCTCCAC 

AGAAAACTTCCAAACCAACAGGTCATAGGCCAGTGACTTCATGTACTTTTTGTCGTCAACATAA 

TCAAATGTAATGCTTCAGATAATTATCCAAACCCATGTGAAAGATGTAAAAAAATG 

GTGAAATTGACCCCGAATTTAGACCTCGCAAAGGGTCACAAATCCAATCATTGAAACTGG 

ATGAATTGAAGGCCAAGATTGAAATGTTGACTAAAAATGAATC 

AACACAATTTGAACCACGCTTCGCAACAGCAACAACTGTCTGGATCGCAATCTCAACAACAACATC 

CTCCAAATCGACAACGTGCATTGTCATATACGTCTGCAAACTCATCACCACAAGTTGCATT^ 

ATGCATCGCCAATTCCTTCTGTGACAAGTATTCAACAAAATGCACCGTTGACTCACGAAAATTCCG 

ACAATTCTCCATACGCTTTAAATACACCAGAAAACATTGAAGAATTACAACCAATCTCAGAATTTA 

TTTTGGGTGACGTTACTTTGCCATTAAACAGGGCCAATGAGTTACACGA 

ATTTACCATTTTTGCCAATAATAATATCTCGATCTGCCAC^ 

TTTTCTGGGCCGTGATTCTTACCGCAAGCTTATCAGAACCAGAACCCAAACTT 

CATCCTTAATTAAACAATTAGCAATTGAAACATGTTGGATTAAAACACCAAGATCAACTCATGTTA 

TCCAAGCCTTGATCATACTTTCAATATGGCCGTTACCTAATGAAAAAGTTTTC 

ATAGATTTGTTGGATTGGCAAAGAACTTGTCATTACAAT^ 

TTCAAGAATTTAGTCGGAATCAAGTAAGTCTAGGACCTGATGCAGAAAGGTGGAGGACT 

GGTTAGCAGTTTTCTTTTGTGAACAGTTTTGGTCATC 

CTACTGATTATTTATTAGAGAATGCTCGTGTTGATAAATCGTTC 
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TTTCGCTATCTATTTTCCAATGCAAATTAGTTAA 

GTTTATTGGAGCCTCTGAATCGTGCTGGTTCACTTAGTTTATTGGAT^ 

GATTTAAACTTCAATTTGAAGAAGGGGGGCCAATTGAAGTATATTATTTC 

TCTGCTGCTTTGCCTTTTTACCAGGTACACCTATCGAGGATCAAGT^ 

ATTTATCAGCAACAAGAATCGTGACAATCGTTTCTAAAATGGTGAATGACATTTCATTC 

TGCCAATATATATCAGAC^GCAGTGACATATAGTGTTTTCATGTTGTT 

GATATTTGATTGACAAGTATGTGGATAGTGCTAGACAGC 

GAAACACGTTGAGTTCCTGGAAAGATTTGCAAAACGATAT^ 

ATTTGAACATGGTGTTGTATAATTATCCTGAAATATTTTTAAATGA 

GTATTATCACCAGAATGAGGTCACATTTGACAGCATCTTTATTCTATGATTTGGTTTGGTG 

ATGAGGCAAGAAGACGATCAGTACTTGATAAGGGGAAAAGACAGGCTCAGCCTAACAAGAAAATCT 

TGCCCTTGCCATTTTACAACCAAATCACTAAGGATGATTTCAAGACAATO 

ATGGAACTACTATTACTACATTAGTTCCAACTGATCAAGCTATGAATCAAGCAAAACTGAAATCTT 

TTGATTCCAGCAAACCACTTGAAATAAATGGTATTCCCTTACCTAT^ 

CAAGAGAAGTTTTAGATTCTTTACCCTCGCAATCTTTACCATCACAAGCACCAACTCTTC 

ATCCAATGCAGCAAGATCAACAACAGCAAGAACCATCACAACAACAACAACAAAAGCACCTGCAGC 

AACTGCAGCAATACCAACAACAGCAGCAATCGAATCAACAGCAACCACATCTTCAACATCAAAGAC 

AGTTTCAACAATCACCACCACCGCAATTTTCAATGAT^ 

CTTTTATTTTGGCAAACTCACCGTTACCACAAACTTATTTC 

CACCAGAAGTAAAACAAGAAAACTCTGTTGCTCCATTTGCATCTCAAATCACCAACTTTTTTGATC 

AACAAACAAGTGGATGGTTTAATAATGATAACCAAGATC^ 

ATATGATGCAAGAGAAATAA 

YBL066C_homolog 917aa (SEQ ID NO 290) 

MKFEKGKVRILPKPSPTPTNPQTPLPLLPAQTKPVNSKRKSAASTPGNESKKSRKSNSTASTPNSA 
TPTSVGTPPQKTSKPTGHRPVTSCTFCRQHKIKCNASDNYPNPCERCKKMGLKCEIDPEFRPRKGS 
QIQSLKSDVDELKAKIEMLTKNESLLTQALNQHNLNHASQQQQSSGSQSQQQHPPNPQRALSYTSA 
NSSPQVAFSNASPIPSVTSIQQNAPLTHENSDNSPYALNTPENIEELQPISEFILGDVTLPLNRAN 
ELHDKFMTTHLPFLPIIISRSATELYHKSQLLFWAVILTASLSEPEPKLYMSLiASLIKQLAIETCW 
IKTPRSTHVIQALIILSIWPLPNEKVLDDCSYRFVGLAKNLSLQLGLHRGGEFIQEFSRNQVSLGP 
DAERWRTRSWIAVFFCEQFWSSLLGLPPSINTTDYLLENARVDKSLPKNFRCLISLSIFQCKLVNI 
MGISVTRPDGLLEPSNRAGSLSLLDRELERLRFKLQFEEGGPIEVYYLYIKLMICCFAFLPGTPIE 
DQVKYVSFAYLSATRIVTIVSKMVNDISLIELPIYIRQAVTYSVFMLFKLHLSRYLIDKYVDSARQ 
S I VTVHRLFRNTLS SWKDLQNDI SRTAKVLENLlSnyiVL 

LF YDLVWCVHEARRRSVLDKGKRQ AQ PNKKI LP L PFYNQ ITKDDFKTITTTS PNGTTI TTLVPTDQ 
AMNQAKSKSFDSSKPLEINGIPLPMLEATGSTREVLDSLPSQSLPSQAPTLQQYPMQQDQQQQEPS 
QQQQQKHSQQSQQYQQQQQSNQQQPHLQHQRQFQQSPPPQFSMISSTPPLQQPPFILANSPLPQTY 
LPKIDEMNMSPEVKQENSVAPFASQITNFFDQQTSGWFNNDNQDDDFLGWFDVNMMQEK 

YBL078C_homolog 908bp public: 1..908; exon 1: 417.. 449, intron 1: 
450.. 533, exon 2: 534.. 908 (SEQ ID NO 291) 

TTATTATTACTATGACACACACTTACTCTCTTCTATGTCTCCGCTTACATCACACATCATAC 

GAAAACACCCACCCCCTTTTTCTTATCTACAAAAAAAAAATAACAAACTCACTATAACTACTAAAC 

CTTTTTTTTTATTTATTTATTTTC 

TACATCCCCATCGATTCATCTGACATAATAGTATGTATGATCATACAGAGGGAAAATCACCCTTTT 

TATTATTACCAAGGTCTCAATGATTAGTGTGGCTAGCGTCTGTTACTACTTACCCCGTGTTTGTAG 

ATAATTGCCACTCAATCTTTAATTGACCATCGACCACAAAAATAATATGGAAATAATACTAA 

ACTTAGAAACATCACTCATAATGAGATCACAATTCAAAGACGAGCATCCTTTTGGTATGTATTACA 

TGATTTTTAGTCCTCTGAATCTTCTTCCGATCATCATATACTAACATTTTC 

TAATAGAAAAGAGACAAGCCGAGGCAGCCAGAATTGCTCAGAGGTTCAAGGATAGAGTACCAGTCA 

TCTGTGAAAAGGTTGAGAATTCCGATATCCCCGAAATTGATAAACGTA 

ATTTGACTGTTGGTCAATTTGTTTACGTTATTAGAAAAAGAATCAAGTTAC 

TTTTCATCTTTGTCAATGACATATTACCCCCAACCGCTGCATTAATCAGTACAATCTACGAAGAAC 
ACAAGGACGAAGATGGTTTCTTATACGTTTTAT^^ 

CAATTGACATTTCATCATTAGATTTCAGTGATATCCCTGATTATGTTTAA 
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YBL078C_homolog 135aa (SEQ ID NO 292) 
MRSQFKDEHPFEKRQAEAARIAQRFKDRVPV^ 

RIKLPSEKAIFIFVNDILPPTAALISTIYEEHKDEIX5FLYVLYSGENTFGEKLAIDISSLDFSDIP 
DYV 

YBR073W_homolog 2891bp PathoSeq: 1..2891; CDS: 501.. 2888 (SEQ ID 
NO 293) 

gtggcacatcccaggaagtagagcatggacagttcgtatggtattgctgtgcatacgatacaaaaa 

aaacagaaacgagaaaaaaaatcgatcgtcaacctttatcaactcatctacagcagcagcaaagtt 

cgtccctaaatatgagtcaagtccaacagaaacccaaatcgtttggtagattgtataccatgtact 

actttcattttccatttgttatgcttacgacaactgaaaccatgct^ 

tgtttgccttattggttgcctatgggatctacgcttatttgccttcaa 

ccagagcatactattatgtttttggcatggatattagtaccatcaacggttatgcaaag 

gtctacttagttttatagtttaaaaatttgttaatataaacccaaagtttc 

gctcgactaaaaaagaattttgtcaaacgcgtatcagaa 

atcaaatgaatgttcgacctaatgctccgtttcggcctcctagaccaataaaggggggtgttgcgg 

tggtgcagaaagtagtaaaacgaaaattgcccactaccaccaatcctaaacctgcaaagattttga 

ctaccgatcccggctcaacaaaatacgtgatccaatggagaaagaaaacttcaaagaagaacaaaa 

catgggacggtgatgggtatgccgtgattaaacagcttgagaatggggcatgcgagatatctatca 

agaactctgatggct^aacctatggggaaaagagtgtttactgcgacacctaaccttgacgacgtga 

ttagtgtgggaccctatgaattagaattagacgaaaaagtagggtctaactcaactccccagacag 

tgacacgtgttacccaccagttcaaaaaggttgctcctcccacagctagtagtcggaaaccgcttt 

atgacgactgtgccgatgccatcgcgttgcctcctcctccaaaagccaaagattatgtcaaagtaa 

atatcgatccacatttggcaaaagtgcttcgtccgcatcaggttgaaggtgtgaa 

agtgtttaatggggtaccgtgggtttggcgggcacgggtgtttgtta 

ggaaaacgttgatgacaatcactacaatctggacgttgctcaaacaaaacccgtttatggaa;^ 

GTGCAGTGGTAAATAAGGTATTGGTGGTGTGTCCTGTCACGCTTATTTCCAATTGGAGACAGK5AGT 

TTAGGAAATGGTTAGGTGCTAATAAGCTAAACGTGTTGACGCTCAACAACCCAATGTCAAACGAGA 

AACAGGATATACTCAATTTTGGAAAGTTGAATGTGTACCAAGTGTTAGTGGTGAAT^ 

TTGTGGCACATTTTGATGAACTCTCAGCGGTCAAGTTTGATTTGTTAG 

GTTTGAAGAATAGTGCAAATAAAGTATTGAATAATCTTATCAAGCTCAATATTCCGAA 

TTTTGACGGGTACGCCGATTCAAAACGAGTTGGTAGAGTTTCACACGTTGATCTC 

CGGGTGTGCTTCCCGAGCTAAAATTGTTTCAGCGAAACTTTATAACACCTATATC 

ATATCAACTGTTTTGACCCTGAAGTGAAGAAACGCGGTGAAGAGATATCGCAGCAGTTGATTGAAT 

TGACTCAGAGTTTTATTCTTAGACGTACACAAGCGATTTTGGCTAAOT 

ACATTTTGTTGTTTGTTCCACCTACATCGTTGCAGCTCAAGTTGT^ 

AGAAATTTAATCAGTTTGAGGCATTTACCATGATCAATTTGTTTAAAA^ 

CGTTGTTGGCCGACGACGAGTTATTTAAAAAGATTGTTGAAGAAAAGTT^ 

CCGGTAAAATAAACATTCTTGTGCCGTTGCTATTGGAAATTGCOT 

TAATTTCCAACTACACCAAGACTTTGGACTTGTTGGAACA 

TTTCGAGATTAGATGGGTCGACCCCCAACAATGTGCGTAGCAAGTTGGTTAATC 

ACCCCGACATAAACGTATTTTTATTGTCGTCGAAATCTGGCGGGATGGGGATCAACTTGGTCGGGG 

CTTCGAGGTTGATTTTGTTTGACAATGACTGGAACCCAGCGACCGATTTGCAATCGATGT 

TTCACAGAGACGGACAATTGAAACCGTGTTTCATTTATAGGCTATTCACCAC 

AGAAAATCTTTCAGCGACAGCTCGTGAAGAACAAATTGAGTTCCAA 

CGTCC AAATC TG ATGTGTTTG AC AATG ATG ATTTG AAG AAT ATTTTTG AG AT AG AT AC ATCGAC AA 

TATCCAATACTCATGATTTATTAGAGTGTGTGTGTGAGGGCGACGGGTCGATGTTGAGTCAGCCAA 

CCATAGAGGAAAGCGAACCACCCCCAAAACAAGCATGGGTTACTGCATTAGAGCTTAAGAAGAAGA 

TTGACGATGGTGAGGCGCTAAAGAGGACGGCTGTTAAATTTGCCTTGAA 

ATCCAGAGGTGAACCGTAATTTGGATTTTGATTCTGCGCTACACCGAATTGC 

ATGAAAATAAGCAATTGCCAATTACATTTATAATGCTGAGAGTAACTAATTAA 

YBR073W_homolog 796aa (SEQ ID NO 294) 

MFTLFFFTTDQMNVRPNAPFRPPRPIKGGVAWQKVVKRKLPTTTNPKPAK 

RKKTSKKNKTWDGDGYAVTKQLENGACEISIKNSDGKPMGKRVFTATPNLDDVISVGPYELELDEK 
VGSNSTPQTVTRVTHQFKKVAPPTASSRKPLYDDCADAIALPPPPKAKDYVKVNIDPHLAKVTjRPH 
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qvegvkfmyeclmgyrgfgghgcllademglgktlmtittiwtllkqnpfmekgavvnkvl 
tlisnwrqefrkwlgankijvtvlt 

dllvcdeghrlkns ankvlnnliklni pkki vltgtpiqnelvefhtli sflnpgvlpelklfqrn 
fitpisrardincfdpevkkrgeeisqqlieltqsfilrrtqailanyltqktdillfvpptslql 
klfdyitnlkkfnqfeaftminlfkkicnspslijy^delfkkiveekfnlgmasgkinilvpllle 
iaslgekivlisnytktldlleqvlrkvsltf;sr^ 

ggmginlvgasrlilfdndwnpatdlqsmsrihrdgqlkpcfiyrlfttgcidekifq 

sskfldndatsksdvfdnddlknifeiiyrstisnthdllecvcegdgsmlsqptieesepppkqaw 

vtalelkkkiddgealkrtavkfalndyrhynpevnio^dfdsalhriannssyenkqlpitfims 

RVTN 

YBR086C_homolog 2643bp PathoSeq: 1..2643; CDS: 501..>2643 (SEQ ID 
NO 295) 

AAAGAATTTCAAATTTAGTTTTAGGTGATAATTATC 

CTTTGTGTACTCATACGATGGTTGTTATTAGTTAAAGTTGCTTTGCTTT^ 

TCACAATTGAATTTCAGAATAGAATTAGTTTCAC^ 

TTCTTCTAATTTAGTTTACAGAATAGAAAGAATAGTTTGCTTC 

TTGTTTGGAATAATTTATTACTTATTCAATATATTTT^ 

TTTATACATTTCAATCAACCTTCCAACAATCCTATAATTACTTACTTACCTTCT^ 

ATTGGATTTGAATTGTTACAATTGAATACTTCAACGAGATGACTTTACCAATT 

CTGATTATTATATTTCCGTCAATTATCCTACCACCGATAATGGATCACCAACCCCACAAGCTGAAA 

AATCATTGAAAACATTAATTGATTTATTATACGATAAAGGGTTTGCCGCCCAAATTAG 

ATCTAGACCATTTGTTAGTCTTTGTTAAATTGTC 

ATTTAATTAAAAATTATGAATTTGGTGTCACGGGTAAAGATGACGTGTTAGCTT 

TTATTTATCAATACTTAACTTATCCACAATCAGTTGGTGGATGTGGTATTACTCCTAATTCTGGGG 

ATTGGAAATTTGTCACCAGTATTGTTCCAATTACTAATGCCTTTAATGA 

ATTTAAAAATTAATGTTACTCAACCAAATTTATCAATTGCCACTATCAAAAAGACATATGGAGTTG 

AAGTTGCTCTTTATTTTGAATATATAAAAC 

GTCTTGTATCTCATTTTAGAAAAGATAAACGA 

GGGGGGTTTTATTCCTTGCATCATGGCATAGAAGAGAACAACATTTGG 

AAAATAGTCATTTAATTGAAGAACATAATTCCGAATTGGCTAAAGTCAATGAAAGATATG 

AATCAACTTATTTCCATGCAAATAATACCAATGGATTCAGATTTTTAAAAC^ 

CCATTGCCTTGGTGTTTGTTGGTGTTTTGATTAGTTATCAATTG 

TTTTAACCGATATTTATGATGGCCCCGGGAAATCTTTATTGACTTTATTAC 

GTGTATTTGTGCCAATTTTGACCATTGTTTATAATGCTGTCACGGAT 

ATCATGATAACCAATATAGCAAAAATAATTCTATTC 

CTGGTTATGTTCCATTAATCATCACTTCATTCATATATTT^ 

ATTTAGGTGATATTAAAACCACTATTGCCACATATGCTGGTGAAAATAGATTCTACACCAAATACT 

TGTTGAAATTAAAGAGTCAAGAAGAATTTAAAATCAATCAAGGTAGATTAGAT^ 

ATTTCATTGTCACAAATCAAGTTATACAATTGGTATTGAAATATATTCTCCCATTGGGTTTAAGAT 

TTGTATTTAATTTTATTGAAACGAAAATTCAGAAGAAACCT 

CTGATGAATCTATTTGGTTACATAATGTCAGATTATC 

ATGATTTTAGAGGATTAGTTTTACAATTTGGATATTTGATAATGT^ 

CACCATTGGTTTGTATTATTTTCAATTTAATTTTTTTC 

GTAAATATTTCAAACCACCAGTTCCAAGAAGAGTTGATTCTATTCATCCATGGAATT^ 
TCTTGTTAGCATGGATTGGATCAATTATTTCC 

CTCCACCAAAATCTATGGGTCAATTTGCCCTTGATAAAGCTAGTGTTCATGTTTCATCCTCAGTTT 
TCTTGGTTTTATTAATGTTTGTTTCAGAACAT^ 

TCTCTTCTTTGTTCAAGAGTCAAGTTGAATGGGAAAATGATTTTGTTGATAATGA 

GACATGATTATTATTCTGGGAAAGTAAAACCAACTTATAAAGTCCACTCGGATGAGTTGTGGGAGA 

AGTTTACCCCACAATCAACTTTGAATTTCACTGGTCCTAAACCAACCGCA 

TTGAAAAAATTGCTTCTACCGAAGATGCTTATCTGACTTCTGCAGAAAAATCTACTACTACTGC 
CTT 

YBR086C_homolog 714aa (SEQ ID NO 296) 
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MTLPIQDLEPDYYISVNYPTTDNGSPTPQAEKSLKTLIDLLYDKGFAAQIRPGDLDHLLVFVKLSS 
YKFSEEAEKDLIKNYEFGVTGKDDVIA 

AFNETTLVEDLKINVTQPNLSIATIKKTYGVEVALYFETYIKHYTFWLLLLSIIGLVSH 
LTFAFINLLWGVLFLASWHRREQHLVNWGVQNSH^ 
RFLKQLAFIPIALVFVGVLISYQLSCFCIEIFLTDIYIXSPGKSLLT^ 
VTDIIIKWENHDNQYSKNNSILVKTFVLNFL^ 

GENRF YTKYLLKLKSQEEFKINQGRJLDAQFF YFI VTNQVIQLVLKYI LPLGLRFVFNF I ETKIQKK 
PQLQTKDDNPDESIWLHNVRLSLKLPEYNVDDDFRGLVL^^ 

KLDNF KLLNGKYFKP P VPRRVD S I HPWNLALFLLAWI G S 1 1 S P WTAFYRHGT AP PKSMGQF ALDK 
ASVHVSSSVFLVLLMFVSEHGFLILSYLLFEFSS 

KVHSDELWEKFTPQSTLl^TGPKPTAETDDKVEKIASTEDAYSTSAEKSTTTAT 

YBR093C_Jiomolog_l 1 7 84bp public: 1..607, PathoSeq: 608.. 1784; CDS: 
399.1781 (SEQ ID NO 297) 

CGGTAATTATGTCACAAAAACAAACAATCAACATATT 

CTAACACCTTTTATTTTGTGTTATACAAATTGCACAATCAAT^ 

GGGCTCTGTTTAGTTTAACTTCTTGTAGTTTTATT^ 

TCGTACAATAATGTTAATTCAATTCTAAATTCCGATGAACCGAACACACAAAAAACATCCAGTTCT 
GGAGAGATTTTTCAAAACTTCTATTATAAATAGAACCCTATAAGTCCATAATAATTCAA 
ATTATTTTCTTTTCCCTTTTCTGATTACTTTCACCAATTTO 
TCATGGTTTCTGTTTCTAAATTAATCAATAACGGGTTGTTATTAACTAGTCA 

ATGTTGCTACTCCGCAACAAGCTTCTGTGCAACAATACAATATACTCAATTTTCTTGGCGGTAGTC 
CCCCTTATATTCAAAGAAACGGATATGGGATTTCTACTGATATCCCTGCTGGTTGTGAAATTGCT 
AAATTCAATTGTATTCAAGACATGGTGAAAGATACCCAAGTAAAAGTAATGGTAAAAGTTTAGAAG 
CAATTTATGCTAAATTTGAAAACTACAAAGGTACTTTTAAAGGTGATTTGTCA 

ACACTTATTTTGTCAAAGACCAGAGTAACTATGCTAAGGAAACTAGCCCAAAAAATTCTGAAGGAA 
CCTATGCCGGTACAACCAATGCCTTGCGTCATGGTGCTGCGTTTAGAGCCAAATATGGATCCTTAT 
ACAAGGAAAACTCAACTTTACCAATCTTCACATCCAATTCTAACAGAGTACATGAAACTTCAAAGT 
ATTTCGCTAGAGGGTTTTTAGGTGATGATTATGAAGAAGGTAAAA 

CTGAAGATGCTGATCTTGGTGCCAATAGTTTGACTCCTAGAAGTGCATGTTCCAAGAACAAAGAAC 

TGAGCAGTAGTACTGCCAAAAAATATAACACAACATATTTAAATGCTATTGCTGAAAGATT 

AACCAAACCCAGGTTTGAATTTGACTACAAGTGATGTC^ 

AAATCAACGTCAGAGGAAGTTCACCATTCTGTGATTTATTCACCAATGAAGAATTCATTAAGAACT 

CTTATGGTAACGATCTTTCCAAATATTATTCTAATGGTGCTGGTAATAATTACACCAGAATCATTG 

GTTCAGTGATTTTGAATTCATCCTTGGAACTTTTGAAGGACACTAAGAACTCTA 

TATCATTTGCTCATGATACTGATTTGGAAATTTTCCATTCTGCTTTAGGATTATTGGA 

AAGATTTACCAACATCTTACATCCCATTCCCTAACCCATACGTCCATTCTTCTATTGTTCCACAAG 

GTGCCAGAATATACACAGAAAAACTTCAATGTGGAAACGATGCTTATGTTAGATACATTATCAACG 

ATGCTGTCGTGCCAATTCCAAAATGTGCTACTGGTCCAGGGTTCTCTTGTAAACTTGA 

AAAATTTCGTTAAAGAAAGAATTGGAGATGTTGACTTTGTTAAA 

ACCCATCTGAGCTTACTTTCTACTGGGATTATAAAAATGTCACTTACAGTGCTCCT^ 
AA 

YBR093C_homolog_l 461aa (SEQ ID NO 298) 

mvsvsklinngllltsqsvfqdvatpqqasvqqynilnflggsapyiqrngygistdipagceiaq 
iqlysrhgerypsksngksleaiyakfei^kgtfkgdlsfijtoytyfvkixjsny;^ 
yagttnalrhgaafrakygslykenstlp i ftsnsnrvhetskyfargflgddyeegktvkfni i s 
edadi^ansltprsacsknkesssstakkynttylnaiaerlvkpnpglnlttsdvnn^ 
iwrgsspfcdlftneefiknsygndlskyysngagn^ 

sfahdtdleifhsalgllepaedlptsyipfpnpyvhssivpqgariyteklqcgndayvryiind 

AVVPIPKCATGPGFSCKLDDFENFVKERIGDVDFVKQCGVNSTYPSELTFYWDYKNVTYSAPLEL 

YBR093C_homolog_2 1871bp public: 1..1752, PathoSeq: 1753.. 1871; 
CDS: 501.. 1868 (SEQ ID NO 299) 
GAGTTTTATGGGATTGGGTTTTTCAATTAAAGACTC 

TTATTTAACGATGCAATAATTATTTCAATGTGAGCTATCCATGAATCAGTC 
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GAAGAAATTGGTCAAAATTTGACAATGT 

AATGGAGATTGTTGAGTGTACATGAAAAATACGTAGTTAAATTTTGTTTC 

GCCACTTTTTTATCCGATTCTTGATATTA 

AAACACCCCCAATGATGAATGTTTGTATTTATAGCC^ 

CGACTCACCGACGTTCTCACACAGTATGTGCTTTTTTCATAAGTATGATTTGAACCCT 

AACTTTCATAATAAACATAATTCTTTCCAGACAACTAAATGGTTGGTTTATCAC^ 

CTGGGTTTATTCTAAGTGGACAATCTGTTTTCCAGGATGTTGCTGCCCCACATCAAGCAT 

AACAATATAATATTGTCAAGTACCTTGGTGGCAGCGGTCCATATATTCAAAATTCAGGGTATGGGA 

TTTCTACTGATATACCAGAAAAATGCACTATTGAACAAGTTCAAATGATTAGTAGACATGGTGAGC 

GATTTCCTAGTAAAGGAGATGGGAAATACTTTAATTCAGTGATGGAAGTTOT 

AATTTCATGGAGATTTATCTTTTTTAAATGACTATGAGTAT^ 

AAAAGGAGACTACTCCTAAAAACTGAAAAGGTCCATATTTTG 

GAGCTTATTTTAGAAAAAGATATCAATCACTATTTGACCAAAAGGAGAAGCTTC 

GTAATTCTGGAAGGTGTTATCAAAGTGGTGTCTATCT 

CAGAAGATACAGTTGAATTTGTTGTTGTTGATGAAGACAAAAAAATGGGT^ 

CAAGATACGCTTGTAAAACTTTGAATCAAGATTTACACAAAGATTTGGTGAATCAGTACGATAAGA 

CTTATTTGGACGATATTTTATCTAGATGGCTAGTAGACAATCCTC 

AGGTCTCGTCATTATTTCTTTGGTGTGCCTTTGAGATTAACGTTAGGGGGTATT 

ATCTATTTACAAAAGATGAATTTATCAGAAGTGGGTACCGAAACGATGTTGGT 

CTGGTCCAGGTAATAATATGACAAAGGTAATTGGCTCACCTATGGTGGAAGCGTCGTTGAAAATGC 

TTCAAGAAGATTCAAAAATTTGGTTGACATTTACCCATGATACTGATATTGAGATC 

CTTTGGGATTGATTGTTCCACCAGGGGATTTGCCCG 

ATGCAGCAGAATTTTTCCCTCAAGGTGCTAGAACTTACACTGAAAAATTGAAATGTC 

AATATGTTAGATTTATTGTGAATGATGCAGTTTATCCATATCCGGATTGTAGTGGAGGTC 

TTACTTGTGAATTGAATGATTTTATCAAATTAGTTAAAA 

TTCAATGTGAAGTGGACGGACCAGCGGAATTGACATTTTATTGGGATTATAA^ 
ATGCGCCGTTAATAGATCAGTAA 

YBR093C_homolog_2 456aa (SEQ ID NO 3 00) 

MVGLSRVLNAGFILSGQSVFQDVAAPHQASIEQYNIVKYLGGSGPYIQNSGYGISTDIPEKCTIEQ 

VQMISRHGERFPSKGDGKYFNSVMEVFKRYGEFHGDLSFLNDYEYBVTN 

FGTTNLLRHGAYFRKRYQSLFDQKEKIAA/FTSNSGRCYQSGVre 

KKMGGNSLTPRYACKTI^QDLHKDLVNQYDKTYLDDILSRV^VDNPGLDLSADQVSSLFLWCAFEI 
NVRGYSPFCNLFTKDEFIRSGYRNDVGNYYQTGPGNNMTKVIGSPMVEASLKMLQEDSKIWLTFT 
DTDIEIMYLTSIX5LIVPPGDLPVDRVPFPNPYNAAEFFPQGARTYTEKLKCGEKQYVRFIVNDAVYP 
YPDCSGGPGFTCELNDFIKLVKSRLHDVDYKLQCEVDGPAELTFYWDYKDRKYNAPLII^ 

YBR093C_hoinolog_3 1888bp PathoSeq: 1..1656, public: 1657.. 1888; 
CDS: 500.. 1885 (SEQ ID NO 301) 

TGTAGTATAAATAAGGGTATGAAATACCAACATCCCAGAATATCAACGAGATAGAAGAGAGGAGTT 

TCAATATATATCTTGTGAATAATAACTTCGTTCTAATTCACTATACACAACTAGACGTGTAC 

TCAATCTCAGGTAAAGAAAGTTTATATTCCATCACTATATAACAACAATCAGGCTTTGCAAAA 

CATTTAAAACTAATACTGGTAATATGGAAATATAACGCCTCGTAGTTCTACGCACGTGGCATCCTT 

TATCTATTTATTCAATTTACCCCTAATTTATGAATTAGCTTAATAAGAGCAGTCAAATO 

CTCAATTAATAGTACTTAATAATATGAAGCCGATCAATTAACCGAT 

AAAATAAAGTAATATAAATAGGTATGCATTTTCCCTACATTTATTTCCTCTTTC 

TTTCCTAAACAGCAACAACAACAATTGAAATTCAAAAATGGTTTCTG 

TGGATTGTTATTAGCTGGTCAAAGTGTCTTCCAAGATGTTGCT^ 

ACAATATAACATCGTCAATTCTCTTGGCGGTAGTGCC 

TTCTACTGATATCCCTGCTGGTTGTGAAATTGCTCAAATTCAATTGTATTC 

AT ACC C AAGT AAAAGT AATGGT AAAAGTTT AG AAG C AATTT ATGCTAAATTTG AAAACTAC AAAGG 
TACTTTTAAAGGTGATTTGGCTTTCTTAAA 

CGAAAAGGAAACTAGCCCAAAAAATTCTGAAGGAACCTATGCCGGTACAACCAATGCCTTGCGTCA 
CGGTGCTGCGTTTAGAGCCAAATATGGATCCTTATACAAGGAAAATTCAACATTACCA 
TTCCAATTCAGGTAGATGTTACCAAACTTCAAGATATTTTGCTAGAGGATTTTTAG^ 
TAAAGAAGGTAAAACTGTCAAGTTTAACATCATTTCTGAAGATGCTGATGTTGGT 
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GACTCCAAGAAGTGCATGTTCCAAGAACAAAGAACGGAGCAGTAGTACTGCCAAAAAATATAACAC 

AACATATTTAAATGCTATCACTGAAAGATTAGTTAAACCAAACCCAGGTTTGA 

TGATGTCAACAATTTATTCAGTTGGTGTGCTTATGAAATCAACGTCAGAGGAA 

TGATTTATTC ACC AATGAAGAGTTT ATC AAATATTCTTATGGTAATG AC CTTTC CAACT ATT ATTC 

TAATGGTGCTGGTAACAATTACACCAGAATCATTGGTTCAGTGATTTTAAATTCT 

TTTAAAAGACACTAAAAACTCTAATCAAGTATGGTTATCATTTGCTC 

TTTCCATTCTGCTTTAGGATTATTGGAACCAGCTGAAGATTTACCAACATC 

TAACCCATACGTCCATTCTTCTATTGTTCCACAAGGTGCCAGAATATACACAGAAAAACTTCAATG 

TGGAAACGATGCTTATGTTAGATACATTATCAACGATGCTGTCGTGCCAATTCCAA 

TGGTCCAGGGTTCTCTTGTAAACTTGATGATTTTGAAAATTTC 

TGACTTTGTTAAACAATGTGGTGTCAATAGTACCTACCCATCTGAGCTTACTTTCTACTGGGATTA 
TAAAAATGTCACTTACAATGCTCCTTTAGGTGATTTTTAA 

YBR093C_homolog_3 462aa (SEQ ID NO 302) 

MVSVSKLLNNGLLLAGQS VFQDVATPQQASVQQYNIVNSLGGS APYIQRNGYGI STDI PAGCEIAQ 
IQLYSRHGERYPSKSNGKSLEAIYAKFENYKGTFKGDLAFLNDYTYFVTDKNNYEKETSPKNSEGT 
YAGTTNALRHGAAFRAKYGS LYKENSTLPVFS SNSGRCYQTSRYF ARGFLGDDFKEGKTVKFNI I S 
ED ADVGAN S LTPRS AC S KNKERS S ST AKKYNTT YLN A I TERLVK PNPGLNLTT S DVNNLF SWC AYE 
INVRGSSPFCDLFTNEEFIKYSYGNDLSNYYSNGAGNNYTRIIGSVI 

SFAHDTDLEIFHSALGLLEPAEDLPTSYIPFPNPYVHSSIVPQGARIYTEKLQCGNDAYVRYIIND 
AVVPIPKCATGPGFSCKLDDFENFVKERIGDVDFWQCGVNSTYPSELTFYWDYKNVTYNAPLGDF 

YBR093C_homolog_4 1886bp PAthoSeq: 1 102/1038 . . 1062 /1078 . . 1886 , 

public: 103. .1037/1063. .1077; CDS: 501.. 1883 (SEQ ID NO 303) 

ACTACTTAAATTGGCATATCCAAACAAACTTGAAGTAGGAGTCT 

TATATTTCATTGCGATTAATGTCATAAATTTTAG 

ACATATTAAATCGTTATCCCAACTTTGTCAGTTTTACTAACACCT^ 

TGCACAATCAATTACTATAACTTTTTTTTGAAACGTGGGCTCTC 

TTATTATTCCGATTGGGTTAGCTCAATAACTGCATTTCGTACAATAATGTTAATTCAATTCTAAAT 

TCCGATGAACCGAACACACAAAAAACATCCAGTTCTGGAGAGATTTTTCAAAACTTCTATTATAAA 

TAGAACCCTATAAGTCCATAATAATTCAATTGAAGGATTATTTTCTTTTCCCT^ 

TCACCAATTTTCTTCTCTCCAAAAAAAACACCTTCTTCATGGTTTCTGT 

ACGGGTTGTTATTAACTAGTCAAAGTGTTTTCCAAGATGTTGCTAC 

AACAATACAATATACTCAATTTTCTTGGCGGTAGTGCCCCTTATATTCAAAGA 

TTTCTACTGATATCCCTGCTGGTTGTGAAATTGCTCAAATTCAATTGTACTCAAGACATGGTGAAA 
GATTCCCAACAGCAAGTAGTGGGAAAGATTATGAGAAAATTTATGCTAAATTTAAAAACTACAATC 
GTACATTCAAAGGTGATTTGTCATTCTTAAATGATTACACT^ 

ATGCTAAGGAAACTAGCCCAAAAAATTCTGAAGGAACCTATGCCGGTACAACCAATGCCTTGCGTC 
ATGGTGCTGCGTTTAGAGCCAAATATGGATCCTTATACAAGGAAAACTCAACTTTACCAATCTTCA 
CATCCAATTCTAACAGAGTACATGAAACTTCAAAGTATTTCGCTAGAGGGT^ 

ATGAAGAAGGTAAAACTGTCAAGTTTAACATCATCTCTGAAGATGCTGATCTTGGTGCCAATAGTT 

TGACTCCTAGAAGTGCATGTTCCAAGAACAAAGAACTGAGCAGTAGTACTGCCAAAAAATATAACA 

CAACATATTTAAATGCTATTGCTGAAAGATTAGTTAAACCAAACCCAGGTTTC 

GTGATGTCAACAATTTATTCAGTTGGTGTGCTTATGAAATCAACGTCAGAGGAAGTTCACCATTCT 

GTGATTTATTCACCAATGAAGAATTCATTAAGAACTCTTATGGTAATGATCTTTCCAAAT 

CTAATGGTGCTGGTAATAATTACACCAGAATCATTGGTTCAGTGATTTTGAATTCATCCTTGGAAC 

TTTTAAAAGACACCGAGAACTCTAATCAAGTATGGTTATCATTTGCTCATGATA 

TTTTCCATTCTGCTTTAGGATTATTGGAACCAGCTGAAGATTTACCAAC 

CTAACCCATACGTCCATTCTTCTATTGTTCCACAAGGTGCCAGAATATACACAGAAAAACTTCAAT 

GTGGAAACGATGCTTATGTTAGATACATTATCAACGATGCTGTCGTC 

CTGGTCCAGGGTTCTCTTGTAAACTTGATGATTTTGAAAATTTCGTTAAAGA 

TTGACTTTATTAAACAATGTGGTGTCAATAGTACCTACCCATCTGAGCTTACTTTCTACTGGG 

ATAAAAATGTCACTTACAATGCTCCTTTAGAATTGTAA 

YBR093C_homolog_4 461aa (SEQ ID NO 304) 
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MVSVSKLINNGLLLTSQSVFQDVATPQQASVQQYNILNFLGGSAPYIQRNGYGISTDIPAGCEIAQ 
IQLYSRHGERFPTASSGKDYEKIYAKFKNYNGTFKGDL 

YAGTTNALRHGAAFRAKYGSLYKENSTLPIFTSNSNRVHETSKYFARGFLGDDYEEGKTVKFNIIS 
ED ADLGANS LTPRS AC SKNKE S S S STAKKYNTTYLNAI AERLVKPNPGLNLTTSDVNNLF SWC AYE 
INVRGSSPFCDLFTNEEFIKNSYGlTOLSKYYSNGAGOTr^RIIGSV^ 

SFAHDTDLEIFHSALGLLEPAEDLPTSYIPFPNPYVHSSIVPQGARIYTEIGL.QCGNDAYVRYIIND 
AVVPIPKCATGPGFSCKLDDFENFVKERIGDVDFIKQCGVNSTYPSELTFYW^ 

YBR181C_YPL090C_homolog 1635bp public: 1..938, PathoSeq: 

939.. 1635; exon 1: 500.. 505, intron 1: 506.. 930, exon 2: 931.. 1632 

(SEQ ID NO 305) 

ATATATATATATTTATGTATTTTTTTATTG 
TAATCTATGAACAAATTAAAGAACTCTTTGGTTTC 

TAGCCCTACTTTTACTTGTACGATACTGCATATTTTGTTGTTGTGCGAATAGTTAGCGT 

TTTTTTTTTGTGTGTGTGCGGTTTACTTACT^ 

AGTTGTTTGTATAGTGAGAGTTTCACTAACACAAAGCTTCAAC^ 

TGTGGAAGGAGAAACTTACACTGTACACTACACTACACTGTACACTATACACCACCAACAGAAAAA 
AAAAATTATCAAATTTTCAACCTTGAGAGAAAAAAAAAAGTGGAAAA 

AGTTAATTTTCAGACAGGCACAAAGGAATTAATCACCATGAAGGTATGTGATTGAATATAACCTAT 

ATCAGTGATTATAATTAGAGTCTTTATTTGGATATTGCAATAATTGGATAATAAAGAAAGAGCATA 

AGAGTAGGAGTTTTAAACAGGATAATTGGATTCAATAAGAGGAAAAATTTTTTATCGTC 

TAACAAATACAAAGAAATTAAGCAATGAAGTGATATAAGCAAATGAAGGACTAGTTTATTAGGGGT 

GACATTTTTAGACTACGTAAAAGTACTTTCGATTCAA 

AACTACAAATCAATTTAGTTAACTTCAATAATGACAATAATTTTAATCACTG 

GCAAACAAGCAAAACTAGTCAAGCTTTACGAATCAGTCAATACTAACAATACTTTTTTTT^ 

TTTTAGTTAAACATCTCATATCCAGCCAACGGTACTCAAAAATCTATGGATATCGATGATGACACA 

AAATTACGTGTTTCTACGGAAAAAAGAATGGGTCAAGAAGTTGAAGGTGACTCAGTTGGAGATGAA 

TTCAAAGGTTACATCTTCAAAATCACTGGTGGTAACGATAAACAAGGTGTCCCAATGAAACAAGGT 

GTTATGCACCCAACCAGAGTTAGATTATTATTATCTAAAGGTCACTCTTGTTACAGACCAAGAAGA 

ACTGGTGAAAGAAAAAGAAAATCCGTTAGAGGTTGTATTGTTGCTCAAGATTT 

TTGTCTATTGTTAAACAAGGTGACAATGAAATTGAAGGATTAACTGACACCACTC 

TTAGGTCCAAAGAGAGCTAACCACATTAGAAAATTCTTTGGTTTAACTAAAGAAGAT 

GATTTCGTTGTTAGAAGAGAAGTTACTAAAGGTGACAAAACTTACACCAAAGCTCCAAAGATTCAA 

AGATTAGTTACTCCACAAACTTTACAAAGAAAGAGAGCTTTGAAAGCTAAAAAAGTC 

CAACAACAAAGAGATGCTGCTGCTGAATACGCTCAATTGTTGGCTAAGAGATTGCATGAAAGAAAA 

G AAG AAAG AGCTG AAATT AAAAAG AAG AGAGCTG AAT CTTT AAAGAACTAA 

YBRl81C_YPL090C_homolog 236aa {SEQ ID NO 306) 

MKLNISYPANGTQKSMDIDDDTKLRVSTEKRMGQEVEGDSVGDEFKGYIFKITGGNDKQGVPMKQG 
VMHPTRVRLLLSKGHSCYRPRRTGERKRKSVRGCIVAQDLSVLALSIV^ 
LGPKRANHI RKFFGLTKEDDVRDFVVRREVTKGDKT YTKAPKI QRL^ 
QQQRDAAAEYAQLLAKRLHERKEERAEIKKKRAESLKN 

YCL016C_homolog 1520bp public: 1 .. 1079/1081 1520 , PathoSeq: 1080; 
CDS 501.. 1517 (SEQ ID NO 307) 

GTGACGAGAACTTCTGTCATCTCGAGTCTGCCAACTGCCTCTAACAGCAACAACAATAAGAACAAT 

GATAACGGAGGAGGATTATCCCATACAAACAGAATAGTTGTTGGTGTAGTTGTTGGGGTTGGTGGT 

TCTATATTAATTGGTTTGTTGGCCGTTTTATTTO 

GGTGGATGGACTTTCTGGAGAAAGAATGAGAAATTGGGAAGTGATC 

GGTGTCAGAGACAGAAATATTAATCAAGGATCAAATTTTTAAACAAGGCTTATTTTGG 

TTTAATAAAAAGTGGTGATTTGGCAAACTTCAAGAGTATATT^ 

GAACTGAACGCGTCTAACATCTTATACCTCTAAGCAAAATGTCAGAGTACTCTGTGTATCAACAGT 
TGAATGAAGATACAAACGCAACTAAATATACTTATAAATTACTACAGCTACCATCAAAGATACTAA 
ATC AAC TTG AATC C AAGTC AACT AACTTGT AT AT AAAATCTG AT ATC AATTCC CT AGO ATT ATGC A 
CTGATTCAGAAACTTTCAAGTTACGACAAATGAACCATTCCAATAGAG 
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AACCTGACAACAAGTTAATTGGGTTTCAGAAAACCAGTTATGAATATGAGT^ 

GTTCGATCGATACGTCCGATATCCCTATTTTCAACGGAC^AACAGCACAGCAACCTATTG 

TAGCATTGGAAGATAATTCGATTTGTTCACATCAAGAGTTTTTATC 

GTTGTGAAATTGATAATGGAGCATATATAATGAGTGCAGATATTATTACTGAACTATTATATCTAT 

TAATCACCAAATTGATGAGTTTACAAGTGCACGAGTTTTCTCCG^ 

CGCCCCCTTATAATGACTCAATGGTAACATCAATCATACAGAAATO 

AATATCAATTGAATGATTTAAAAATTACACAGTGGTTT 

ATAAAATGACCGATATTTCAGAGTTCTTATTGAATTGGAAAACTAGTTTGC 

CTCCATTGGACATCAGTCAATTGGCAGGCTATTACTGCTCCCCAATCGAAAACAAAATATTGTATG 
TC G AC C C AG AATCTTT ATCAG AAAATTTG AGTC AAC G ATTCAAAG AATTGTTTG AATTGGAT AAAA 
GTTGGAACTATGATGAGTTTATTCCATTCATTAAAAA 

C AATT ATTTTAAAGTATGGC AAGAAGAAGAAAGTTGGTAGAGATAGATTT ATAGTCTGTC CTAG AT 
AA 

YCL016C_homolog 339aa (SEQ ID NO 308) 
MSEYSWQQLNEDTNATKYTYKLLQLPSK^ 

SNTVLLLNKEPDNKIilGFQKTSYEYELTEIKGSIDTSDIPIFNGQTAQQPIDLIALEDNSICSHQE 
F L SNWY ELGGC E I DNG AY I MS AD I ITELLYLLITKLMSLQVHEFSPEDVS S I ITPPYNDSMVTSI I 
HKFCTIESEKYQLNDLKITQWFGIVEMSKINHKMTO 

SPIENKILYVDPESLSENLSQRFKELFELDKSWNYDEFIPFIKKFVPAGKKVDSIILKYGKKKKVG 
RDRFIVCPR 

YCR073WA_homolog 710bp PathoSeq: 1..710; CDS: 315.. 707 (SEQ ID NO 
309) 

GGTGGGGTTCCCATTTTAATTTAAAAAAATTTTTT^ 

C AAAAAATT ATT ATTTG AAATGGGG ATT AAAATGGGG AT AATTTT A C CTG ATG AAAAG ATT 

AGTAC C CGTTTG AAAGTCC TGATTC AAATT ATGGTCAAGCTAAAAG AG AAAT ATTT^ 
CTGGTGATAAAAAACCAAGAATTTTCCATGTTGATGAATCATT 

CTGATGAATATGAAAAACAATTGATTAATAATTTTGCTAAAAAAGATTCGGTGAAATTACC 

TTGATTTATTTTTATTAGGTTGTGCACCGGATGGTCATATTGCTTCATTATT^ 

AACAATTGAGAGAAAAATTAGCTTGGGTTTTACCAGTATCAAATGCTC 

GAATAACTTTATCTATCCCAGTTATATGTCATTCCGCAAGAGTGACATTTGTTGTTGAAGGGT^ 
CT AAGGC ACC AATT ATT AAAACC ATTATGG AAAG AC C AGAAAAAGGTTT AC C AAGTTC AATTGTT A 
ATGAAGGTGCTGCTGGTAGAGTGAGTTGGTTTGTTGATGATGATGCATTGAATC 
TAACTAAAAAGAAATACAAATATTTATCTATACCTGAACCAAGTCATTAA 

YCR073WA_homolog 131aa (SEQ ID NO 310) 

VKLPLFDLFLLGCAPDGHIASLFPNHGEQLREKIAWVLPVSNAPSGPENRITLSIPVICHSARVTF 
VVEGLTKAPIIKTIMERPEKGLPSSIVNEGAAGRVSWFVDDDALNDLFDITKKKYKYLSIPEPSH 

YDL010W_homolog 1190bp PathoSeq: 1..1190; CDS: 501.. 1187 (SEQ ID 
NO 311) 

TGTTACAAAACATTCTGTTGGAGAGATAATTGAATTCAAAATTAACGTG 

CAATGAATACACGTCCAAGAAAAATTTGACATGATTAGAATCGCGGTCAATTACATTCCCGGAACG 

TCTTGGACTACTTGGATACAACAATGGAAAATGAGGAAAATGAGGAAAATGAGGAAAACGAGGAAA 

ACGAGGAAAATATTTACCGAAGAGTAATTATATTACAAGCATTGAAAGAGGAGAAGTGAACGCCCC 

AAACAGAAACAATACCGAACATCACAAAAAAAAAAAAAGACAACAGCTAAAATTTTTTGGTCAG^ 

CACAACTTTGGAAGAAAGAAAAAAACCGGAAAAAAGAAATTCATCTAAAACACATACACAATATAT 

ATATATATATATAAATATATCCATATACATATGCTTTAAT^ 

TTTTTGAATTATATCGATTTTAAAAACTACACTTCATCATGGCTGGAGOT 

TAGCATTAACGGCCTTTGTCCTTGGTTTAATTTTTACTTTACATAAA 

CCTTGGTTCATGCACAAGCATCAGACCAACAACCAAACAAACATAACACCAAAAGTACTACATATA 
CCGCCACTAATGACGAATCAGTTGCCAATCTCATTGATTCTAAAAATGATCCTCAAACTGATGACA 
AAATAAATCAAAAAATATCACAAGATCAAGATGAAG^CATCAATGGTAATAAAGACACTAATAAAG 
ACACCACCAAAGTCAAACCAGATAATGGTGAATATGATCCAATATCTGATTTGATAAAAATTAGAT 
CATTATCACCAATGACAATTTTCAGTAAATCATATTGTCCATATTGAAAA 
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TATTAGAAAAATATGATATAACACCAGCACCAAATGTTGTTGAATTAGATCGATATGAATATGGAG 

CTGAATTACAAAGTTATTTGACAGAGAAGAGTGGGAGAAGAACTGTG^ 

AATCATTTGAAAGTAGGGGTGGTTGTGATGAATTTGAAAAACTT 

AATTGTTAGTTGAATGGGGGTCTGGTCGTTTACAAG 

AA 

YDLOlOWjiomolog 229aa (SEQ ID NO 312) 

MAGVRQLRIIALTAPVLGLIFTLHKVGSNAASLVHAQASDQQPNKHNTKSTTYTATNDESVANLID 
SKIODPQTDDKINQKISQDQDEAINGNKDTNKDTTK^ 

PYSKKIKQLLLEKYDITPAPNVVELDRYEYGAELQSYLTEKSGRRTVPNVLVGKSFESRGGCDEFE 
KLHKDNDLIKLLVEWGSGRLQVAKKNTPSNA 

YDL083C_YMR143W_homolog 1256bp PathoSeq: 1..1256; exon 1: 

501. .521, intron 1: 522. .848, exon 2: 849. .1253 (SEQ ID NO 313) 

AGTGGTTGTTCAATAATGGTAAGTTCTTGGAAATAGC 

AGGAAGTAGAACTGTTTTCCAATGAAAAGTAGTTTTAATTAGAAAAATTT^ 

CCAGTCTGAATGTGCGAGGAAGCCCAGTCAGTTAGTAGTGTCCTTCCCTCCACTGTCTGTAATACA 

AAATTTCCCTTAGTGAAAATGCGAAATATATCTGTACTGGGAACCCCCCGGAAAAAAAAAAACCTA 

TGCTCAAAACTATATGTACTGTACACAATCTAGGGCTATAGCCCTAATATTGTACAGGAAGAACTT 

TAACTATGGTGCGAAGAGCGTTTCCAATTTTTTTTTTTTCAGGTGTA 

TGTTGTTAGTAGAGAGTGTCTCGCACTAACAGAACATTTTTTTCAGAACAGGAAAAT^ 

CTAACATCTTTTACTGAAAGCCAAGCATCAACACAATAATGTCAACCCAATCTGTTCAAG 

AAC G AATTGAAAT AAAG AG AT AG AG AG ATGTTTT ATT ATC AAAAT AC G AAAGG AAAGGC AATT AAA 

AAAGGAAATCAAAAAGTCCCAACCTTGCAGTAGAAGAATTGAGGTATATGAATTTGATAGATAGCC 

AGAACGGTGTTACATAAATGGGATATAGAACAAAACTATACGAGGAGTTTGTTTCAACGATCATTC 

AATAACCAGAAAACGATAATATTTTAGCGACCATTAAATGACACTTGAAGGCTCACTGGGCCAATA 

GAATATCTCCATATACACTTTTGAACTATTTACTAACAATTTACTT^ 

AAAAGAAGACTGCCACTGCCGTTGCTCATGTTAAAGCCGGTAAAGGTTTAA 

CCCCAATCACCTTGGTCCAACCAGAAATCTTAAGATTCAAAGTTTACGAAC^ 

GTTTAGATAAATTCCAAGGTATCGACATCAGAGTTAAAGTCACTGGTGGTGGTCACGTTTCTCAAG 

TCTACGCCATCAGACAAGCTATTGCTAAAGGTTTGGTTGCTTACCACCAAAAATACGTTGACGAAG 

CTTCTAAGAACGAATTAAAGAAAATTTTCGCTTCTTACGATAAGACCTTGTTAG 

GAAGAATGGAACCAAAGAAATTCGGTGGTCGTGGTGCCAGAGCAAGATTCCAAAAATCTTACCGTT 

AA 

YDL083C_YMR143W_homolog 142aa (SEQ ID NO 314) 

MSTQSVQTFGKKKTATAVAHVKAGKGLIKINGSPITLVQPEILRFKVYEPLTLVGLDKFQGIDIRV 
KVTGGGHVS Q VYAI RQ AI AKGLVAYHQKYVDEAS KNELKKI FAS YDKTLLVADSRRMEPKKFGGRG 
ARARFQKSYR 

YDL125C_homolog 959bp public: 1..959; CDS: 501.. 956 (SEQ ID NO 
315) 

GTGGTAAGATATAGAAAGCTTACCACTTTGACAAGTTTGAAATAGGA 
CTTGAATACTTAAAATTCTGAACTTGATCACCAGATCCTTTTCTTT^ 

ATAGGTTAGAATCGTCTTTAAAGAGAACMTATAATATCTAACTGATTTGGCGAGGTGTT^ 
TCACTCCACTGTATATATTCTCGGAGTTTAACGTACTACAGTTCAGTGGGGTGAATACCTAAATAG 
GGGGGTAGAATACGAACTCCTACAAATTTTAAGGAGACTATGACCCGAAAAGAGAAGAAAAATTTA 
TTACTCTAAGAACTTTATATACCTCCACAACTCACTT^ 

CTTACACATCTTAAGGTCAAACAATTTAACTTATTAGCTTGTGAAAATCTCACT^ 

CTCTTTCAATTGACATTATAGTATTTCCCAATTCAATTATGGCTTC 

GTAAAATTATCAAAGGTGAAATTCCTTCTTTCAAGTTAATTGAAACTGCAAAGACT^ 

TGGACATTCAACCAATTGCTGAAGCCCACGTTTTAATTATCCCTAA^ 

ACAACATTCCAGACGACTACCTTAGTGACATTTTACCAGTTGTCA 

AATTGGACGAAAATAATACTCCAGAAGGTGAAGGTTATAACGTTTTACAGAACAACGGAAGAATTG 
CTCATCAAGTTGTTGATCACGTTCACTTCCATTTGATTCCTAAAAAGGATC 
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GTGTTGGTTGGCCTGCTGAAGCCACTGATTTTGATAAATTAGGAAAATTGCA 
AAGAATTGGCTAAGGTAGATAATGAAAAATTATAA 

YDL125C_homolog 152aa (SEQ ID NO 316) 

MASHASCIFCKIIKGEIPSFKLIETAKTYSFLDIQPIAEAHVLIIPKHHGAKLHNIPDDYLSDILP 

VVKKLTKVLKLDENOTPEGEGYNVLQI^GRIAHQVVDHVH^ 

LGKLHEKLKEELAKVDNEKL 

YDL133CA_YDL184C_hoinolog 297bp PathoSeq: 1..297; CDS: 220. ,294 
(SEQ ID NO 317) 

GAGAGCCAGAGAAACCAAACTGACTGAGTGATCGTCTCTCAAC 
TTTTTTCTTTCCTTTCTTTTCCTCTTCTTCTTCTTCTT 

CCAAAACACTAGTATTTCAACATGAGAGATAAGTGGAGAAAAAAGAGAGTTAGAAGATTAAAGAGA 
AAGAGACGGAAGGTTAGAGCTAGATCCAAGTAA 

YDL133CA_YDL184C_homolog 25aa (SEQ ID NO 318) 
MRDKWRKKRVRRLKRKRRKVRARSK 

YDL136W_YDL191W_homolog 1303bp PathoSeq: 1..1303; exon 1: 

501. .503, intron 1: 504. .943, exon 2: 944. .1300 (SEQ ID NO 319) 

TATTGTCTGATGCTATACGGAATGGGCGTTACAAATATACAAACTTATATTTGAAAGTAA^ 

TTATTTTCTTCTATCGTATGCATACCGATTATTATCAC 

TAAATTTAAAATCCTTCTTATTGGTGTCTAGACTTTGCTTTTTGTGGTC 

ATCACGTGAAATACTGTATATAAAAAATTCTTTATAGCGCGATAAAACATATTTTT^ 

AACAAATATGTGTGAAGTTTTGTCCTGGTGTTTTCTCACTGTTTTTCCTOT 

CAATTAACGCTTAGATCCAATACAGTTTTGGTAACTTGTACACGAACAAAATCTCAAATT^ 

TGTGTGAACCAACAAGGAAGAGAAAAAAAAACCCATACAAAAATTTTTCAGTATC 

AGAGACGTTTAAATCAACAAAGTTCAAATCTATCAACAATGGTATGTTTAATATCGATATTATCCA 

TAGATGTACATGTATCCTAATGGGTTTCATTATTTGGAAAGTTATGTTTATGGGAGTTC 

TAAGATATGGGATAAGAATTAAAGTATTGGATGAGTAGTACAAGACCAACAAAGAGAAATAGCCCC 

CTTTCCCTCCACTATTCAATATACTCAACAACATTATCAAGTTAAAAGTTCAGAAGATACACGTAA 

ATGAAAAGTTAATACCAAGAAGAATACAAATTACCAGTCCATACCGTGTTTGGGTTTAGATTACTA 

TATTTTACAAGAAAGATATTATATGAAATGATACCCAATCCACAGCGACTTTTCAGATAGCCAAAT 

AACTAAGCAACTCAAGATAACATAGGATCATGCATCAATCACAAATGAAACATTAATACTAACTAA 

'CTTTTTTTTT ATTTATT AGGC C GGTGTT AAAACTTTCG AATTAAGAAC T AAATCTAAGGAAC AATT 

AGAATCTCAATTC^TTGAATTGAAACAAGAATTGGCCACTTO 

AAGTTTACCAAGAATTCACACTGTTCGTAAAAACATTGCTAGAGTATTGACTGTTATT 
TCAAAGAGAAAATGTTCGTGCCTTTTACGCTGGTAAAAAATACATTCCAAAAGATTTAAGAG^ 
AAAGACTAGAGCTTTAAGAAGAAAATTGACTAAATTTGAAGCTTCTCAAGAAACTGAAAAAGCTAG 
AAAACAAAGAATTGCTTTTCCACAAAGAAAATTTC 

YDLl36W_YDL191W_homolog 120aa (SEQ ID NO 320) 

MAGVKTFELRTKSKEQLESQLVELKQELATLKVQKLQRPSL^ 

RAF YAGKKY I PKDLRAKKTRALRRKLTKFEASQETEKARKQRIAFPQRKFAIKA 

YDL167C_homolog 2690bp PathoSeq: 1..1640, public: 1641.. 2690; CDS: 
501.. 2687 (SEQ ID NO 321) 

CTCTGTGTAAATTGATGAAATCCACACAATAAAAATTTTC 

GAATCAACATTATTTGCCCCATACATATCCAAGAATTAAATACTTATTAGTTCTAAGTGGAATAGA 

AGAGAATCAAACTTAACATTACTGTTACGCAACGTCAAGAGGGCATTTTTTT^ 

TTC ATTTC AATTGAATCTTT AAG AATCAC CG AGTAT AC AT ACTTTCTTTTGTATTTT ATC AGGG AA 

GCCACATCCAACCACCAGTTACATCCCAGAAAATCCCTTAATC 

CT ATTG AATTT AAGTTTG AT ATGC G AG AG AAT ATTGTGG ATTGT ATAAGTTTTG AAC TGGACTTGA 

ATACTTTGAGGGGCTTAATCATATATTGCATTTTATACCCTACTCGCGGTC 

ACTAGTATGATCTTTCTGAGATTTCTAGCCAATAAATTATGAGTGATATTTATATTAOT 
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TTTCTACTACCTGTGATGACTCGCCGACATTTGTCACTAAGGATTCTTCCGAGTTAATTGAA 
CTTGGGAAACAGTCGATAGTGTCACTTTGGAAACTTTATACAAAGGATC 

CCAACACACCTATCACACCTTACTGCTCGAAGATTCATAGAATAACATGGGACAATGTCAAAAATG 
CTGGGTCGTTCAAAGACGCCATCACAAACTTTGATCAATACGTACAAGAACACATAATTTCCAAGA 
AAAAGGAGTTTTCAATTGTGATGTTTGACATTTCCAAATTGAGAGT^ 
GAGACAAATCCGTGGTTTTACCCTCGTATCTACAACATCCAAGGAT^ 

ATTTAAATTGGCAATCTAGCCACCCTGAAACATTATCATACCCCCCAACTTCTTTAACTAATATTA 
TTACTGCATTAGAAGTTGAGGTTGAGAATATATCTCAATATGTCGACTTGC 

CACCATCACCATCAAAAGCTTCAGCAACAACGACGACGACAACTGCAAATGTCACAGCCATTGACG 
TCCTTTCCAGTGAAACAGAACCAAATGGTAAAGTCATTGCAAATTTGCACGCCAAAATTGCCAAAC 
AATTGATCAAAAAATCCATCCCTGTTGAGAATCACCCTAATGTATTTA 

CTCAAGATATCACTGCTTTTACATCAGAAAGATCAAAAGTACTCTATCTTTCCAACTTGCCAAACG 
ACACCACACAATCAGAGTTGGAATCATGGTTCACTCAGTATGGT^ 

CTTTTAAGTCTGCAGATGATAACAATAATAATAACAACAACAATAGCAATGGCGGGAAAGGATATC 

AGAATGCGAGAAAATATGGTATTTCAGGGTTTGTGGCCTTTAATACTCATGAGGAA 

GTTTAGCTTTGAATGGGAGAGTGTTGAATGATCGTCCTATTGAAGTTC 

TGTTTGATATGGCCATGGATAAATTGTTGTTGACTCTGTTCCCACTCTCAAAGAACAGACCTAGAC 

CCGGGGATTGGACTTGTTTATCTTGTGGGTTTTCCAATTTCCAGAGAAGAACA 

GCTCTTTTGCGGCAGTGGCGTTTCAGGATGTTTTTAACAGTAATACAGGCAATG^ 

GCAATGTTAGCGGCAACCACAACCACAACCACAATAGTGGAGCTCGCCGTGGCATGAATTTACAGC 

CTGCTCAAGCTAATGAGAAAATTGGAACAGGCAATATTAGTATTCCTTCTTACAACGATCCAATCA 

AGGGTCCAACAGGTAATGTCACTAATCACCTCAACAATTCTGAGACCAATTTACTGAACAACACTA 

ATCTTAAC7VACAACAATCATCATAGTAATAATTATCACAATAACTACCATCACCACAACAACAATA 

ATAACAATCATGGGAATAGCAATGGTAACACCATACATGGTCGTTCCCATTATAACAATAGTGTTC 

CATTTAGAGCAGGTGACTGGAAATGTGAAAATTGCATGTATCACAATTTCGCCAAAAATTTGTGTT 

GTTTAAAATGTGGTGTCGCCAAACCTGCTATTAACAATCAACAAAATAATACAATTCATTCGGTC 

ATTCAACGGCCGCTGCCATAGCTGCAGCAACAGCCAGTGGTCAACCTTTAAACTTGAATAATAATG 

CATTTTTGAACCTTCAGCAACAACAGTCTCAGTCACAACCCCAAGGTCAGCACCATTACAACCAAC 

ATTCTCGTAACAACAATGCTTCTGGGGCATCAAAGTTCAACAATGGCTACAACCCAAAGAATCAGT 

ATTACAATAATAATAGCAAGAATCTTAGCAACAATTTTGGTCTTAATGGTATGCATCAGCAAAACC 

AAAATCAAATTTTGATGTATTCACAACAATTGCAACAACAACAGCAACAACAACAGCAACAACAGC 

AACAACAGCAACAACAGCAACAACAGCAACAACAGCAACAACAGCAACAGCAACAACATGATTTAA 

ATGGAAGTAGCTCTTCCCATCAACTGAAACTTCAATTGAATAATACTTGA 

YDL167C_homolog 729aa (SEQ ID NO 322) 

MSDIYIIIHISTTCDDSPTFVTKDSSELIEFAWETVDSVTLETLYKGSNLVRPTNTPITPYCSKIH 
RITWDNVKNAGSFKDAITNFDQYVQEHI I SKKKEFSI VMFDI SKLRVQLVREARDKSWLPSYLQH 
PRIFDLPREYLNWQSSHPETLSYPPTSLTNIITALEVEVENISEYVDLPNFSSTPSPSKASATTTT 
TTANVTAIDVLSSETEPNGKVIANLHAKIAKQLIKKSIPVENHPNVFTRPFDSAQDITAFTSERSK 
VLYLSNLPNDTTQSELESWFTQYGGRPGGFWTFKSADDNN^ 

FNTHEEAVDCLALNGRVLNDRPIEVQASSSKVFDMAMDKLLLTSFPLSKNRPRPGDOT 

FQRRTHCFRCSFAAVAFQDVFNSNTGNANGNGNVSGNHNHNHNSGARRGMN 

S I PS Y1TOPIKGPTGNVTNHLNNSETNLSNNTNLNNNNHH 

GRSHYNNSVPFRAGDV^CENCMYHNFAKNLCCLKCGVAKPAINNQQNNTIHSVNSTAAAIAAATAS 
GQPIJSn^NNNAFLNLQQQQSQSQPQGQHHYNQHSRNNNASGASKF^ 

GLNGMHQQNQNQILMYSQQLQQQQQQQQQQQQQQQQQQQQQQQQQQQQQQHDLNGSSSSHQSKLQL 
NNT 

YDR238C_homolog 3359bp public: 1 1467/1469 3040/3042 3359 , 
PathoSeq: 1468/3041; CDS: 501.. 3356 (SEQ ID NO 323) 

AATAGCATTGAACAAGAAGAAGAGGACAACGATAGACCAAGGTTGGTTTTAGCCAATCCTGATTAT 
GATAGTGATGACAGTTCATAGACAATTTACAGCCTTAAATGGATATATATGTATATTTAATAATAA 
AGGACTTGTTTTTTTTAGTAACTAGTGTGATCTCTTTTCTGGGTGT 

GGTTATATTTTAGCAGTTTATAGACAGTGTTATCGATGGGTAATATAAATAAAAGCTCATTGAATA 
CT ATC T AGTG AAAAGTCGTGTGT AAATCG ATTTG AAAAAT AT AAAAC C AT AC ACGT AAATG AAATG 
TGTGTGAAAGTACAACCAACAACGAAAAAGAACAAAAAAAAAATGTTGTCCGCCAAAAAAAAAAAG 
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AGAACAACAAATCAAAGTTTCAAGACTATCTCAAATCTTGTTGTCACCATAACTATCAATTGTTCA 

CCTCTTGAACCAACATCAAATTGAATAAAGATAGGATCATGAGTGACAGTGGTTATACATO 

ATGAGCCTAATACGGCTACGAAAGTATCTGTCAATGAATTTAAAAATTTGTTGG 

ATGATGTGAAAGTAGATACCATGAAGAAGATTTTGATTACCATATTAAATGGAGACC 

ACTTGTTGATGCATATAATCAGATTTGTCATGCCTTCCAGAAATAAAGAATTGAAAAA 

ATCATTATTGGGAGGTTTGTCCAAAAATGGATGAATCAGGTAAAATCAGA 

TGTGTAATGCCATCCAACGTGATTTACAGCATCCAAATGAATATATTCGAGGCAATACTTTGAGAT 
ATTTGACGAAATTGAAAGAGCCAGAATTATTGGAAACTTTAGTTCCTAATC 
AACACCGTCATGCCTATGTCAGAAAAAATGCTGTTTTCGCATTATGGTCTATTCATAAAGTCA 
ATCATTTAGCTCCTGATGCTGACGAGTTAATTTACAGATTTTTGTA 

GT AAAAG AAATGC TTTTGTTTGTC TTGG AG ACTTG AAT AGAG AAGCTGC TTTGC AAT ATATTC AGG 

ATAATATTTCAGTTATTGAGACTTTGGATCCATTGATACAATTGGCTTTTATTC 

AGGACTCTATTCAAAATCCAGCTTTAAAGCAACAATATGCCCAATTAATGACAGAAATTATTGAAA 

GCTCTTCAAATGTTGTTATGTATGAAGCTGCTAA 

CAATTTTGTTGGCAGGAAACAAGTTTGTTGAATTGGCT^ 

TTATCACTTTAGAGAGAATAAATCAATTACACAAGCAACATCCTGGTGTGTTACAAGACTTGTCAT 

TAGAAATTTTACGAGGTTTATCTTCCCAAGATTTGGATGTTAAAAAGAAAGCTCTTGA 

TACAATTTATCACCACCAGAAATGTTGAAGATGTTGTTAAGTTATTGAAG 

CAGCTTTATCCAATGATGACAAGAATGCAGATTATAGACAGTTGTTAATTAATGCCATCCATCAAT 
TGGCTATTAAATTTGTGGAGGTTGCTGCCAATGTCATTGATTTATTG 

TGAATACCACTGCCGCCTACGAGGTTATCACATTTGTTAAAGAAGTTGTTGAGAAATTCCCAGAT^ 
TAAGGGACGCTATTTTGAGAAGATTGATTTTGGCTTTGC 

GTGGTGCATTATGGGTTATTGGTGAGTATGCCTTAGAGGAATCATTAATACAAGA 

ATATTAGAGGAAGTATTGGTGAAGTACCAATTATTGCTAGTGAATTGAAACTGAAAAAGCGTGATC 

ATACTGAGGAATCACAAGAGGAAGAAACCGAGTATGATGGTAAACCTCGCAGAAAGGGTCCAGTTG 

TATTGCCAGATGGTACCTACGCTACTGAGTCAGCATTGACAAGCGAAACAACTGACTCTTTGGAAA 

GTGACAGCAAGACTCCTATCAGAAAGCAAATTCTTGCTGGTGATTTCTACTTAGGTGCTGTATTAG 

CATCAACTTTGGTGAAATTGATTCTCCGATTGCAAAGTTTGAAACAAACTC 

ACGGATTAAAAGCAGAAGCATTGTTGATTATGGTTTCGATTTTAAGA 

TTTCTAAGAAAATTGATGAGGATTCTGCTGACAGAATTTTC 

AAGAAGACCTTCAGK^AAATCAAGACAAGCTTCCTTGAAGATACTAAAGATGCATTTAAAGCACAAA 

TTAATAATGCTGAATTGAAGAAAGCAGAAGCATTGGCTAAGGATTTGCA 

TTGACGATGCAATTGTTTTTAGACAGTTGGATAAAGATAACAAAAAGAGTAAA 

ATGTTGCTGCTGCGTCAGGAAGCAATGAATTAAAGAAAGAAAATTTGTCGTCGAGATTGAACAAAA 

TTATACAATTGACTGGGTTTTCCGATCCTATTTACGCAGAGGCATTTGTCAAA 

ATGTTGTGTTAGATGTCTTGCTAGTGAATCAAACCACAACTACTTTAAGAAACTTATCAGTTGAAT 

TTGCTACATTGGGTGATTTGAAAGTGGTTGATAAACCAACTACCGCAAATATTGGA 

TCTACAAAGTTCAAACAACTATTAAAGTTACTTCGGCTGATACTGGTGTCATCTTTGGTAACATAG 

TGTATGACGGTCAACACTCGGACGATTCACGTATAGTTATTTTGAATGACGTTCACGTTGACATTA 

TGGATTACATTAAGCCAGCCACTTGTTCAGAAAGTCAATTCCGTAAA^ 

GGGAG AAT AAG AT AAC C ATT AAATC ACCT ATTGAAAC ATTG AAAG AGT AC TTGG ATG AATT AATGA 

AGGGTACAAATATGCAATGCTTGACACCGGGTGCGGTAATTGGAGAAGAATGTCAATT^ 

CAAACTTGTACTCAAGGTCAAGCTTTGGTGAAGATGCATTGGCTAATTTATC 

GTGATGGACCAATAATTGGTCATGTCAGAATAAGATCAAAAGGTCAAGGTTTGGCTTTC 

GTGATAGAGTAGCTTCCATTTCAAGAAAAGGTAAGAAGGCAACTATTGCTCGTGTTTAA 

YDR238C_homolog 952aa (SEQ ID NO 324) 
MSDSGYTLIYEPNTATKVSVNEFKNLLEKGKDDVKVD 
KNKELKKLLYHYWEVCPKMDESGKMRHEMILVC^ 

LVPNVRQCLEHRHAYVRKNAVFALWSIHKVSDHLAPDADELIYRFLYE 

REAALQYIQDNISVIETLDPLIQLAFIEFIKKDSIQNPALKQQYAQLMTEIIESSSNVVMYEAAOT 
LTVLTSNPQSILI^GNKFVEIATRESDNNVKIITLERINQLHKQHPGVLQDLSLEILRGLSSQDLD 
VKKKALDVTLQF ITTRNVEDWKLLKKELrQ ST AL SNDDKNADYRQLLINAI HQLAI KFVEVAANVI 
DLLLDSIADLNTTAAYEVITFVKEWEK^ 

ESLIQESWKYIRGSIGEVPIIASELKSKKRDOTEESQEEETEYI^^ 

TSETTDSLESDSKTPIRKQILAGDFYLGAVLASTLVKLILRLQSLKQTQEKII^GLKAEALLIMVS 



WO 01/02550 



PCT/BEOO/00077 



112/161 



I LRVGE S SLVSKKI DEDS ADRI LS YIKI LNDEEDLQEI KTSFLEDTKDAFKAQINNAELKKAEALA 

KDLHDNAEQIDDAIWRQLDKDNKKSKASVDDVAAASGSNELKKE^ 

EAFVKVHQYDVVLDVLLVNQTTTTLRNLSVEFATLGDLK^ 

DTGVIFGNIVYDGQHSDDSRIVILNDVHVDIMDYIKPATCSESQFRKMWNEFEWENKITI 
LKEYLDELMKGTNMQCLTPGAVIGEECQFLSANLYSRSSFGEDAIiANLCIEKQSDGPIIGHVRIRS 
KGQGLAL SLGDRVAS I S RKGKKAT I ARV 

YDR294C_homol'og 2270bp public: 1 278/280 2270, PathoSeq: 279; 
CDS: 501.. 2267 (SEQ ID NO 325) 

GTTTGATCACATGTGTTGTGAACACTCGGGTAATACAAAATAGTGAGAGAGAAGAAGGGGAAAA^ 
AAAAGC AG AAC AC AAAAC ATGG AATTTG AAAAC AATTTTGT AATTCAATC G ATCC G AG ACTTC C AT 
AGCAAAGTTAACAAGCACAATTGTCATTTTAACTTAAT^ 
TGTTTCCCGTATTGTTTAAAACCAAAGAAAAAGGATAATCAAAACTAAA^ 
ACCATTTTGTAGTGGTCAGTTTATATAATTATCCACTGT^ 

AAAG AAAAAAGAAAGCTC TCTCTC C CC CAAAAGAAAAAGC AAAGGTAATTC CTTC AT AC ACAC CTT 

TGATATCTTTCCTCTTAGACTTTTCTTTTAAT^^ 

GGAGTTTTCATTGAACTAAATATTATTAAAATATTATTATGCTTG 

CTCGGAATTTCACTGAATTCCAACTCACAGCATTAAAGATCTACTATCAACTTAAGATTTT 

TTGCCACATACTGTGCTCAAGK5ATCATTTGGCTTGAACGGTTCAGTCTC 

TTGTTGGCTATGTTGTATACACTCAATTATTAAAGCTTTATCGAGTATTAAGAG^ 

TAGATTCTATTCGAAGGTTATACCTATATGTTAGTTCTACGGTGTCATCTCAAATCTTTTCACTAC 

CATTTATTAAATCCAAAATTGACAAGGAATTGCAAGCGACTATTGGCAAAGTAG 

TGAAAAACGATCCACAGTTATTACAGTTTCCCGAATTGCCAGAACAGGGTATTGACGCTGACAATG 

TTTCCTTGGAGTTGGATAAATTACAAAACTTGAAACATTCTGACTG 

GAGCAGTTTATCATGGAGGTGAGAATCTATTGTCATTACAAGTTGAAGCTTACAAGAAATACTCGG 

TGGCCAATCAATTGCATCCCGATGTTTTCCCAGGTGTGCGTAAGATGGAGGCCGAAGTAGTTCATA 

TGGTTTTGGATATCTTTAATGCTCCGAGTGACGGGTGTGGATCGACAACTTCGGGAGGTACTGAGT 

CGTTATTGTTAGCCGGGTTGTCAGCTAGAGAATATGGGAAGAAATATCGTGGAATAACTGAGCCTG 

AAGTC ATTGCCCC CGTGAC AAT AC ATGCGGG AATTGAAAAAGC CTGTTTTT ATTTTGGAATG AAAT 

TACATAAAGTTGACTTAGATCCGGTTACCTTTCAAGTTGACGTTAAGAAAGTAGAAAGATTGATC 

ATAGTAATACAGTTTTAATCTGTGGATCAGCCCCAAATTATCCTCATGGAATAATTGATGATATAG 

AGTCCTTATCCAAGTTGGCAGTCAAGTATAATATCCCGTTGCACGTTGATGCATGTTTGGGGTCAT 

TT ATTGTTTCGTTTTT AG AAAAATC AAAAGT ACATGGC GAT AGG AAATTGCC C AT ATTTG ATTTTC 

GATTACCAGGTGTCACGTCAATCTCATGTGATACTCACAAATATGGGTTTGCTCCCAAGGGGTCAT 

CAATAATTATGTACCGTTCGCCAAAATTACGTGAGTGTCAATACTATATTGCAAGTGATTGGACGG 

GTGGAATGTATGGTTCTCCAACTTTGGCTGGTTCTAGGCCAGGTC 

CTACATTAATCAATATTGGGAAACAAGGATACACCAAGTTTTGTTACGATATTGTGCTG 

TGAAAGTTAAACGAGCAATTGAAACTGACCCGATACTATCCAAACATTTACAAATTAT^ 

CAATTGGGTCGGTAATTTCGTTTCAACTTGCACCTCAGCAATCGGGAAATTTAAG 

TTAGTGATTTGTTGACCAAAAAAGGTTGGCATTTTGCAACTT^ 

TTGCATTTACAAGATTGACTGTCCCGGTGGTCGATGAATTGATTGC^ 

AAGAAGCGGTGGCAATTGCCGAGGAACACAAAAAGAATGGAGTGACCAAAGCTCCAGGTGATACTG 

CTGCGTTATATGGTATAGCTGGCAGTGTACATACAGCAGGGTTGGCTC 

TTTTAGATACCTTATACAAAATTTGA 

YDR294C_homolog 589aa (SEQ ID NO 326) 
MLELNSITIPRNFTEFQLTALKIYYQLKILFLATC^ 

YRVLRGYGrVDSIRRLYLYVSSTVSSQIFSLPFIKSKIDKELQATIGKVEEEIMKNDPQLLQFPEL 
PEQGIDADNVSLELDKLQNLKHSDWINGRVSGAVYHGGENLLSLQVEAYKKYSVANQI^PDVFPGV 
RKMEAEVVHMVLDIFNAPSDGCGSTTSGGTESLLIAGLSAREYGKKYRGITEPEVIAPVTIHAGIE 
KACFYFGMKLHKVHDLDPVTFQVDVKKVERLINSNTVLICGSAPNYPHGIIDDIES^ 
LHVDACLGSF I VSFLEKSKVHGDRKLP I FTDFRLPGVTSI SCDTHKYGFAPKGS S I IMYRS PKLREC 
QYYIASDWTGGMYGSPTLAGSRPGALVVGCWATLINIGKQGYTKFCYDIVSASMKVKRAICTDPIL 
SKHLQIIGDPIGSVISFQIAPQQSGNLSIYEISDLLTKKGWHFATLQNPSALHFAFTRLTVPVVDE 
L I ADLVEATKEAVAI AEEHKKNGVTKAPGDTAALYGI AGSVHTAGLADRLI VAF LE>TLYKI 
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YDR430C_homolog 3605bp PathoSeq: 1.. 330/1927, public: 
331. .1926/1928. .3605; CDS: 501.. 3602 (SEQ ID NO 327) 

TTC AATTTTTTT AAAAAAAT AGC AAAAAGGT ATTTC TT AG AAATTGAAAAAAAAAAATC AC AAAAA 

AATTTATAAAACCGGATAGGGCCGTTATCGCAGGACGTGTCCCATGATCAATCTACAATGAAATGA 

TTCACATGAAATATGTTACAATTCCACACTTGCTGCTAAAAAGCAACAGTTT^ 

GCATGATATACTATCGATAATATCTTTCGATAAGAACTTAAATGTAGCAACGTTGAA 

AAAACTTCCTTTTCCTGGTGATAAATTTTGACTTTGAA 

CTACTCTCTAGACAAAATCAAAACCTCGAATATATTTTTGGTGTTTCTTTTTTT^ 

CTCGTTGAAATCATCTCCATTCTTCTTTTCCACGTCTTTGT^ 

AAGAATCACTCCAACAAGTTTAAACTACATTATCAATTATGTTGA 

GGGCCATAAGTCGGGTTGTAAGAAGATATGCATGCTCACACCCCATTTCTCCCAATCTTGATAAGT 

ACCCAGTTGGTCTAAAATTGCATGGTTACGAAGTTACCCAAACATCACCTATCCCAGAATTTTCCC 

TCACTGCTGTATCATTAAAACACACAGAGAGTGGTGCAACTCACTTACATTTGGATTCCCCTAATG 

ACAGTAATAATGTATTTCTGATTGCCTTCAAAACAAATCCTCCAGATAATACTGGGGTTCCCCATA 

TTTTAGAACATACAACTTTGTGTGGTAGTAAAAAGTTTCCGGTCCGTG 

CCAACAGGTCGTTGAGTAACTTTATGAATGCAATGAGAGGCCAT 

CTACCACCAATTCAAAGGATTTTGAAAACCTAATGGATGTGTATTTATCGTCAGTG 

AATTAAACCATACCGATTTCTTGCAAGAAGGATGGAGAATAGAAAATCAAAATGTTC 

CGTCCAAGCTTGAATTCAAGGGAGTTGTATATAATGAAATGAAGGGCCAGTATTCGAACTCTGCAT 

ACTACTTTTATATCAAGTTCCTTGAGAGTATATATCCATCCTTGAATAATTCAGGGGG 

AGAAAATTGTTGATTTGCTGTACGAGGGTTTACTAGAGTTTCACC 

ATGCAAAAACATTTACTTATGGAAAATTACCATTGGAAGACAGTTTAAGTAAAAT^ 

ATGAATCATTCGAAAAAAAGGTGTCTTCAGTTGACGTCAAACAACCTATATTTTCTA 

CAGAAATCTTTGATGTCACCATCCCGGGTCCAGTTGATACAATGAATGGTAAAGAGACTTCAGAAC 

AGTACTGCACATCTATCACCTGGAACTTGGGTAATCCATTGGATCCAAACATGCAGTATGATATTT 

TTAAATGGAAAATATTGAGCTCATTATTGTTTGA 

TTGAAAGTGGATACGGTGACGATTTTTCTGCAAATACTGG 

CGTTTACTGTTGGTCTCAACTACTTAACCAAGCAAAAAGTTGATAATTTTAA 

AAATCATTAATAATAAAATCATTCCCGAATTAAGTAACGAAGAGTCCTCTTCATATCATGGTAGAA 

TTGATGCTATATTGCATCAAATAGAAATAGGATTCAAAAGACACAAGCCCGATT^ 

TATTGAGCTCTATTGTTCCGTCATGGGTGAATGGAGTTGATCCAATTGAC^ 

AGATATTGTCGCATTTTAAAGAAGATTATAAACAAAATGGTTTAAGGATCT^ 

AAAAGACATTGTGTAACCCTCATTCGCAAAAATTTAAATTCACCATGGAGCCAAGAGAAGATTT^ 

CCAAACAATTGGTAAAAGATGAGAATTTGATGATCGAGAAAAGAGTAAGTGAACTCACAGAAGATA 

ACAAGAAGGCAATCTATGAGCAAAACTTGGAATTAGCTAAATTACAATTGGAGGATCAA 

AAGTTTTACCCACATTGACTATTGATGACATTCCAAAGAGAGGTGATTTTTATG 

GCCAAGTAAATAAGAAAGTTGTACATGAAAGGGTAGTTGATACCAATGGCTTGGTTTATC 

CTTTAAAAG AT ATTTC C T ATTT AC C C AC C AAAC TTT AC AAGT ACCTTC C ATTGTTT AAC AACTGTT 

TGACGAACCTTGCTGGAACAGAAAACACACCCATTACGGAGTTGGAAACTAAAATACAAATGTTAA 

CTGGCGGGATAACATTTAGTTCTAAAATATCGACTGACCCCTATAATATTGAGCAACTAAAATTAC 

AGTATGTGTTAAGTGGAATGXSCTTTGAAAGAAAAGT^ 

TTTTAACTACTACCAAATTCGACACCAGTGATGAGGTATTAGAAAAGTTGTC 

ACATGGGACAAAACCAAATCAATAATATTGCTGATCGCGGTCATTCTTATGCGGCTGCTGTG 

CACTGAAATTGACACCGCTGAAATACATCAGTGACATCGTTTCAGGTTTGAGTCAAGTTCAATT^ 

TAATGG AGTTG AACTC C AAATT AG AATC AG AAGGG AAAG AGT ACTTGGC C AAAG AGATT ATTCC GA 

TATTGCAAGAAATACAAAAGTATGTATTGCAAGGTGAATTCAGGTATAGACTAGTTGGAAATCAAG 

AGATTATTGTTGAAAACGAAAAGCTTATTGAGAAATTTGATAAGGATATl^ 

CTTTATCGTTAACAGTAACAGATGGTTTACTGGCATTGTTG AACTC 

GTGAAAATGTCTTAGTTAACTTACCATTTCAAGTGGGATACTCTTCATTAGGTAAGATTC 

CGTATTCATCAAAGGATGGTGCTTCTTTACAAATATTATCTCAGTTATATTCCTTTAAAAATC 

ATTCCAAAATAAGAGAAAGCAATGGTGCATATGGAGGTGGTTTGACATATGATGGGTTGAACGGGA 

CATTAAACTTTTATTCGTATCGTGATCCTAATCCTGTTAAGTCGATTCAAACTTT^ 

TACTGTATGGACTTGATGCTAATTGGAACGATAAGGATT^^ 

AAAGCGTCGATGCTCCAATTAATATCTCTTCTCAGGGTGCTAGTGCCTTCTTTGAAAATA 
ATTACTTGAGACAGGAAAGAAGAGAAAACTTTTTGGGTACC^^ 
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CTGAAAAGTATCTTGTTGATAACCAAAACAACCTTGTCACTGTTATTGGTC 
ATGTCGATAATAAATGGCAAATTAGAAATTTTCAAGTATAG 

YDR430C_homolog 1034aa (SEQ ID NO 328) 

MLKTRLKQSRAISRVVRRYACSHPISPNLDKYPVGLKLHGYEVTQTSPIPEFSLTAVSLKHTESGA 

THLHLDSPNDSNNWSIAFKTNPPDNTGVPHILEHTTLCGSKKFPV^ 

GHDYTFYPFATTNSKDFENLMDVYLSSWEPQLNHTO 

MKGQYSNSAYYFYIKFLESIYPSLNNSGGDPKKIVDLSYEGLLEFHSKNYHPSNAKTFTYGKLPLE 

DSLSKISKYYESFEKKVSSVDVKQPIFSTDKSEIFDVTIPGPVDTMNGKETSEQYCTSITWNLGNP 

LDPNMQYDIFKWKILSSLLFIXJHNSPFYQELIESGYGDDFSANTGLDSTTAXjLSFTVGLiNYLTKQK 

VDNFNEKVMEIINNKIIPELSNEESSSYHGRIDAILHQIEIGFKRHKPDFGFGLLSSIVPSWVNGV 

DPIOTLQVEKILSHFK^YKQNGLRIFKELLEKTLCNPHSQKFKFTMEPREDFTKQLVKDENI^ 

KRVSELTEDNKKAIYEQNLELAKLQLEDQNTEVLPTLTIDDIPKRGDFYAIDLGQVNKKVVHERVV 

DTNGL VY ANALKD I S YL PTKL YKYL PLFNNC LTNL AGTENT P I TELETKI QMLTGGI TF S S KI STD 

PYNI EQLKLQYVL SGMALKEKS S SVYDLWLE I LTTTKFDTSDEVLEKLSVL, I KNMGQNQ INNI ADR 

GHSYAAAVSSSKLTPSKYISDIVSGLSQVQFVMEI^SKLESEGKEYLAKEIIPILQEIQKYVLQGE 

FRYRLVGNQEIIVENEKLIEKFDKDISSNRPTLSLTVTDGLSAL^ 

YS SLGKIGS SYS SKDGASLQILSQLYSFKNLHSKI RE SNGAYGGGLTYDGLNGTLNFYS YRDPNPV 
KSIQTFRDSLSYGLDANWNDKDLQEAKLRVFQSVDAPINISSQGASAFFENIDDYLRQERRENFLG 
TTLKDL RD VTEKYL VDNQNNLVTVT GDNE I LNVDNKWQ I RNFQV 

YDR450W_YML026C_homolog 1366bp public: 1..1366; exon 1: 501.. 548, 
intron 1: 549.. 976, exon 2: 977.. 1363 (SEQ ID NO 329) 

TTAAGAACTAGCAGATGTAAAATGTTTTATGTCATTATATAATTTGTTAATACATGTATATAGATT 
TTTTAATGAATGTATTCCCTAAATAGAACAGAA 

TATTGGAGAATGTTATAAACTGAAATTTGATTTACAACCAAAACCCGTGTCA 

GGGCTTTTAGGGCTTTCTATATACAGGCACCAGAATTTT^ 

GCGCGCGATTCTTCCTGCTAGAGGTTTTTCTTTTTGTATGTC 

AAGTAATTTTAAAGCCAGAGATTGTGTACAGTCGCACGCCCCCTAATCACATAGTTAATTCTCAAA 
CTTTCTCTCTTTCTCTCTTTGCTTTTCTCCTAAGGAAAAAAAAA 
TTTTGTATAGTTCAGTTTAACAACACCAGTAATCAAACATGCCATTAGTTGTCCAAG 
CATTCCAACACATTTTACGGTATGTGAGTGTATTATAA 

AAGGAAGGAAAGAAATTATCCAACTACTGTTTTGGGAAAGATTAATCAGAAA 

AAAAACTTTTTCAAGAGATGGATATGGAACAAGATTCGATTGTTATCAACAAATATAAAGAAAA 

AATGATTTACTACTGTTTGGGAAAGATTTTGGATATGTGTATCAACAATACT^ 

AGTAATATGTTTTCAATATTATCAGAGACTTATCAAAATTTATGAGT^ 

ATACCATCAAGCCTTTTTTTTAACCATCACTCTATTCAACAATCATTTA 

TTTCCCTGTTTAAAGTATTCGATTTACTAACATTATGAATTATTAT^ 

CATTGATGGTAGAATCAAGATCATGTACGCCTTGACCAAGATCAGAGGTGTCGGTAGAAGATATGC 
CAACTTGGTTTGTAAAAAAGCCGATGTTGAATTAACCAAAAGAGCTGGTGAATTGACCCAAGAAGA 
ATTGGAAAGAATTGTCACCATTATGCAAAACCCAACCAACTATAAAATCCC^ 

C AG AC AAAAAG ATC AAGTTG ATGGT AAAG ATT AC C ATGTTTT AGCT AAC AACTTGG AATCT AAATT 
GAGAGATGATTTGGAAAGATTGAAGAAAATCAGATCTCACAGAGGTATTAGACACTTCTGGGGATT 
GAAAGTTAGAGGTCAACATACTAAAACTACTTCTCGTGGTCGTTAA 

YDR450W_YML026C_homolog 145aa (SEQ ID NO 330) 

MPLVVQEQGSFQHILRLLNTNIDGRIKIMYALTKIRGVGRRYANLVCKKADVELTKRAGELTQEE^ 

ERIVTIMQNPTNYKIPAWFLNRQKDQVDGKDYHVLANNLESKLRDDLE 

VRGQHTKTTSRGR 

YDR471W_YHR010W_homolog 1327bp PathoSeq: 1..1327; exon 1: 

501.. 530, intron 1: 531.. 946, exon 2: 947.. 1324 (SEQ ID NO 331) 

ATAGTTATTACAATATAATAAAGCAAATAAATAAAAGAAATGATAAAGAACCATATTAACAAAGTT 

TGAACGTGCTGTAAGTAAATCTTGTATACGAGAATATTCATCTTGGAATATTTC 

GTAATACCTAATTCTATTTGGTGTGGTGCATCACGTGCTAGGGCTATAGCCCTAATAGTATATGCA 

GTCGCATACATTAATTGGTCATCTCATAAGTAAATTATATAATGTATAGTGTGCGCGCACTGTAAT 
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TTTTCACACTAAGTTAAGGAGAGTGCGAAAAA 

GGCTATTGGGCAGAGCGAAAATTTCACCCCTACTGAGAGGAAACTGTGAGGGAGAGAGATACACAC 

AAACTCTGTGCGCAAGAAGAAAGACAAAAAATTTTTTTGAAAAAAAAAAAAGA 

TTATTGTATTAACATTTTAAGATATCAAGAAACTAAAAATGGCTA^ 

TTGGTATGTAAAAATGAGTACCTATATGGGTAGACAATGATAGATTTATTGGCCAACTATGAAT^ 
GATAGATATATATGATATGGGAGAGAATTTTGAAGGATTGAAATATTTTATATAAAAGAGAGAAGC 
AAAGAGAAATAATGAACAATTGAAAAGAAGATACAAATACTGTTAATTAAACTAGAATATGCCATT 
GAAGATTTAAATGATTACCATCGTAATAAATTTATTGGAATTTGGGAGATTC 

AAAAAGCAAGTGATTGATCAATCACTATGGAGCCGTCACAAGACATCAACGAATCCCACAACATTT 

TTATTTATTCATATCCATCATATGGCAGTAACAATCATGAATCTACAAATTACATTTAA 

ATTATACTAACTAAATTTTTTAGCTATTGTTC^ 

TGTGAAACCACATGATGAAGGTACCAAATCTCACCCATTCCCACATC 

AAGAGCTCCATTGAAGGTTACCAAGAAGATGGATGCTAAAAAAGTTACCAAAAGAACTAAAGTCAA 

GCCATTTGTTAAATTAGTAAACTACAACCATTTAATGCCAACTAGATACTCATTAGATGTTG 

ATTCAAATCTGCTGTCACTTCTGAAGCTTTAGAAGAACCATCTCAAAGAGAAGAAGCT 

TGTCAAGAAGGCTTTTGAAGAAAAACATCAAGCTGGTAAGAACAAATGGTTCTTCC 

CTTTTAA 

YDR471W_YHR010W_homolog 136aa (SEQ ID NO 332) 

MAKFIKSGKVAIVVRGRYAGKK\A^IVKPHDEGTKSHPFPHAIVAGIERAPLKVTKKMDA1CKVTKRT 

KVKPFVKLVNYNHLMPTRYSl^VESFKSAVTSEALEEPSQREEAKKW 

KLHF 

YDR486C_homolog 1157bp PathoSeq: 1..1157; CDS: 501.. 1154 (SEQ ID 
NO 333) 

TTCCAGTCATTCCGAAATGCATAAGCAAGACGTTAGTTGTATTGTGGTTGTTTAGTCTAATCCA^ 

AATACTTGCCATGACGACCCACTGAAGTAACAACTGCATTTGTTAAGGCTTTTCTCATCT^ 

ATTCTTTTTCAGCATCATTCGTATCTTTAAGCACAGGGAATAGCAATGGATCATGTAA 

CTTTCGTGATTCGAAAGCCCAAAATGTTTCGTTTTAACAACGCACACACATGTGAA^ 

AGTTAGTCGTCAAGAAAATAATTCAGTGTTAAAGTCTGTACCTTAAGCGTCAAACGTACTTCTGCA 

ACCTCTGGCATTGAGTGTAATTTAAATATTC 

GAAAAAGAAAAATAGTACGAGTTCTTGGTGAGATAAATAATGGAGAACACTTTTT^ 

GGAGGTTTTAGAAGGCAAAACCAAATCTAGACAAGGAGATGAACAGATTATTCGGAACGAAAAGCA 

CTGCGCCCAAACCATCTTTGAATGATGCAATCAAGGGAATCGATGAAAGAGTGGGGTCTTTGGATC 

TTAAATTAAGCAAGATCAACTCGGAATTATCCACATACCAACAAAAGATAAGCAGAATGAGAGACG 

GACCCGGGAAGTCGGCACTAAAACAAAAAGCAATCAAGTTACTAAGACAGAGGAAGCAGATAGAAG 

CTCAAAAGGATCAGTTAGAGAATCAATCTTGGAATATGACACAAGCTTCCATGACAACAGATAACT 

TACAAAATACCATGGTCACAATAAATGCAATGAAAACAGCCAATAAACTGTTGAAACAAACTTATG 

GAAAAATTAATATCGATGAATTGGAAGATCTTCAAGATGAAATGTTGGATTTGATTGATAAATCAA 

ATGAACTACAGGAGGCACTTCTGACGAGCTATGATGTACCCGATGACATCAGTGAGCTGGAGTTGG 

ATGCTGAATTAGAAGCTCTTGGCGAAGAAATTGATTTTGAAAATGAAATC 

GTGCACCTAGTTACTTAAATGATACAGAACCTACAGCAGCAGATAAATTGCCTACATTTATTGACG 
AACAACCAGAAGAAGCTCAAAAAATCGCAAACTAG 

YDR486C_homolog 218aa (SEQ ID NO 334) 

MNRLFGTKSTAPKPSLNDAIKGIDERVGSLDVKLSKINSELSTYQQKISRMRDGPGKSALKQKAIK 
LLRQRKQIEAQKDQLENQSWNMTQASMTTDNLQNTMVTINAMKTANKSLKQTYGKINIDELEDLQ^ 
EMI^LIDKSNELQEALSTSYDVPDDISESELDAELEALGEEIDFENEMAESGIGAPSYLNDTEPTA 
ADKLPTFIDEQPEEAQKIAN 

YDR507C_homolog 4550bp PathoSeq: 1..1424, public: 1524.. 4550; CDS: 

501.. 4547 (SEQ ID NO 335) 

GAATGAGATTTTTTTTTTTACTAAGGGT 

TTAAAGAAAAAATTTACAGTATACACAAAACACTTTACTTC 

TTGGTTTCATAAATTATTAAAAGAAAGCAAATAATTATTGAAATA 

TTTTCTTTGGTTTCTTTGAATTTTGCAAACCAATCCAAATTT^ 
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TCATTTGTTGACTTTTGAAAGTTTTATTCATCCATATTC 

GTCCAACCAAGAAGAAAACCAATAAACAACATCAATTCCAACTTTGTTTACATC 
AAAACAGATAATTTATAGACACCTTCATTCATTCGTTATTTTT^ 

TTTTAATACATTTATCATAAACAAAATTTATATCAATAATGCCACATTCAAGACAACCTTCGAT 

CGTCATCGATTATGTCCCAATCAAATCATAATCATCCACAGAAGATCGGACCTTGGAAATTAGGT 

AAACTTTAGGAAGAGGTGCCACCGGTAGAGTCTTATTAGCTACTCATCAAACTACTGGTCAAA 

CTGCCGTTAAAGTAGTTTCCAAATCCGAATTACAAGACGAAGAAACCGAGAAAAATGGAGATGGAT 

TACCATATGGTATAGAAAGAGAAATTATTATAATGAAATTATTAACTCATCCTAATGTTTTGA 

TATATGATGTATGGGAAACATCTAAGGCTCTTTATCTTGTTCTAGAATACGTT^ 

TATTTGATTTATTGGTGGAACGTGGTCCATTAC^ 

TCATATTGGGTACGGCTTATTGTCATGCTCTTGGTATATGTCACAGAGATTTAAAACCAGAGAATT 
TGTTACTAGATTCTCAATTGAATGTAAAATTAGCCGATT^ 

GC/^AATTATTAGAGACTTCTTGTGGTTCACCTCATTATGCTGCTCCAGAAATCGTTAGTGGATTGA 

AATATCATGGAGCTGCTTCTGATGTTTGGTCTTGTGGGGTTATATTAT^ 

GATTACCCTTTGATGATGAAAATATTAGAAATTTACTTCTTAAAGTCCAGGCTG 

TGC C CGTTGATG AAGTT AGC AG AG AAGCT AG AG ATTT AATTGC T AG AATGTTAG AGGTTG ATC C T A 

TGAGAAGAATATCTACTGAAAAAATCTTAAGACACCCATTGTTAACCAAATACCCAATGTCAAACG 

AAGATTTAATCAGTGAAAAATCATTACCAGATCCACATACTGGTTACAAATCTTTAGGGTCAGTTA 

GAAACATTGATAAACAGATTTTATCAAACTTGACAATTTTATGGAATC 

TTGTTGATTGTCTTTTGAAAGATGGATCCAATCCAGAAAAAACATTCTATGCATTATTGAT^ 

ACAAGCATAATCAAGACGATAACACTAATAACAATTCACCAAAGAAATCAACGAGTTTCAATAATA 

AAGTGGTACGCAGTGGGTCCAAATACAGTCTTAATGGAACCCCTAGAAGAAAAAGAGCCAGTCACA 

TAAGTGTGTCAAGACCAACATCTTTCCAATACAAGTCTAATCCTGGCGCTGGTGCAACAGCAAATA 

GAAACTCCGTTGCCAGACATTCTGTGGCTTCCTCGGCCAACAATTCTCCTCGTAAATCACCATACA 

AGTCACCATACAGATCACCTTATAGATCACCATATAAATCGCCTTCTAAGAGATATTCATATAATC 

AATCCCCAACTAAATCTCCTTACGGAAGAAGATCAAATTCACAAAGACAATTTGAAAATGAACCAT 

T AAAGGC AAAGC C AAGAAAT ATTT AC AATG AG ATTGTTG ATGC AC AAAGC AAC TTTTC T CT AC CTC 

CATCGCTTCCACCTTCCTTACCTTCAAAAGATTCTCGTTATATGATCGATGAACCCAATCAACCCC 

AGTTGCAACAACCTGCTTTAAGTCAAGTCCCTGAAAATCCTATTGTTGATGAATCCCCTC 

TGCAGTCAGCAAAAATTTCTAGTGGAAAGAGAAATTCAATAATAGGAAAGAACAACAACAACAGCA 

ACAGCAACAAGAGAATGTCTAAGAGAAAATCAATTCGTGCATCTATGACCACGGGATTGAAAAGAA 

ATTCCATAACCATGAAATTGTTATCTACTTATGCTAAATTATCAGGTGATGACGACTGGGAATACA 

TGGATAAACAAACAAAAAGAACATCGGCTACTTTTGCAGCATTGTGTGA 

AAG ACT ATG AC G AAG AAG ACG AAC AATT AGTTG ATC CTG AAG AAAAGG AAGCC AAGG AAT ATG AAA 

GGTTAATGGAATTGGAAAGAAAGAAACATGAAGCTGAGTTGAAAGCTAGAAGAGAATTAG 

AGAAAAGAAGACAAAAGAGACGTTCCATTTTGAGTTCTAAGAAATTAAGT 

ATGCTGATCCAAATAATAGTGAACAAGAGTTGGTCGATGAAGGTATAAAACAACCAAAACGTCAAT 

CCAAAAACTTGACCGCTTTAAGAGCATTATCTGAAGGAAATCATGCATCTGAAGAATTGACATTGG 

AAGACGTTGAGAATTTGAAGAGACGATCAGCATCACAGCCGGTTCCAAAAAGAAGACAAACTCCGG 

TTTTGACAAGAAGACCTGTATCAAGATTAGATCCATTATGGCAAGCACACGAGAATGAACAGTTAG 

ATAGAGCAAAAGATGCCTTGGAACAAGAATGGAGGGATTCACAAAAGAGAAGTTCTACTGTTAGTC 

GTAAAAAAGTCAACAGAGAGTCGATGATATCAGTTATGGATGATATTGTTGAAGAGGACCAAGGCC 

GTGTCAACAGGAGATCAACACGAAACACTTACTATGAAAGGGAAAGAGACTATGAATTACCAGAAC 

CAACTGTGGAAGATTCCAACTTGACTGATGACTACATGACAGAAATCAGAAAATCAAGACT^ 

ACAGTCAGTTAAATGTTAGGGATCCACTTAATGAAAAAAGAAAATCTGAACCCAAGACTCTTATTA 

GCAATGTTCAAATACCGAGTGTTACTAGAAAATCAAGAAATTTCACTACTTCCAACAAAAGGTTGT 

CGGTATTGTCTATGTATTCAACAAAGGAATCATACCGTGATTTGAATTCTATAATTAACTC 

ATGAAAACCCCGAACAGCATCAAAACATGAACAAGCCAGCGTTACGAACCAGTATTGCTGATCGTT 

TGGATAAAGCTGGATTGGCTGAACCAGAATATGAAACTGAGACTGATGGTGAAGATAAAGTGTCTG 

TTATTGATTTGGATGATCATTTAGCTGATAGAAGGACTTCCTATTATGATGG 

CATCTAGAGCTTCAACAACTAAACGTTACAATGTTCATTCCAGTTCAGAAAAAAGACCAAAATCCA 
AAGTTCCTGATTTGCCAAAGAATGATTATGATGACACATTTGTC^ 

AGCGTCAGTATAAATCGATGGTTTCTGATGAGTCTAGTGCATCTGATGATGTATTTGATAAGATTA 
AATTACCAGATGGTAAATCAACTAAATCTTCCATTGATGAATTGGCTAACGGCACGTCTACAAGTG 
GTCATAGAAAACCAAAGATAAGACATTCTCAACCGGGCCCAGAAATGTTGATTCCTCATTTGAATG 
GAGGTATTGAGTCGTCTCAACCAATGTCTAAAGTTCGTGGTAACAATTCAAGTGGTCATGATGATA 
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GTGTTCCACCACCACCGCCAGCTCACAAGGTGAATAAAAAACCATTGGATGATAAGACGAATTTCC 
CTCCACCAGAAGTGGATCCAAAAAGAAAAGGTTCATTTTTTAGAAAACTTTC 

AAACCATTGAAAATAATACAAACGCCGCCACTAATACCACGACTCAACAACAATTACCAAGTCCTG 

CTGAATCAAAAGAGGAGAAACCAAAAAGTTCATTTTTCAGATGGTT^ 

CTGCTGCTGAAATTAGAAAATTCAACACCATTT^ 

CTTTATTGAATTCTTGGTCTAATTTTGGTTTG 

TTACTGGTGCTATTTCTAAACATAATTCTTTTAATTTAAA 

ATCAAAGAGATTTTAATCAAAAATCAGAAATTGTTTGTGTTAGAGTC 

CTGATACTTTATTTTGTGAAATTGAAAAGGTCTTACTCAAAGAAGGTGGT^ 

YDR507C_homolog 134 9aa (SEQ ID NO 336) 

MPHSRQPSISSSIMSQSNHNHPQKIGPWKLGKTI^RGATGRVLIjATHQTTGQKAAVKV^ 

EETEKNGDGLPYGIEREI I IMKLLTHPNVLRLYDVWETSKAL YLVLEYVEGGELFDLLVERGPLPE 

VEAIKYFRQIILGTAYCHALGICHRDLKPE^LLDSQLNVKLADFGMAALESNGKLLETSCGSPHY 

AAPEIVSGLKYHGAASDVWSCGVILFALLTGRLPFDDENIRNLLLKVQAGNFEMPVDEVSREARDL 

IARMLEVDPMRRISTEKILRHPLLTKYPMSNEDLISEKSLPHPHTGYKSLGSVRNIDKQILSNLTI 

LWNDRPEEEIVDCLLKDGSNPEKTFYALLMRYKHNQDDNTNNNSPKK^ 

TPRRKRASHISVSRPTSFQYKSNPGAGATANRNSVARHSVASSANNSPRKSPYKSPYRSPYRSPYK 
SPSKRYSYNQSPTKSPYGRRSNSQRQFENEPLKAKPRNIYNEIVDAQSNFSLPPSLPPSLPSKDSR 
YMIDEPNQPQLQQPAL SQVPENP I VDES PDLMQSAKI S SGKRNS I IGKNNWNSNSNKRMSKRKSIR 
ASMTTGLKRNSITMKLLSTYAKLSGDDDWEYMDKQTKRTSATFAALCDKIFNQEDYDEEDEQLVDP 
EEKE1AKEYERLMELERKKHEAELKARRELEKKKRRQKRRS I LS SKKLS I 1 VKNDADPNNS EQELVD 
EGIKQPKRQSKNLTALRALSEGNHASEELTLEDVENLKRRSASQPVPKRRQTPVLTRRPVSRLDPL 
WQAHENEQLDRAKDALEQEWRDSQKRSSWSRKKVNRE 

RERDYELPEPTVEDSNLTDDYMTEIRKSRLLiNSQLNVRDPLNEKRKSEPKTLISNVQI^ 

NFTTSNKRLSVLSMYSTKESYRDLNSIINSPDENPEQHQNMNKPALRTSIADRLDKAGLAEPEYET 

ETDGEDKVSVIDLDDHIJUDRRTSYYIDGSGKRASRASTTKRYNVHSSSEKRPKSKV 

FVSNSDEVHKRQYKSMVSDESSASDDVFDKIKLPDGKSTKSSIDELANGTSTSGHRKPKIRHSQPG 

PEMLIPHLNGGIESSQPMSKVRGNNSSGHDDSVPPPPPAHKVNKKPLDDKTNFPPPEVDPKRKGSF 

FRKLSWGSKKTIENNTNAATNTTTQQQLPSPAESKEEKPKSSFFRWFSSSOT 

KHEMSTALFALI^SWSNFGLKDLRNDQVGYYITGAISKHNSFNLKSCKFRIKINQRDFNQKSEIVC 
VRVKGSKVTTDTLFCEIEKVLLKEGGLDK 

YERl02W_YBL072W_homolog 112 Ibp public: 1..1121; CDS: 501.. 1118 
(SEQ ID NO 337) 

ACAATACTAGGCACTGTTGAGTGAGTGAGCATTTTTTC 
AAAATTTTCATAATTTAGAAGTTTCATTTACAGTCTTTTTO 

TGTAAAGACAACATGTACTAGCAACTATAATATGATTTACCAATGATTGGGATCACAATAAATGTC 
TTAATATGAATGAGAGAAGGATAGTGAATAAGAGATTACGAAAGAATAGATTCAACAAGTTCAGAA 
TGGTATACAACTAAAATGGAATTATTTTCAAATATGCAACTATCATTATGACTACTACGACAACAA 
TTTTAATC G AG AGAAG ATC ATT AG ATC AAG AGTTGGG AAACT AATAC C AAGG AAAT ATC ATT AAG A 
ATTAATAGCTTTGCAAAAATTGGTTTTACTCA 

TGGAACAAAGTTTACTAACAACATTGTTATAGGTAAAAATGGGTATTTCTA 

AAAGATCCGCCACTGGTGCCAAAAGAGCCCAATTCAGAAAGAAGAGAAAGTTTGAATTAGGTAGAC 
AACCAGCCAACACCAAGATTGGTCCAAAAAGAATTCACTCTGTCAGAACCAGAGGTGGTAACCAAA 
AATTCAGAGCTTTGAGAGTTGAAACCGGTAACTTCTCTTGG 

CCAGAATTGCTGGTGTCGTTTACCATCCATCTAATAACGAATTGGTTAGAACCAACACCTTGACCA 
AATCTGCTGTTGTTCAAATTGATGCTACTCCATTCAGACAATGGTACGAAAACCAOT 
CTTTAGGTAAAAAGAAGGGTGGTGCTCATGCTGCTCACGCTGCTGAAGTTGCCGAT 
CAAGAAAAGTCGAAAGAAAATTGGCTGCTAGATCTGGTGCTGC 

CTCAATTCGGTTCTGGTAGATTATACGCTGTCATTTCTTCAAGACCAGGTCAATCTGGTAGATG 
ATGGTTACATCTTGGAAGGTGAAGAATTAGCCTTCTACTTGAGAAGATTAACTGCTAAGAAATAA 

YER102W_YBL072W_homolog 206aa (SEQ ID NO 338) 

MGISRDSRHKRSATGAKRAQFRKKRKFELGRQPANTKIGPKRIHSVRTRGGNQKFRALRVETC 
WGSEGVSRKTRIAGVVYHPSNNELVRTNTLTKSAVVQIDATPFRQWYENHYGATIX5KKK 
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AAEVADAKRSRKVERKLAARSGAAAIESAVDSQFGSGRLYAVISSRPGQSGRCIX3YILEGEELAFY 
LRRLTAKK 

YFL014W_homolog_l 819bp PathoSeq: 1..819; CDS: 419.. 816 (SEQ ID NO 
339) 

TTCTCCTGTGAAAAGTTTCGAGATGTAACGTTTC 

TACTACAGACAAATTCAGAAGTTTCAACTGCTGCATATCGCCTTAAATGACTGTAGC 
AATTGAGACCCTCAATTACATTTTGTCAAAAAAATTGGTCCCTAGTGTTC 
TGAAGGCAGTTTAGCTTGGAGACATTTAGAGAACTTAGTTACATCTCATCTTC 
CGTTGATTTACCGTGCAGCGCTTATATTGATTGCTACTTGTTCCCAGC 

TCATAAATAAATTGCCCCGCGGTTGACAGTGTATATCTTCGAGGAATGGCAACCTTTGCCCCCCTC 

TCGAAAAACAATATAAATAGAGTCAATTTCTCTAGTAGAGGTAAATTCTTTGAATCTTC 

TCGACATACACCATAAATCCCATAGAAAACTGCAAAATGTCTGACGCCGGAAGAAAAAACATTTCT 

ACTAAAATCAACGAAGCTATAACCCCCGAATCCGAAAAGTCTACCTTGGAAAAGGGCAAGGAACAA 

GTCACCAGTACCCTTGACAAAGCTGTTGGCTCAAATGTTCCAGATAACCAAAAATCTTTCACTCAA 

ACTGTTGCAGACAGCGTGCAACAAGGTTCCGATAATGCTAAAGCTGATTTC 

CAAGCAGAGGGCGAACAAAGACCCTTGCTGAAACAGCTCAAGAATATGTCGAGGTTGCCAAAACTG 
AAATTGGAAAGGCTGCTGAATACGTGA 

YFL014W_homolog_l 106aa (SEQ ID NO 340) 

MSDAGRKNISTKINEAITPESEKSTLEKGKEQVTSTLDKAVGSNVPDNQKSFTQTVADSVQQGSDN 
AKADLKKQSEQAEGEQRPLSKQLKNMSRLPKSKLERSSNT 

YFL014W_homolog_2 884bp public: 1..884; CDS: 501.. 881 (SEQ ID NO 
341) 

CCTTCTCCTGTGAAAAGTTTCGAGATGTAACGTTTCG 
TGTACTACAGACAAATTCAGAAGTTTCAACTGCTG^ 

CAAATTGAGACCCTCAATTACATTTTGTCAAAAAAATTGGTCCCTAGTGTTGCTATCGATAACGAA 
GGTGAAGGCAGTTTAGCTTGGAGGCATTTAGAGA^ 

ATCGTTGATTTACCGTGCAGCGCTTATATTGATTGCTACTTGTTCCCAGCACCACAGCAATATAG 

AATCATAAATAAATTGCCCCGCGGTTGACAGTGTATATCTTCGAGGAATGGCAACCTTTGCCCCCC 

TCTCGAAAAACAATATAAATAGAGTCAATTTCTCTAGTAGAGGTAAATTC 

TTTCGACAAACACCATAAATCCCATAGAAAACTGCAAAATGTCTGACGCCGGAAGAAAAAACATTO 

CTACTAAAATCAACGAAGCTATAACCCCCGAATCCGAAAAGTCTACCTTGGAAAAGGGCAAGGAAC 

AAGTCACCAGTACCCTTGACAAAGCTGTTGGCTCAAATGTTCCAGATAACCAAAAATCTTTCACTC 

AAACTGTTGCAGACAACGTGCAACAAGGTTCCGATAATGCTAAAGCTGATTTGAAGAAACA 

AACAAGCAGAGGGCGAAGCAAAGACCCTTGCTGAAACAGCTCAAGAATATGTCGAGGTTGCCAAAA 

CTGAAATTGGAAAGGCTGCTGAATACGTGAGTGGAGTTGTCACCGGTGCTACCGAAGGTGC 

CCGGCGCTGATAGTACTAAAAAATAG 

YFL014W_homolog_2 127aa (SEQ ID NO 342) 

MSDAGRKNISTKINEAITPESEKSTLEKGKEQVTSTLDKAVGSNVPDNQKSFTQTVADNVQQGSDN 
AKADLKKQSEQAEGEAKTLAETAQEYVEVAKTEIGKAAEYVSGVVTGATEGAKTC 

YGL011C_homolog 1244bp PathoSeq: 1..1244; CDS: 501.. 1241 (SEQ ID 
NO 343) 

GAAGGGCACCATAATGAAATCGACTCACTTCAGGATTATAATGGTATGAAACATTGTACTTGTTAT 
TAGTGCCAGGATGATTAGGATCATATATTGGGGTGTTTT^ 

TATCTGTTTCACTTATCAGTATCGTCATTTATATTAACTACTTTTCTCCTATGGTTAT 

AAACAAAGAAACAAAACAACAAAAAAGAAGTAGTAGTTTTGAAAATTGTCAATAA 

AATGAAAGAATGATTGAATGAAAGAAAAAAAAAATATGAAAGTGAGTGCGACATAATGTAGA 

TGTCGAATGTCTTGAACTTTACCCATTGAGTAGTTGTTGTAGTGTAGGAGGAAG 

AGAAAGAGAGAAAGAAAAATTTCGCCACTACAAATATTCAACAAGTTTCATATAGTAATATAATCC 

CAATTGATCATTACTTTATTCCACACAATTCATAAACAATGTCCAATTCAGC^ 

ATATCACTATTTTTTCTCCTGAAGGTAGATTATACCAAGTAGAATATGCTTTTAAAGCTATCAA 

CAGCAAATATCACCAGTTTAGGAATCACAGGTCAAGATTCTGCCGTTATTATATCACAAAAGAAGA 
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TCCCAGATAAGTTATTAGATCCTAAAACCGTGTCATATATTTTTAAAATCACTCCTAGTATAGGAA 
TGGTTGCCACTGGATCAATTGCTGATGCTAGAGCTCAAGCCATC 

AATTTAGATATAAATATGGTTACGAAATGCCGGTGGAAAGTTTATCAAGAAGAATGGCGAATATAT 

CTCAATTGTATACTCAAAGAGCTTATATGAGACCATTGGGTC 

ATTTTGCTGATGAAGGTAGAGGTCCACAAATTCT 

TGAAAGCCGTGGCCAOTGGTCCAAAACAACAAGAAGCAACGACTTATTTAGAGAAAAAA 
AAACCGATGCTGTTAAAGGAGATTGGCAAAAAACTGTTGAATTT 
TGATTGGAACTGAATTCAGAAAAAATGATATTGAAATTGGTGTTGCCACTGAAG 
TTTTGACACCAGAAGAAATAGACGAAAGATTGATTTCAATAGCTGAACAAGATTAG 

YGL011C_homolog 247aa (SEQ ID NO 344) 

MSNSAGFDRHITIFSPEGRLYQVEYAFKAINSANITSLGITGQDSAVIISQKKIPDKLLDPKTVSY 
IFKITPSIGIWATGSIADARAQAMRARSEATEFRYKYGYE 

GVALTF I QVDFAD EGRGPQI FKCDPAGYFTGVKAVATGPKQQELATTYTjEKKFKKTD AVKGDWQKTV 
EFAI I ALSSVIGTEFRKNDI EIGVATEGEFRI LTPEEIDERLI S I AEQD 

YGL031C_YGR148C_homolog 968bp PathoSeq: 1..968; CDS: 501.. 965 (SEQ 
ID NO 345) 

CATTGTAGGTACACCTGTTTTTGCTCAATGTACACACACACGCACCAGCAGTAGGAAAAAAAACAA 

AATTAAATGAAAAATCATTTTCGTTCAATATTAAGCTTCTTAAGATAACCAACCAATTAATATC 

TGTGACATACCATATAAATAAAGCTACAAATGGGGATAACTATGTATTTAATGATAAATGAATGGA 

AGACCAGAATGTATAATGTTATAAGATAGTGATTTATATTGAAAACACCCTTAAAAAAAT 

CCCATCTAACCGTCGAATTGGAAATGTCAATTTAGTTAGCATCGAAAATCAACAAAGACATGGGGA 

ATCATTTACATATAAAATAATGAGAGAGAATTACAAACTGCTACGTTATGTTTTGTTCATTATGT^ 

TTGTTCATTATGTCTTGTTCATTATGTCAAAAAATCTATAGTTACCTACCTCTACATCAAT^ 

GTCTGAAATACTAACATTTTTTTTATTTATAGTGAAAAATGAAGATTC 

GTTCTAAAATCTACCCAGGTAGAGGTACTTTATTTGTCAGAGGTGACTCTAAAATTTTTAGATTCC 
AATCCTCAAAATCTGCTTCTTTATTCCAACAAAGAAAGAAC 

TGTACAGAAGACACCACAAAAAAGGTATTTCTGAAGAAGCTGCTAAAAAGAGAACCAGAAAGACCG 

TCAAGCACCAAAGAGCTATTGTCGGTGCTTCTTTGGAATTGATCAAAGAAAGAAGAAGTC 

CATCTGACAGAAAAGCTGCTAGAGACTCTAAATTAGCTAAAGACAAAGAAGCTAAAAAAGCTGCTA 

AAGCTGCCAGAAAAGCTGAAAAGGCTAAGGCTGTTGCTTCTGGTGCTTCTGTT 

AAGCT AAAGGTTCTTTC C AAAAAGTTAAAGCTACCTC CCGTT AA 

YGL031C_YGR148C_homolog 155aa (SEQ ID NO 346) 

MKIEVDSFSGSKIYPGRGTLFVRGDSKIFRFQSSKSASLFQQRKNPRRISWTVLYRRHHKKGISEE 

AAKKRTRKTVKHQRAIVGASLELIKERRSQKPSDRKAARDSKIAKDKEAKK^ 

SGASWSKQQAKGSFQKVKATSR 

YGL043W_homolog 1418bp public: 1..436, PathoSeq: 437.. 1418; CDS: 
501.. 1415 (SEQ ID NO 347) 

AATCTACCATTAGGCAATGTCATATAATTTAGATTACGAACAGCTGATGACGCAGTTTCATTATCT 
CCATAATTTATAATGGCATACCCTTTGGATTTACCTGTTAATTCATCAAAT 
AATACTGGTCCAACTGATCTTGCAATATCCCGCACCTGTTC 
CCTATTGAAACACAAGTGCTTTTACTATCCATATT^ 

GGTAACAAAAAACTATAATTATTTAACAAATTATCGATAGAATCTCTTCCAAAGTACAACCAATTT 

CGATACATTTTTTTCTATGAGATGTTTTTTTC 

ACCTGAACCTACCAGTTCAGTTCAGTCTAAAAAATTTT^ 

TTTGCATATATTACTAATATTTATCTTACCCTTTCATCATGGATACAAAGGAAATAA 
TATCTAATCTTGAAAAAGCAGTAGATGACACCACCATTTTAAAGTTGTTGAA 

GGGTTAAAC CATC C G AAAAACTCTTG AGAG AAACC AAAGTAGGTGT AGCTGTC AAC AAATTC AG AA 
GTCACGACAGTGCCGAAATCAACGGTTTAGTTAAAAAAATGATCAGAAATTGGAGAGATGCCGTGC 
AAGCCGAAAAGAACAACAAAAAGAAGTTAGCAATAGCAGCTGGAACAGGAACAGGAACACCTTCAA 
GCTCAGCAATTTCGCCATCATCATCGGGTTCTGGAAGTACAACACGAAAACCATCAGAGTCAACCA 
CACCATCGGCTGCCCGTAAAGGTCCAAGAAATCCAAAAACTGACGGTGTAAATACTCAATTATACG 
AAAATGATACCAGAAATGCATCGGTTAGTGCTTTATACACGTCGTTAGCAGTTGATCGTGACGATT 
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CACCAAAACACATTTTGAGAATAGCTATTGAAATCGAGGCTGAAGTATACAAGAGCGAATACCTGA 
AAGTAAGTGACAGTTATAGAAATAGGTTAAGAAGCTTTACCATGAATCTTCGAAATAA 
CAGAATTAAGAGAAAGAATCTTATCGAAACAAATTTTACCTGCTG^ 
ATGAAATGGCTCCTGAGGCATTGAAAAAGGAAATTGAAAAATTC^ 

CTCAAGGTGCTACTGAAAAGAGAGCAGTGACCGATAGATTCACTTGTGGCAAGTGTAAGCACAAG 

AGGTCAGTTATTATCAAATGCAAACCAGATCAGCGGATGAGCCTTTAACTACATTTTGTACT^ 

AAAATTGTGGCAATAGATGGAAGTTTTCATAA 

YGL043W_homolog 305aa (SEQ ID NO 348) 

MDTKEI RSTVSNLEKAVDDTTI LKLLNI LNDGVKP SEKLLRETKVGVAVNKFRSHDS AEINGLVKK 
MIRNWRDAVQAEKNNKKKI^IAAGTGTGTPSSSAISPSSSGSGSTTPKPSE^ 
TDGVOTQLYENDTRNASVSALYTSLAVDRDDSPKHILRIAIEIEAEVYKSEYSK^ 
TMNLRNKKNPELRERILSKQILPAAFIKMTPNEMAPEALKKEIEKLHKQNLFDAQGATEKRAVTDR 
FTCGKCKHKKVS YYQMQTRS ADEPLTTFCTCENCGNRWKF S 

YGL103W_homolog 1301bp public: 1..688, PathoSeq: 689.. 1301; exon 

1: 501.. 548, intron 1: 549.. 899, exon 2: 900.. 1298 (SEQ ID NO 349) 

ACATTTATTGTTGGCTATACTTTCCCAGTTTTAA 

TTTACTGTAATGTGTTGTGCGAGTGTATGGTTT 

CATTCGTACCAGGAAGTCTGGAATTAAACGGTAGTTACTTC 

TTGTGTCTAAAGTTGCGTTAGGGCTAAAGCCCTAATCAATAGT^^ 

AATACATGCAAAATACTGCATATTAGAATTATAAGGGAATGAAAATC 

TGTAGATCGCATAGTGTGAGCGCGCACACACACACAAACTTTGTAGTGCTACAGTTTCTCTCTTTC 
CCATACACTCTCGCAGTCGCACGCTTGACAAAAGTTAATTAGAAATAGAAAAATTTCTCATTCCT^ 
TTGAGTTTTCCACCATAATCAACTAGTAATAACCAACAATGCCTACTAGATTAACTAAAACCAGAA 
AACACAGAGGTAATGTTTCTGGTATGTACAATTTCA 

ATGTTCAAGGACATATGGAGATTTAGAGAAAACATGGAAAACTAATCGAAAATGAATAATGAATGG 

AAAATTTTTTAAACTGAATATCAGAATAGACACAACACAACAGATCCAGAGTCATTATC 

TCATACAACCAAAGGAATGAATATGAGTAGTTTGGGA 

CAATCAAGTTTATCATTTACAGAAGACAGTTCCATCAATATGTCCAAAATACTCTTTGAAGTCAAT 
TAAAGTCAAATGAACGAATTACTAACTTATTTTTTTCTTTAG^ 

ACAGAAAGCACCCGGGTGGTAGAGGTAAAGCTGGTGGTCAACATCATCACAGAACCAACTTGGATA 
AATACCATCCAGGTTACTTCGGTAAAGTTGGTATGAGATACTTCCACAAACAACAAAACCACTTCT 
GGAGACCAGAAATCAACTTGGACAAATTGTGGACTTTGGTTC 

TGAGCAAATCATCTGCTTCTGCTGCTCCAGTCATCGACACCTTGGCTCACGGTTACC^ 

TGGGTAAAGGTAGATTACCAGAAGTTCCAGTCATTGTCAAAGCCAGATTTGTTTCTAAATTAGCTG 

AAGAAAAAATCAGAGCTGTTGGTGGTGTTGTCGAATTAGTTGCTTAA 

YGL103W_homolog 149aa (SEQ ID NO 350) 
MPTRLTKTRKHRGNVSAGKGRIGKHRKHPGGRGKAGGQHHH 
HFVTOPEINLDKLWTLVDSEKKDEYLSKSSASAAPVTDTLAHGYGKVLGKGRL 
Li AEEK I RAVGG WELVA 

YGL147C_homolog 423bp PathoSeq: 1..423; CDS: <1..420 (SEQ ID NO 
351) 

GCTATCAAAATCACTGTTCACAATGGTGACAGAAAACACGTTGCTGCTTTAAGAACTGTCAAATCT 

TTGATTGCTAACTTGATCACTGGTGTCACTAAAGGTTACAAATACAAGATGAGATTTC 

CATTTCCCAATTAACGTTAACATTATTAAAAAAGATGGTCAAGATTACGTTGAAATTAGAA 

TTGGGTGAAAAAAGAGTTAGAGAAGTTAAAATCCATGAAGGTGTCA 

CAAAAGGATGAATTGATTGTTTCTGGTAACTCCTTGGAAG^ 

CAACAAATCTGTCGTGTCAGAAACAAGGATATCCGTAAATTCTTGGATGGTATTTA 
AG AGGT AC C ATTGTTG AAG AAATCT AA 

YGL147C_homolog 140aa (SEQ ID NO 352) 
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A I K I TVHNGDRKHVAALRT VKS L I ANL I TGVTKG YKYKMRFVY AHF P INVN 1 1 KKDGQD YVE I RNF 

LGEKRVREVKIHEGVTMEISSTQKDELIVSGNSLEAVSQNAADIQQICRVRNKDIRKFLDGIYV 

RGTIVEEI 

YGL213C_homolog 1655bp PathoSeq: 1..1655; CDS: 501.. 1652 (SEQ ID 
NO 353) 

GATGATCGCTAACAAGGTACCCGATTTATTCATCAACA 

AACCTTAAATAGCTTGTAGTTTTTATGATTGGGACTAATTGTGCAGCATCGAACA^ 
TGCATAGAATAAATCGGTATTATTACGGCATACCAATCGATTGTAGGGGGTTGAAGCTGGTGCTAA 
TTCTGGGGTTGTTGC ATTTC C AGTCC AT AAAC GTTGAAAC AC AAATTGCTGTGT AATTTGGTG AAT 
GAATTGATCAGATGATCCTATGGGTGGCATTGTTAAGGTTGTTCGCTACGA 
ATGAAGGTAAGTACGAACTTATGAGTTTTGATTTCCTO 

TTGTCGTTGTAGCAAGAAGAAAAAAAAAAAGTGTCTTCACAAGTCTTGGACTCAATTO 

CCACAAACTCAATTTCAATTAACTATCAATAATCCAATATGGGTAAACAGTATATATCTACCGTCA 

GTGCATCTCAGGCTCATAAGCTGGATATTCTTGGTGTAGCTATTACCAATAAGTTCACTGTATCCG 

TGTCTAGTGATGGATATGCGAAATTTTGGGACAACAAGCAAGA 

TTGTCCAACTGGTATTTATAGATAAAAGCGGAATCCATGCGG 

CAAGCTCTACATTGAAAGTGACATTATTAGCATTTGCATGTTTCAATG^ 

ATTATATCAATGATGACTTTTCAACTATCGAAAGTCTAACTGATC^ 

ATTGTTGGACCCCTGGCTTTTATCGCGATCCAGAATCCAAAC 

CCAATGGCACTACAGAGGTTCATTTATTGAATATTGTTGATGAAAATGAGAAGGCTC 
TTGAAAAGTTTGGGCAATTAAAAGGAAACTCTTCTTC 

CAGAGAATAAAAAATGTGCTGTGGGGTACATCAATGGTGATGTCTTGTTATATGAC 

TGAAATTGATATACACATTTCGTTCGAGTGATTTGGTGACCAGTAGAAATTCCCAATCGACGTCTA 

TACCTAGGGTGTTGGCATTTTCCCCTGGTGGAACCTTGT^ 

CTGGGTCAATTACATTATACGACGTTGAGCATGGTGAGAATGTGGGGTCTTTGGCCACACCCTCA 

ACTCGGCCAAATCTGTTGTTGGTGGGTTTGCACATCAAGGCTG^ 

AGGAAGGTAAGCACTTGGCTAGTTGTGGATTTGA 

GCGAAAGGGAAGCAACAATTAGTATATCTATATCAGACTTAGATGATACTACACATAATGATCAAG 
ACGAGAGTGTCGCTTCTGGTGTTGCTTTTATTAAAAAGGGGGTTAGAGGTGGC 
GCAATGAAGGATTATGTGTCGTGAGTTTCGATAGAGGAATAAGATGGTACCGAGAGGCAGGAGGAA 
TATAG 

YGL213C_homolog 384aa (SEQ ID NO 354) 

MGKQYISTVSASQAHKSDILGVAITNKFTVSVSSDGYAKFWDNKQDEVHSPKEFVQSVFIDKSGIH 
AVAAYENVLPSSTLKOTLIAFACFNGSIIFRYYINDDFSTIESL^^ 

KQDYF ITTKTNGTTEVHLLNI VDENEKAVITFEKFGQLKGNS S S F PNSLAI C PTENKKC AVG YING 
DVLLYDFVSLKLIYTFRSSDLVTSRNSQSTSIPRVLAFSPGGTLLAVARDNQAAGSITLYDVEHGE 
NVGSLATPSHSAKSVVGGFAHQGWILGLSFDEEGKHLASCGFDKCIRVWNLETSEREATISISISD 
LDDTTHNDQDESVASGVAF I KKG VRGG SGGDSNEGLC WS FDRGI RWYREAGG I 

YGR085C_YPR102C_homolog 1418bp public: 1..1418; exon 1: 501.. 503, 
intron 1: 504.. 896, exon 2: 897.. 1415 (SEQ ID NO 355) 
ATAGAGATGCTTATTCTGGTGGTTCAGTTAATTTAT 

ATGGTAATTTCAATGTTGGTGATCTCTTTTGGGAAGTTAAAGAAAAGGAACAAT 

TAGATGGATAAAGTAAGTTGATTGTATAAAAAAAGAATGGATTCATTAATATAAATTTACAAATCT 

GATAATAAACTACAGTAACTATTATCCAAGAATTGAAAGTATCCTGTGTCACGTGATTAGGGCTCA 

AAAGCCCTAACAGGTTGCACGTGATGTTGATTTATTC 

TGGTGAAAATTATTAGTGAGACGATGTTGTTCGCATTTTACCACACACTC 

CATACTAACAATCTTCTCACACTATACACAAAAAAAATCTTTCG 

GTTTTCTCAATAGTATATCCATACAATAACTGCCAAAGATGGTATGTTCAAGTGTTTAAAGAGATC 

GAAATGTTTTGTTTTAATTGGAAGTGATATCATAATGAGAA 

AATTAATTGAAAGAGTTTTCTTTTGGGGAAAT^ 

TTATGTCAGATGTGAAGAAGAGTAAATATAACAAGAAGTTCAAATCATTAA^ 

ACAACGATTATCAATTACAGTCAACGAATAGAATAAAACAAAAGCCAGCATATAACAGATACCAGT 
GATTCATCCCAGTGATATAAATAATGATATTCAATTAAAAAGAATATTAAGACATTTTTT 
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GTATCAACAAAATACTAACTTATCTTTCTTTTAATTAGTCTC 
AATTACGTATTGAAAAATTAGTTTTAAACATTTGTGTTGGTG 

CCGCCAAAGTTTTAGAACAATTATCTGGTCAAACCCCAGTTCAATCTAAAGCTAGAT^ 
GAACTTTCGGTATTAGAAGAAATGAAAAAATTGCCGTC 

AAGAAATCTTGGAAAGAGGTTTGAAAGTTAAAGAATATCAATTAAGATCTAAAAACTTCTCTGCTA 
CCGGTAACTTTGGTTTCGGTATTGATGAACATATTGATTTAGGTATCAAA 

GTATTTACGGTATGGATTTCTACGTTGTTATGGGTAGAGCCGGTGCTAGAGTCACCAGAAGAAAGA 
GAGCTAGATCCACTATTGGTAACTCTCACAAAACCAACAAAGAAGATACCATCCAATGGTTCAAGA 
' CCAGATACGATGCTGAAGTTTTGGATAAATAA 

YGR085C_YPR102C_homolog 174aa (SEQ ID NO 356) 

MSDKSQNVMRELRIEKLVLNICVGESGDRLTRAAKVLEQLSGQTPVQSKARYTVRTFGIRIU^EKIA 
VHVTVRGPKAEEILERGLKVKEYQLRSKNFSATGNFGFGIDEHIDLGIKYDPSIGIYGMDFYVVMG 
RAG ARVTRRKRARSTIGNSHKTNKEDT I QWFKTRYDAEVLDK 

YGR118W_YPR132W_homolog 919bp PathoSeq: 1..919; CDS : 482 916 (SEQ 
ID NO 357) 

TATTGCGTAATCGTTATCAATGTTTGGATTGTT 

AGTAATTGTTTAAAAATAATCGATGCAGCAGTCTGCCACTAAATAAATAAAATGTCATATTGACAT 

GATAAGK5ATTTATCAATACTGTTAGGTCTATAGCCCTAACTTTAATCATTTACACGTGATACAAAA 

AAGTTGTTTGATCCCGCACGACTATGAGTACGCACTCACTAATTATAGCCTGAA 

CACATAGTAAGGGGATTTTGTATGGTGGTGCGCTCGCCTAAGACGTCTGCATACATTTTCTAAAGT 

CACACTGATATAGGGATGTTGTGGTAGTGATTGTGTGTTCCCACCAAATAACTTTGCGGA 

CATATACTCAATTTTTTTCTTACAAAAATTTTTTT^ 

CAATTCAACAACATCAATCATGGGTAAAGGTAAACCAAGAGGGCTTAACTCTGCTAGAAAATTAAG 
AGTTCACAGAAGAAACAACAGATGGGCTGATCAAGCTTATAAAGCTAGATTATTAGGTACCGCTTT 
CAAATCTTCTCCATTTGGTGGTTCATCTCACGCCA 

ATCTAAACAACCAAACTCTGCTATCAGAAAATGTGTCAGAGTCCAATTAATCAAAAACGGTAAGAA 
AGTCACTGCTTTCGTTCCAAACGATGGTTGTTTGAACTTTGTTGACG 

GGCTGGTTTCGGTAGAAGAGGTAAAGCTAAGGGGGATATTCCAGGGGTTAGATTCAAGGTTC 
AGTTTCCGGTGTCTCTTTATTAGCTTTATGGAAAGAAAAGAAAGAAAAGCCAAGATCATAG 

YGRll8W_YPR132W_homolog 145aa (SEQ ID NO 358) 

MGKGKPRGLNS ARKLRVHRRNNRWADQAYKARLLGTAFKS S PFGGS SHAKGIVLEKIGI ESKQPNS 
AIRKCVRVQLI KNGKKVTAFVPNDGCLNFVDENDEVLLAGFGRRGKAKGDI PGVRFKWKVSGVSL 
LALWKEKKEKPRS 

YGR277C_homolog 1164bp PathoSeq: 1..724, public: 724.. 1164; CDS: 
196.. 1161 (SEQ ID NO 359) 

AATTCATTTGATCTCTAAGAAGATGAACAGGCCTTGAATGG 

ATGTGGTTGGAAAAACTTGAGTCCTCAAAAAGGTTCTCTCGTAAAAGGCCAGAGAAAGAAAAAACC 

ACCAAACCCCCACCACCAACCTAACCTTTTCCTTCCATCCATTCCTC 

TTGAATCCAGTTATATTCATTAAAGATCCTATAAAATACGATT^ 

CTCCCGAAATTCATTAATTGTAATCGTATTGATTTAGTTATACTTTGTCAA^ 

CAATTGAATGAAATTTTATGTTTTTATTATCAATTAATT 

GATGGAGATACCGACAGTTTGCCTATGTTTGATTATC 

TCAACAAAAAAATTGAATCAATTATGTTTAAATAATTGGAATCATGGATATATTGCGG 

AATGATAACAGTACTAACTTGTCATCTTTGCCATTGTCAATAACACAAATATCAAACA 

CCAACAATCCAATCAAGAGCAAATAGTAGTAGTGCTTATAATGATGAGGATGATAAAATTACTACT 

AGTCGGCAATATCAACAATTTAAAACTACTGCTGTAGGTGGAACA 

CATAAAATTTTATTATCAATGGCAATTTTTTTAACTTCAAATAAA 

TCTAATTTATTAATTAATAAAAAATTTAAAT 

GTTATTCAATTCATAAATTTATTATTATTGAGTGAAACCAGTGTTAT^ 
ATTAATGATGTTTGTGGTCCAACTGGTTATATTAATGATATTG 
ACTAAATCTGGTGGTGAATTTGTTAACAAATTTCGTAAAGATCATGGATT^ 
ACAATAATTAAAGTGATTGGTGGGAATATTGAAGAAAATTCATGG 
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CTGATATTAGAGAACAAGAATATAATCGATTATTAAATCAATAA 

YGR277C_homolog 322aa (SEQ ID NO 360) 

MLNPVIFIKDPIKYDYSQFIISLLPKFINCNRIDLVTLC^ 

TDGDTDSLPMFDYRFEINILFNLSTKKLNQLCLNNW^ 

IPTIQSRANSSSAY1TOEDDKITTSRQYQQFKTTAVGGTFDHLHDGHKILLSMAIFLTSNKLIIGIT 
GSNLLINKKFKSQLQTFNQRQI^VIQFINLLLLSETSVIFFEIYEINDVCGPTGYINDIDNLIISQ 
ETKSGGEFVNKFRKDHGFKLLDITIIKVIGGNIEENSWKGKLSSTDIREQEYNRLLNQ 

YGR284C_homolog 1427bp public: 1..1427; CDS: 501.. 1424 (SEQ ID NO 
361) 

CAAGAGTAAAATCTAAATCGTTCCAATGATTTTGGACAG 

TGGTGGCAGTAGTATTGGTATTAAGTGGGTGGGTCATGGTATTAGAGAGTG^ 

GGTTGTGATTTTTTTTTTCCACTGGTGGTC 

CGTTTCGTTTTTCCTTTGTTTTGTTGACGTTGACAT 

TTTGTATTAGTTGTTCTTTTTTG 

TGTTTTCATATTTTTTTTTTCAGAACAAGAACAAATACAACTTAT^ 
CCCCAGGTTTTTCTATTTGTTTTTGGGTTTGCCATTCA 

TTGAGGAGTATCATTAATTTAAATTATATCAGTTAACAATGTCGTATCGTGGTCC 

GTAATCAACCTCCACATCATGGAATACCTTCTCAACCTCAACCACATATTGGTCCAATATCTTCCA 

GCAAAAGTCCTTTAGAACAATTTGAAGATGTTGCTAAAAAAGTTGAAGATT 

TTAAAGTCTTGAAACCATACGTCCCAGCAATTGGTAGAGCATTTTTGGT^ 

ATACTTTAAGAATCTTCACTCAATGGAATGAACAAGTTTATTACTTGCACAACTATA 

GGCGTTGGTTGACCGTTTTATTCTTGATCAATAATATGGTGGTT 

TAATTGCCAGAAAAAAGAATAACATTGCTAOTATTGCATTGATCGTTO 

TTGGGTATGGTTTATTGTTTGATGCTCAAT 

TATTAGCATTTTCCGATAGTATTGTTAGAGATAAAAGATCCTTAAACATGCCAGGTTTAC 

TGAACAATCAAGACAACAAAAAGTATTTCCTTTTAGCTGGTAGAAT^ 

TGGGATTCGTCTTTTCTTCTGATTGGTCATTGGGTAGAGTTTTCAT^ 

CTTGTGCTTCAATTGTTGTTGGTTACAAGACAAAGTTTTCAGCTGCT 

TCTTATACAATGTGTTCACTAACCAATTCTGGGC1TATGCATCTCAAGATGCTAGACGTC 

TGAGATATGAATTCTTCCAAGTTTTGTCAATTGTGGGAGGATTATTGTTAG 

CTGGTGAATTCTCCATCGATGAAAAGAAAAAGATTTATTAA 

YGR284C_homolog 308aa (SEQ ID NO 362) 

MSYRGPNQFGNQPPHHGIPSQPQPHIGPISSSKSPLEQFEDVAKKVEDWIDDYFKVLKPYVPAIGR 
AFLVATF YEDTLRI FTQVWEQVYYLHNYRHYWRWLTVLFLINNMVVMTVASTLVI ARKKNNI AT I A 
LIVVVIIQGIGYGLLFDAQFVLRNLSVVGGLVLAFSDSrVRDI^ 

GRILLVLLFLGFVFSSDWSLGRVFIIIIGLTSCASIVVGYKTKFSAAIMLIVLFLYNVFTNQFWAY 
ASQDARRDFLRYEFFQVLSIVGGLLLWNAGAGEFSIDEKKKIY 

YGR285C_homolog 1876bp PathoSeq: 1..1215, public: 1216.. 1876; CDS: 
501.. 1781 (SEQ ID NO 363) 

AATTATTAGTTGAAAAACAAATCATACCTATTGCCAGAGCTC 

CTAAAAAAGCATACTTAAAGACTTTTCAAGATGAAATAAAACCTGTTATTGATCA 

AAGATAACAATGGGAAACAATATGAGATTGTTGGGATTATAGATCCTATAAATTATAGAGTCTTGG 

TCACATTAATTGAAAATACAGATGGAAGCAACAAAGTCGCTAAAGGAGAAGGGTCTATAGAAGTAT 

TAGATATGTCTGCCATAAAAGAATAAAACTAAACTAGACAAGTGTATAGAATCTTTTTTATTAATA 

GATGCTTATCTTAGTTATGTTCCAGAACAATTCATGTTAGGAGAGAGAG 

TTTTGCACAAACAAAAAACGAGAAGATGAAGAAGCAAAAAAGAAAATTTT^ 

TAAATCCTCCTACAATTAATTTCATACCAATAAAGAACATGTCTATTGTATTACCATCAGGAACTA 

CTGACGGATTTAAAGCCGTCTCCAAATACTCTGCCCCAGTGCGTCGTCCAATTGAACCAGTTGGTC 

GTTACTTCTTAGCCCACGCCTCAAGAACTTTGCGTGGACACACTTGGTCTGAA 

AAGCTGAAAAGAATGTTAAACAAATCGAAGTCAACGAAGATGAGGATTTGGGAG 

GTGAAGAGTTATTAGAACACGATCCAAGAGAATGGAAGACTGCCAATTTATATGCTGTTOT 

TATCTCATTTGAGAAGTAAAGCCACTGAAGATCAAATCAGAAGAGCCCACAGAAAACAAGTTTTGA 
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AACATCATCCAGATAAAAAATCCGCTAGTGGTGGATTAGAAAAC^ 

AAAAAGCCTTTGAAGTTATGTTGGACCCAGTCAAGAGAAGACAATACGATTCTATTGATGTTGAAA 
ATGATCCAAAACCACCAGCTCCAAAATCCAAATACGATTTCTTTGAAGCTTGGGGTCC 
AAAGTGAAGCAAGATTTTCTACTAAACAACCAGTTCCATTGTTGGGAAATTTAG 
AAGAAGTTGATGCTTTCTACAGTTTCTGGGGAAGATTTGACTCTTGGA 

ATGAAGATGTTCCAGATGACACTGCCAACAGAGATCACAAACGTTATATTGAACGTAAGAATATTG 

CCCAACAGAAAGAAATTGAAGCAAGAAGATCACAAGAGATTATCGAATTGGTCGAAAGAGCTCATG 

CTGAAGATCCAAGAATTAAATTGTTCAAAGAAAAAGCCAAGAAAGAAAAGGCTGCTAAGAAATGGG 

AAAAAGAATCTGGATCAAGAAAAGCTGCTGAAGAGGCTGCTGCCAAAAAGGCTGCTG 

CTGCTAAGAAAGCCGCCGAAGAAGCCGCCGCTTTGAAAGCCAACTCTAAAAAAGCTAAAGAAGCTG 

CTAAAGCTGCTAAAAAGAAAAACAAGAGAAACATCAGAGCTGCTGTTAAAGACAATAATTACTTTG 

GTGACTCAGCTAAATCTGCCGACATTGATGCTGATGTCGATTTGTTAATCGAAAAATTCGACGATG 

TCAAATTAGGTGAAGTTGCTGATAAAGTTAAAGATGCTGATGCTGCTTCAGTGAAATCTACTT 

TTGAAGTTGCAAAGGAATTGGTTGGAGCTGGTTCTTTAGATG 

AGATTTTTTTTTTGTAGGAAAATAATATATATAGAATGTAAACTA 

CTGAACTCAAACAAGACTAAACAGCAAG 

YGR285C_homolog 427aa (SEQ ID NO 364) 
MSIVLPSGTTDGFKAVSKYSAPVRRPIEPVGRYFLAHASRTL^ 

DEDLGDEEQSEELLEHDPREWKTANLYAVLGLSHLRSKATEDQIRRAHRKQVLKHHPDKKSASGGL 
EN1X5FFKIIQKAFEVMLDPVKRRQYDSIDVEINDPKPPAPKSKYDFFEAWGPWESEARFSTKQPVP 
LLGNLESTKEEVDAFYSFVGRFDSWKTFEFKDEDVPDDTANRDHKRYIERKNIAQQKEIEARRSQE 
IIELVERAHAEDPRIKLFKEKAKXEKAAKKWEKESGS 

ANSKKAKEAAKAAKKKNKRNI RAAVKDNNYFGDSAKSADIDADVDLLIEKFDDVKLGEVADKVKDA 
DAASVKSTFVEVAKELVGAGSLDASYLKYFN 

YHR021C_homolog 1178bp public: 1 .. 537/917 . . 1178 , PathoSeq: 

538.. 916; exon 1: 501.. 503 , intron 1: 504.. 932, exon 2: 933.. 1175 

(SEQ ID NO 365) 

TTTCATTTGTAGGCATTGTGTAGAATGTGGACTG 

ACATCTCAAATTGGTAGTAGAAGAATTCAACCTTGGGACAGTATTCTCTGCTTAAAATGAGTTTAC 

TGATCAAATAAAATATTGGCTCAACCATTGAAAAGCTATTCT^ 

TGGTTGTTTCACAATTGAAAAAAAAAATGTTGAGCC^ 

ATTGCTTTGAGTGAAAAGTGTACATTTGT^^ 

ATATGCTGCGTATAGTGAGAAATCTTCTTCTCTOT 

CTCACGAAACCTAATTGGAAAGAAGAAAAGAGAAAAAAAAAAAATTTTC 
AGTTTTTGAATTATACATATTAGAGAAACAAGTTAACAATGGTATGTTCATT 

TTATGGAGGGATATTCCTGGATGATCAGAATATCATAATATAGGAGTATACTATTTTACTGGAATC 
AAGATATAATTGAATTGAAATAAAAATTGAATAAGAGGAAGCATAGAATACGGAATGATGATTAAC 
AAATCAGAAAACATTGTACTACCGAATAATGAATTAGGATCAACATATTAATATCAACTACTACTT 
TAAAAGAACAGGAAAATGAGAAGAGAATCAGCATGAAAGTTACCACCTCAGAAAACGTCAAAGAAA 
TATACTTTTGGTGTGGATCCATGTGTTATTAC 

CCACATTGACATAACTCAGACACAATCTTTCAAATAAAACATGTAATACTAACTATTATT^ 

TCGTATAGGTTTTAGTTCAAGATTTATTACATCCATCTCCAGCCACTGAAGCTAAACAACACAAAT 

TGAAAACTTTAGTTCAACAACCAAGATCTTTCTTTATGGACGTTAAATC 

TCACCACTGTTTTCAGTCACGCTCAAACTGCTGTCACTTGTGACTCTTC 

CCCCAACTGGTGGTAAAGCTAAATTGACTGAAGGTTGTTCATTCAGAAGAAAGTAA 

YHR021C_homolog 82 aa (SEQ ID NO 366) 

MVLVQDLLHPSPATEAKQHKLKTLVQQPRSFFMDVKCQGCI^ITTVFSHAQTAVTCDSCSTVLCTP 
TGGKAKLTEGCSFRRK 
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YHR141C_YNL162W_homolog 1179bp PathoSeq: 1..1179; exon 1: 

501.. 503, intron 1: 504.. 861, exon 2: 862.. 1176 (SEQ ID NO 367) 

tttatattgttttttgtttctatg 

gtgatgtattttttttgttggtccttctttgtc 

atttggaac^agctaccaaagcagaaatgatagcaaaaaaaaac 

gtttagggctctagccctaatgcctgtatataattgattgatgctto 

acagaagcgaaaaaaaaagagctggaaagtgtgattaacaacaacgagggaagaaaaaaa^ 

ttaggtgaacaaaaattaatgtgtgagcgtgtacatgcacaattttcaattg^ 

ctaacaaactcaacctccattgtgagaaaagagattttt^ 

ttagttcactagtaactttcgaagacaacatagacaagatgggtatgttccagtatagc^ 

aacaatgagatacaagatattcctccaatacaaagagattaatggtgtttttc 

ccatgtgtttaataagaatgatttgtcaagggataagatgaaaagtggaa^ 

tgaaacgaattttctgggatagcgttcaaacaatca^ 

aaaacaagtcaatattatcaaagatggagttttataaggagagat^^ 

aagaaatagccaactatttggcaccatttcct 

atagttaacgttccaaaaactagaaagacctactgtaaaggtaaagaatgccgtaaacatacccaa 

cacaaagttacccaatacaaagctggtaaagcttctttgttcgctcaaggtaaaagaagatatgac 

agaaaacaatccggttatggtggtcaaaccaaacaaattttccacaagaaagccaagact^ 

aaagttgttttgagattggaatgtgttgtctgtaaaaccaaggctcaattaccattgaaaagatg 

aaacatttcgaattgggtggtgacaaaaaacaaaaaggtcaagctttaca^ 

YHRl41C_YNL162W_homolog 106aa (SEQ ID NO 368) 

MVNVPKTRKTYCKGKECRKHTQHKVTQYKAGKASLFAQGKRRYDRKQSGYGGQTKQIFHKKAKTTK 
KWLRLECWCKTKAQLPLKRCKHFELGGDKKQKGQALQF 

YIL112W_homolog 3583bp PathoSeq: 1..3583; CDS: 365.. 3580 (SEQ ID 
NO 369) 

GTGCGAATAATACAAGCGATCGTTTGAATAATCCAATGATTAGCTCTGATCAACGAATTCAAA 
TTCCCCTCAAGGACGTAGTACAACAAGAGATGAGAAGGGGTTTGA^ 
TGACGGTGCAAAAAGATCTACCACCAAAGAAGCACATAATTTTTTGAATGATTCAC 
CATTAGTGATATCTCAAGCCAAAAATTTTCAAGGGAAAGTTCCCGTAATGTT^ 

CAGGCGAAGTTCAATAATAAAAATTGATCATCATACTAATGTGGACGTGTCAACGAAACCGGAAAA 
TATAAATAGCAGAGATAACAAAACTGAGAAGAATATGACTTTGAGTTCAGAGTCAACCAAACCGAG 
TGTCGAAGAAGTTAGTAAATCTTTGAAACCAACAATTACCAAGA 

AAAATCTGCCAAAACTAAGGCTAAAGAAGAAAAGGTAACAATCGAAAAAAGTGACAAAACGATTAA 

TTCAGAAGAACGAAAAACGGAACCAATTCAACAAAGCGAGCAACTTTTAACGGACAAAAAGGATAA 

TAAACTGGAACCCAATAGTGAAGTAAATTTGAAAGACAATAATGACGACCTGAAAGCTACAGCTGG 

CTGTGCCCTAGGACCTGATAAGAATACTGGAAAAAACGATTCAGATAAATCAGAAACGACTCAACC 

AAAACTTGCCCGCTCAGAATCATTTGCCGATACATCATTATTGTCTCCAGTTAATGAAAGT 

TGATTTCAATTTCAATGAGTTAGCAGAGATACCGGAAGCAAAGGATGGTTCAGTTC 

TGTGCTGGAGAACATTGATGAGAATGAAAATATTTCAGAAGCTGAAACTGTTATAGCAG 

TCCACGTCTCGATGAAGGAAAGAAACTTTTACGTGAACAAACAGCAGATGTAAAGAGACATAAATT 

GAAGAAAACAAAATTGAATACTATTTTTAGTTCCGATGAAGAGGAGGAC^AGATTCAAGAACCAGA 

TTTCAAACTCCAAGAACCAGAAAAACTACCAGAAGATGACCAACA 

AGCAACAACAGAAATCAGTAACGATAAAACAGAAGTAAATAAGCCAGAAGTGAAAGAGGTTGGCGA 

GAAAGAGAGAAATCACCAACTAGAAGATAGATTACCAATTAAAAAAGAGAAAATGCGGTCGGAGAA 

TGCAAAGACATCTGAAAACGGTGTCAGTTCAAAATCAGAATCTAAGATTTCAAAGTCGAAGAAACT 

ACCTTACAAAGTTAAACGTGATTCAAGTGGTCGATCATTATTACAACGAGCTTGCAAGAAGGGTAA 

TTTTGCAGATGTCCAAGATTACATAGAGAGGGGTGCTAGTG 

CACATGCTTGCATGAGGCAGCATTGGAAGGTCATACACAAATTGTGAAATATC 

TGCTAATGTAAATGCGAAAGCTGATGAAGCTGGTGATTCCGAGACACCATTGATCGATGCAGCTGA 

AAACAAACATCTTGATTGTGTTAAAGTGTTACTAGAAAATGATGCTGATCCTACTATTTTCAATAT 

TGATGGATTCACCGCTTTAACTAAGATTTATAATGAACATGAAGGAGAAGAAGGATATGATGAAAT 

TATTCAAGTTCTAGAAGAAGCAACTGCAAACTATAACAGTCGTTTACCAAGAGAAGTTCAG 
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ATCAGATGCTCCTATTGGTAGTGGACCAATCATGGAGGATCC 

AATTAAAGGTAAGGGAATATATAAATACGCTGCAGAGAATTCAAAAGAGAAAACAGCAGAATAT^ 

TGTTGCTGGTCATAATTTAGAAGGAAAACCAGATATTTTAATTl^ 

AGAACTTGTTGATATTATACTAGGGCTAAACCCT^ 

TGGTGTTACTGCATTATTGGCCAGTATTGGACGCGGTCATTTTGAAG 

CAAAGGTGCTGATCCATTCAAGACAAGAAAAAAAGATGGGT^ 

CTCGCCACATTTTGATTCACGGGAAGTTAGTGTAATA 

CAAAATTTTGTCTGGTATTCCGTCAAGGGTAGTATCTCGTGCAACATCTCGTGC 

CGTATCATCAGACGAAGATGACGTAGTGGAAGAAAAAGAAATTACAGCACACACAGAAAATAAAAG 

TGCTGAAAAGAAGCTGGAGGATAAAATCACGAAAACAGTTAATGAGCATGTCAGCAATCGGAAACC 

CCACGAGTCTACAGGTCGAAAACTTGAAAAGACTCATAGCAATGAGGAAAGAAAGCGGAAACGTGA 

ATGGTCAGACGATGAACCTAAAGAACCACATCTTTTGAAGAAGTCAAAGTC 

ATCACTACATAGAGAATTCACTTCTGATGATCACCACACCAGTGAAAGCC 

AGAAAAAAGAAAACATTTATCGGCAACGCCACCTGCTCCTCCGCCACCACCACCACCACCACCTTC 

TCAAGCAGTTATCAAGGCACAAGAAGAACAAAAAATCAAAGATGCTGAAGAAGCTAGATTGTGGCA 

AGAAAAGGTCGAAGCTAAAAAGAGGGCTCGAAGAGAAATGTTTTTAAAGTCCGAGAAAGAGAAAGA 

GCAGAAACGGAAAGAAGAAGAAGAATTGCGAGCACAAGAAGAAAAACGAATTGCCAAAGCAAAACA 

GGAAGAACAGGAGAGACTTGCTAGAGAAGCAGAAGAGAAATCGAAAGAACTAGAAGAAAAGAAAGT 

GGGGTTGCGACAACAGTTGACATTAGATCATTATCCGGTTGGATTGCGTTATTG 

AAACCCAAATATCTCGGCTGTTGATAAATTTTTC 

GTATGCTGTTGATTTGCAAGTCTCCTTGATCACGTCAACGGTTGTCAGCAAGGTTATCAATACTGT 

ACAACCTCATCAGAAGAGAGAAATAAATGCAACTGAAAAAAGCAAATTGTGGAAGCTCTTTTTCAA 

GTTTATTGGTATTGATCCTAGGAATCCAAATTGTGATCAAAGAAGCTCAATAACAAATGGTCAAAA 

ACAGTTTCAAAATTTGTTGCTTCATTTTGTGGAGGTAGATTTAGCTGA 

TCCAGAAGTACACTCAAAAGCAAAAGATAACCAAATTGATGTTAGTTTAGAGTCTTTGA 

TTCTGATTGCGTCAAGGATGATATAATAGTTGATGGAAATCTTGAAATTGATATTGATTCCAAGAA 

AATCGAAAAGTTTATTCCTCCTCATTTGAATAC 

AGCACACCCACTATGGTGA 

YIL112W_homolog 1072aa (SEQ ID NO 370) 

MTLSSESTKPSVEEVSKSLKPTITKKTSFTDYLKSAKTKAKEEKVTIEKSDKTINSEERKTEPIQQ 
SEQLLTDKKDNKSEPNSEVNLKDNNDDSKATA^ 

SLLSPVNESDTDFNFNEIxAEIPEAKDGSVVAAlWSENIDENENISEA£TV 

EQTADVKRHKLKKTKLNTIFSSDEEEEEIQEPDFKIiQEPEKLPED 

VNKPEVKEVGEKERNHQLEDRLPIK3CEKMRS 

SLLQRACKKGNFADVQDYIERGASANEKDFCGFTCLHEAALEGHTQIVKYLIENGANWAKADEAG 
DSETPLIDAAENKHLDCVKVLLENDADPTIFNIDGFTALTKIYNEHEGEEGYDEIIQVLEEATANY 
NSRLPREVQFVSDAPIGSGPIMEDPNDNYFAELIKGKGIYKYAAENSKEKTAEYFVAGHNLEGKPD 
ILILAAI^GHTELVDIILGI^PTPFNIDTESSCGVTALLASIGRGHFEVVDSLLSKGADPFKTRKK 
IX5LNALEIAQHSPHFDSREVSVIMKFMEKKSGTKILSGIPSRVVSRATSRAPSVPVSSDEDDVVEE 
KEITAHTENKSAEKKSEDKITKTVNEHVSNRKPH^ 

LKKSKSDLKLKSUiREFTSDDHHTSESHSDSFAEKKKHLSATPPAPPPPPPPPPSQAVIKAQEEQK 
IKDAEEARLWQEKVEAKKRARREMFLKSEKEKEQKMCEEEELRAQEEKRIAKAKQEEQ 
EKSKELEEKKVGLRQQLTLDHYPVGLRYCKFIX^PNISAVDKFLPFTVFVIDDKKYAVDLQVSLIT 
STWSKVTNWQPHQKREINATEKSKLWKLFFKFIGIDPRNPNCDQRSSITNGQKQFQNLLLHFVE 

VDIJVEEFLKEFPEVHSKAKDNQIDVSLESLSGFSE)CVKDDIIVIX3NLEIDIDSKKIEKFIPPHLiNT 
RKDIIRTVSTLAHPLW 

YIL148W_YKR094C_homolog 659bp PathoSeq: 1..659; CDS: 501.. 656 (SEQ 
ID NO 371) 

TAGTTTCTTTTGGCGGTATATCCTCACTCATG 

GAAACAATAAGATTGATTGATAGATTTGGTTGTAATTAATCTGATGCTTTCAA 
TCGTGTCTCGGTCATTGAGGTTGGGTAAATTGTTTTTCTT^ 

CATGCAAATATGATGTCGCTCAATTGCGACATACTACTTAGGGCTATAGACCTATTGCACGTGCGT 
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TAGTTTTAAACCTAAAAAAACAATTT 

TTGACGTACAAACCTTCACAGTTCACGCACACTTTTGTCGATTCTCAAACCTC 

GTAGGAATGAAAAAAATTTTGGTAAAGGCGAAAAAAAAAAAAAATAAACTTG 

CCCTTTTTGATTACTACAATAGATTAAAGTAACTAAAGATC^ 

CTTCAAAATACAACTGTGAAAAATCCATTTGT^GTAAATGTTACGCTAGATTGCCACCAAG 
CCAACTGTCGTAAGAGAAAGTGTGGTCACACCAATCAATTGAGACCAAAGAAGAAATTGAAGTAG 

YIL148W_YKR094C_homolog 52aa (SEQ ID NO 372) 
MIEPSLKAI^SKYNCEKSICRKCYARLPPRATNCRKRKCGHTNQLRPKKKLK 

YIL150C_homolog 2297bp PathoSeq: 1..1162, public: 1163.. 2297; CDS: 
501.. 2294 (SEQ ID NO 373) 
ACTCAGCCTTTTGAAATTCACTTTTGGTAAAA 
CTAACTCCATATTGTTGTTCCTACCCTCTTGCGATAGAGACT^ 

TAGAGGTATGGGTAAGATTATTTTCACCACCGTTTTCCTTTAGCAAATAGTCTAAAGCA 

AATTGTTGAGTTTCGGTACATCATTAGCTATCTTTTGTACAATTC 

TGGAAATAACAAGTTAACAGCGTGTTTTGTTGGTTTGTTGGAACAAA^ 

TCTTTTCATAGTTTTTTTTTTCCATACATAACTTCTGACGCGTGCACTATATCTGCTAACA 

GGCAACAACAAAGAAAGAGAATTTGAACTAATCCGAAGATGAACGACCCCAGAGATGAACAAATTG 

ACTCCGATGATGTATTAACAGAAGATTCATCTGATGAATTGAAGGACTTGGTGCAGGAGTTTGAAT 

TGAAATATGCAGAATTAAAGAAGAACAAAGCCTTGAAAAAACGTCGTTCACAGTCACCACTGGAAG 

ACATGCTGAATAAACAGAAACCCCATCAACCGGAGGTCCCCAGAACCCCAGAAAAAGCTAAAGTCC 

ATTTGGATAAGGTAGTAGAAGAACCAAAGCAAAGAATTTTTACCAAGAAGGAGCCTCGGGATT 

AGATAAAAGAATCAAACTTCTTAAACAAACTCTACGAGACAAGTAATAAGCATGATAAAGAAGATG 

CCCATAAAATAGATTTCAGTAAAAGAAGGTTTGAGTTTCAATTGGATAAGTATACTTTTACGCC^ 

AAGACGTTGTTGATGATTTAGAACCGATATCCAAGCTTTACTTGCGCAGAAGATACCTTGCCCAAC 

TGCAAATTGCCGACATTATTGCCGAAACTGATAGCAACATGAAATTCCTTAAAATTGACAA 

TAGCGAAAACCCATAAATCAAACAACTATGCTGAACCCAAGTATTGTAATTGGTGTCTTGTTG 

TTGTGGTGCGCAAGGACCCAGTGCAGGTTGCTGCCAACAACTCTAAATACATCAA 

GAAATTTTATGAATTCTGTAGACTTGATGCTTTTTGATAAGGCTTTTCAG 

AACCGGGTGATTTATTATTCATTTTGAATCCATTGATCAACAAGTATGAAATACAAGTT 

GCCAGTTTCAGTCTGGGTTCAATTTGAAAGTAGAAAACACCAATGTGTCAAGTATTTTAGAGATAG 

GATCGTTAAGAGATTTTGGGTTTTGCAAGTTTACTAGAAAGC 

CCATCAACACAAGGACGCAAGAATTCTGCGATATACATTTGGATA 

GAATGG AATT AAATGGAAGTGTTTCG ATT AG ATC CC CGC AAAAAAAC AAGAAAAAGATC 

ATAAAAATGGGTCTGGCTTTATTAAGCAATATAACGAGGAGAGTACTGTTATAGGAACAAGCTACG 

GTTCTCCTCTTGATCCAAAAAGGTACCAAGACCCGAAAGTACTCCAGAACCAAATCAAGCGGCGCA 

AACTAATAGACGACAAGGCAAAGGAGATGCTTGAACAAAAGCTATCGAAACTAGGTTCGGCTTCAT 

TATTGAACAATTTACAATTATCTAAGAAAGAAGCAACAGATAAACTTGCGAGTGATCGTCTGAAGA 

GCAAAGGATTCACCAACACAATGATTTCACATATTGGGTTTGATCCAACAGGTACATCTTTGAACC 

AAAATAGTACCCTGCTTGGCAGCAAGCTGATGGAAAAATCTCGAGCACGGGAATTGCATGATTTGA 

GTGTTGAAACATCTGGTCATAAGTCGTTGTCTTCGTCTAAACAAGATCGCCAGTCGA 

AATGGAACACGAATATCAGAACTTTACAAAATTACGATCGACGAGTTGCCAGCCACTCCTTGAGTA 

CCTCTCGTCGGTTACAGAATCTTGTAGGAAAGCAAACACACGCTACACTAGTAGATAAAAGGAAAA 

G AGTGGTTGTC TC AG ATG ATG AAC AAC CGGGG ATGG AAGAAG ATG AAGAAG AC ATTG AAATC C AGT 

TTGACGACGAAAAGTCTAAGATGTCCTACATGAAAATGACTGGAGCCAGGTAA 

YIL150C_homolog 598aa (SEQ ID NO 374) 

MNDPRDEQIDSDDVLTEDSSDELKDLVQEFELKYAELKKNKAIiKKRRSQSPSEDMSNKQKPHQPEV 
PRTPEKAKVHLDKVVEEPKQRIFTKKEPRDSKIKESNFrJTCLYETS 

QLDKYTFTPKIDVVDDLEPISKLYIJRRRYI^QSQIADIIAETDSNMKFLKIDKFLAKTHKSNNYAEP 
KYCNWCLVAFVVRKDPVQ VAANNSKYI KLKVGNFMNS VDLML FDKAFQKNGK I QPGDLLF I LNPL I 
NKYEIQVGKGQFQSGFNLKVENTNVSSILEIGSLRDFGFCKFTRKLDNSRCKRAINTR 
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LDMKFKSSTRMELNGSVSIRSPQKNIOQ^MYMNKNGSGFIKQYNEESTVIGTSYGSPLDPKRYQDPK 

VLQNQIKRRKLIDDKAKEMLEQKLSKLGSASLLNNLQLSKKEATDKLASDR^ 

FDPTGTSLNQNSTSLGSKSMEKSRARELHDLSVOT 

RRVASHSLSTSRRLQNLVGKQTHATLVDKRKRVVVSDDEQPGMEEDEEDIEIQFDDEKSKMSYMKM 
TGAR 

YIL167W_YIL168W_homolog 14 9 9bp public: 1..1499; CDS: 501.. 1496 
(SEQ ID NO 375) 
TTTCTTCATCAACTTGCTCAAATGTC 

GCATCAAGGTAAAGGAGGGAGTTTTGGTATAGTTAGGTTTTTC 

TATAACAGAACTACCAAAAGTGAGCCCACATCTGTTAATCTTGAAAAGCAAAATTGAGAAAACCAT 

TTATGCAAGTCGTGTACTGGTGATATTCTTGGTCAATTGCTACACTTT^ 

GTAGCCGACGTGGGTTGAANAATATATATTTAAGTATATAGAATCAGGTCAATATAAAATG 

AATATAACAAAATGTTTCAATGTAAACTGATGGTTAAGGGATTATAAATCAAACTGAGTAGTGC 

TTGTTCCTAAAAAACCCATCGTGGTGGTAACGTCAGGAGACCGCGACATCAAATGGAATTCACACA 

ATCAGTCTCCGAATTTATTACCCTTGAAACTTAACTTAATGAAAGAGCCTTCCATCACTACTACCT 

TTGTTGAGGTTACAGACAAACTTCCTACAAAGCCTCCGTC 

AGCAGCCCTCCGGCAGTGTCAAATTAAGAGGCATGGGACACTTGGTTGGCCAGTCTATAGATGTGG 

CCAGAAAACTTGGCAAATCGAACGTAGCAGTTTTTTCGTCATCTGGTGGTAATGCAGGATTAGCAG 

CTGCTTATGCCAGCCAGTTTTTTGGAGTATCGTGCACTGTGGTGTTGCCTG 

CTGTTATAGAAAAGTTGAAATCCTTGGGTGKZAGATGTCATTATTCAT 

CCGATAACTATTTAACTGATTTTGTTATTAAAAAT^ 

ACCCTTTTGATGACCCATTGTTGTGGGAGGGTCATAGTAAGATCATCACGGAAATCATCGATCAAA 
AGCAATTACCCAACTTTGATAAAGTTAAGGGGGTCATTTC 

ACGGAATAGTTGAAGGTTTGGAAAATCATAAGGAGATACCAGTGTTGGCAATTGAAACTAAACAAG 
CGGCCACGTTTCACGAGGCGGTCAAAGAAGGTAAAGTTGTTCATTTACAAAAAGT^ 
CCACTTCTTTGGCTTCGCCGTACCTTTCTTCCAAGGCATTAGCAAACTATATTGAGCGTCCTACAG 
TTCTTGCTGAAATTGATGACTTGGACGCTGTTAAAGGTGTTGTTC 

ATATGGTTGAGCCTGCATGTGGTGCATCCGTTGCATCAGTGATGCACAGGCAAGATTTATTGAATA 

AATTTGGTACATTAAGTCCAGATGATATTATCATTGTTGTCATATGTG 

AGTATATTATAGACGAATATAGAAGTTTATTAGAAAAAGACTCTTGA 

YIL167W_YIL168W_homolog 332aa (SEQ ID NO 376) 

MKE P S I TTTFVEVTDKLPTKP PCRVF FKNE YEQ P SG S VKLRGMGHL VGQ S I D VARKLGKSNVAVFS 
S SGGNAGLAAAYAS QFFGVSCTWLPE S SKPTVI EKLKS LGADVI IHGKHWGEADNYLTDFVIKNL 
DKTVYPVYCHPFDDPLLWEGHSKI ITEI IDQKQLPNFDKVKGVICSVGGGGLYNGI VEGLENHKEI 
PVLAIETKQAATFHEAVKEGKVVHLQKVQTI^TSLASPYL 

WDVYDHFGYMVEP ACGASVASVMHRQDLLNKFGTLSPDDI I IWI CGGSAINKYI IDEYRSLLEK 
DS 

YJL034W_homolog 2564bp PathoSeq: 1 . . 806/1401/2504 , public: 

807. .1400/1402. .2503/2505. .2564; CDS: 501.. 2561 (SEQ ID NO 377) 

TTTTTGAAAACAGAGAATGAATGAACAATTGATGACC 

GCGACACTTCACGTGATAACAACAAAGTGACATGAACAACAAATGTCGTTTGTATAATTTGCG 

TTTGTTGTTCAAGCCAAAAAAAGAAAGACAGAAACAGAAAAAAGAA 

AAGCACAATTAATCTTTTTATGGTTGTAACTATTTCTAGTATATT 

ATATGCAGTACACACAGGTTTTTTTCACAGATGTTGACACAGTGTTGAAAATC 

TATAAATATACAACTTACCTTCCACGGTTTTT^ 

TTTTTTTGTCATTTATTTATTAAAACATTCTCTTC 

TAATTAGATCAATTAGATTATAGAATCATTTCAATATAATGAGATCATCACAATCTTCTTGGTTAC 
CACGTATTGGTTTATTATATGTGGCGTTAGTTATACTTATACCATTTT^ 

CATTTGCGGTTGCTGCAGTGAGCGATGATGAATCCTCGACAGATAATTATGGTACAGTCATTGGTA 
TAGATTTGGGTACCACTTATTCCTGTGTTGGTGTTATGAAAAACC^ 

ACGATCAAGGTAATAGAATCACTCCATCATACGTGTCGTTCAATGGCGATGAAAGATTGGTTGGAG 
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ACGCTGCCAAGAATCAAGCTTCCTCTAATGTCAACAACACTC 

GTTTGAAATATAATGATGACACTGTGCAAAAGGAACTTAAACATTTGCCTTACA 

AGGGTAACAAACCAGTTGTTAAAGTTGAATACCAAGGTGAAGAAAAAACTTTC 

TTTCATCTATGGTTTTGGGTAAAATGAAGAGTATTGCTGAAGA 

ATGCCGTTGTCACTGTTCCAGCTTATTTCAACGATGCTCAAAG 

CTATTGCTGGTTTGAACGTTTTGAGAATTGTCAATGAACCT^ 

TAGACAAAGGCGACCAAGAAAAACAAATTATTGTTTACGATTTGGGTG 

CTTTATTGTCCATTGAAGGTGGTGTTTTCG 

GTGAAGATTTTGATTTCAAGATTGTCAGATAC1TGGCCAAACAATTC 

ATATCACTGCCAATTCTAAAGCCATTTCCAAATTGAAGAGAGAAGCCGAAAAGGCCAAGAGAACTT 

TATCTTCTCAAATGAGTACTAGAGTTGAAATCGACTCCTTTGT^ 

CTCTTTCAAGAGCCAAGTTTGAAGAATTGAACATTGCTGCTTTCAGAAA 

AACAAGTGTTGAAGGATGGTGGTGTCAAGAAATCCGATATTC^ 

CCACCAGAATTCCAAAAGTTCAAGAATTATTGGAAGGATTC 

GTATTAACCCAGATGAAGCTGTTGCTTATGGTGCCGCTGTTCAAGCAGGTGTTTTGAGTGGTC 
AAGGTGTTGATGACATTGTTTTGTTGGATGTT^ 

GGGTTATGACCACTTTGATCAAGAGAAACACTGCCATCCCAACCAAGAAATCTCAAATCTTCTCAA 
CTGCTGCTGATAACCAACCAACTGTTTTGATCCAAGTCTATGAAGGTGAAAGAACCATGGCTAAAG 
ACAACAACAGATTGGGCAAATTCGAATTGACTGGTATTCCACCAGCTCCAAGAGGTGTCCCACAAA 
TTGAAGTCACTTTCTCATTGGATGCCAATGGTATCTTGAAAGTTC 

GTAAATCTGAATCCATTACTATCACCAACGAAAAGGGTAGATTATCCAAGGATGAAATTGATAGAA 
TGGTTGAAG AAGCTG AAAAAT ACGC TC AAC AAGATC AAG AATTG AAAG AAAAG ATTGAAG CT AG AA 
ACTCATTAGAAAACTATGCTCATGTCTTGAGAGGTCAATTGAGTGATACTTCTGAAACCGGTTTAG 
GTTCTAAATTGGATGACGATGACAAGGAAACTTTGGATGACGCTATCAAGGAAACTTTAGAATTTA 
TTGAAGATAACTTTGATACTGCTACTGCTGAAGAATTTGAAGAACAAAAACAAAAATTAATTGACG 
TTGCTAACCCAATCACAGCAAAATTATACGGTGGAGCTGCTGGTGAAGGTGCTGGTGGCGCTGGGG 
ATGCCAAATTCGGTGATGATGATTCAGATGATGAATTCGATCACGATGAATTGTAG 

YJL034W_homolog 687aa (SEQ ID NO 378) 

MRSSQSSWLPRIGLLYVALVILIPFLVSPKHAFAVAAVSDDESSTDNYGTVIGIDLGTTYSCVGVM 
KMSKVEILANDQGNRITPSYVSFNGDERLVGDAAKNQASSN^ 

KHLPYKIENKGNKPVVKVEYQGEEKTFSPEEISSMVLGKMKSIAEDYLGKKVTHAVVTVPAYFNDA 
QRQATKDAGTI AGLNVLRI VNE PTAAAI AYGLDKGDQEKQI I VYDLGGGTFDVSLLS I EGGVFEVL 
ATAGDTHLGGEDFDFKIVRYLAKQFKKKHNIDITANSKAI SKLKREAEKAKRTLS SQMSTRVEIDS 
FVDGIDFSETLSRAKFEELNIAAFRKTLKPVEQVLKDGGVKKSDIDDIVLVGGSTRIPKYQELLEG 
FFDGKKASKGINPDEAVAYGAAVQAGVLSGEEGVDDIVLLDVNPLTLGIETSGGVMTTLIKRNTAI 
PTKKSQIFSTAADNQPTVLIQVY^GERTMAKDNNRLGKFELTGIPPAPRGVPQIEVTFSLDANGIL 
KVEAADKGTGKSESITITNEKGRIiSKDEIDRMVEEAEKYAQQI^ELKEKIEARNSLEINYAHVLRGQ 
LSDT S ETGLG S KLDDDDKETLDDAI KETL E F I EDNFDT ATAEE FEEQKQKL I DVANP I T AKL YGG A 
AGEG AGGAGDAKFGDDDS DDEFDHDEL 

YJL035C_homolog 1346bp PathoSeq: 1..125, public: 126.. 1346; CDS: 
501.. 1343 (SEQ ID NO 379) 

GCCCCATGGTGACAGAAAAGTATTGATCCAGGTTTCT^ 
TGACCTAACTCATTTTCATAAAATTCTTGTATAA^ 

AAGATTGTCTCGTCTTCAGTGTTTGCAGTGGAGCTGCTATTGCCAGTCGGCGGCATAACAGCAGGT 
TCTGGTATGTCATCTTCATCTACTAAGCCGGACAATCCCAAAGCCGTCTCTTGTTCTTT^ 
CTAAGGAATGCTTTATGTAGTTCTGACATTCTTGCGTAAAAGGAAGTACAGTATTAAAGCTCGAAA 
CTCAATTGCAACAAAAGTCTTAATTTTTTCTTCTATAAGTAATTGATC 

AGATACAGAGGAGAAAGGAGGGCCTTAGGCTGACAGAAAAAAAAAATTTAGTACCTGCCACACCAG 
TAGCTCCAAACCCATATATGATTTGATAGAGTTGAAGTATGCTGACAGA 

AGTACATGGCTATAAGCTTGTTTGTCGGTTACAAAGCCTTACTAAATAATGAGACACCAGTGTCAT 
GTATAGTCGTGGATTCAAAATCAGATAAAATCATTAGCATAGGCTACAATTATACCAACCACTCTC 
TAAATG^TACACAACACGCAGAATTTATTGCTTTACAACGATTTGGGGAACAAAAACTC 
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ACTATAATGATTTAATTTTGTATGTGACAGTGGAGCCTTGTATTATGTC 
AGTTGGGCATCAAAAAAGTAATATTTGGTTG 

TATCAATACATAGTGACATCACCTTGCCTAACGCAGCTTATTCCAGTATCGGGGGTATATGTAGGA 

CAGAAGGAATCCAACTATTACGAAATTTTTATATTCAACAAAATGAGTCGGCACC 

TCAAAAAGAACACAGATATTGAGAGTAAGGAATACCCAGAGAATCAGTTTTGTAGCATTT 

ATGAATTTATAGAGTTTTACGGAAATGAAAGAGTGCATATTTACGATGGGAAG^ 

CTCCATTACAAAACAAGGGTTATGATATAAAAGAATTGATATCGTTGGATATC 

CATTTCTAGAGGATGAGTTGGGACAAATTACAGATGAGCAAATAATTGAATTTCA 

TCAACATAAATGATGATGGAACGGTTAATTATAAAAAACCAATAGGCAAATATAACAGTAAAAAGA 

GACACTTTGCAAACGATGAAGAATAG 

YJL035C_homolog 281aa (SEQ ID NO 380) 

MSTDLTSHFQYMAISLFVGYKALLNNETPVSCIVVDSKSDKIISIGYNYTNHSLNGTQHAEFIAIjQ 
RFGEQKSSIDYNDLILYVTVEPCIMCASYLRQLGIKKVIFGCGNDRFGGNGTILSIHSDITLPNAA 
YSSIGGICRTEGIQLLRNFYIQQNESAPNPKIKKNTDIESKEYPENQFCSISKDEFIEFYGNERVH 
I YDGKI FEITPLQNKGYDIKELI SLDMMQKVPFLEDELGQITDEQI I EFHNLFFNINDDGTVNYKK 
PIGKYNSKKRHFANDEE 

YJL180C_homolog 1504bp public: 1 . . 938/940 1504 , PathoSeq: 939; 
CDS: 501..>1502 (SEQ ID NO 381) 

CTTTATCTAATTGATTTAAATAATTATTAACATTAGTACCAATAAATGCTTTACC 

AAACTTTTTCATTTGATTGGGTATTACATATTTTATT^ 

TTAAATTTGTC ATGGC TCG ATC AAGTTGTAAATT AC CC AT 

ATTGATTATCCATTTCAAGTAGGACTTTTTGTAATGCTTCTTGATTC 

GTGTGTGTATGGGCGATGAAGCTGAAGGTTTTGCAGATGTGGTGTCTAT 

AAAAATATACAATCTATAATCAGTATGTTCAGTTTTGGAATGGAAGCCCCAAGAAGAACAACAGGG 
AAATTAAAAATAAAAAGGTGTTGGAGAAAAAAAAAAAAATTGA^ 

TCAAACGAAATATATCTTACCATCCCCCCCCCTCCAAAATGCTTAGATTTACTAGGACTACTGCTT 

GG AAATTAAGATCTATTCCAATTGCCACTATTCAATATAGACAATTTACTTATTCCACTATATC 

ATCAATTAAAAACCCTTACTCCATCTTTAGGAATAAATAATACCATTGAATCCAATATACCTTCAG 

AAACTAATAGATTAGCTAAAACTGGTACTAGATTTTGGAAAAAAGGTGAAGTTAAAT^ 

AAACTCAAAAATATGAAATTCAATTAGATGGGAAAACTCTACGCACACCACTTGGATTCCCATTAG 

AATTACCAATCAATAAAAAACAATTGGCATATTTAATTGCTCATGAATG^ 

TTAAAGTGAAATCAAGTACTTTACCATTAACAGCTTTAGCCACTAGAGCTATAGATTTGAGTCAAC 

AACATTTGAGTGATATGAAGACAGAAAAAGCTGAAGAAATGTTAGCATTGGAAGATATTAAATTAC 

AAATGTTAAGATATCTTGATACTGATACTTGTCTTATATTTGCTACCAACAAA 

AATTAAGAAAAAGACAAGAAGAAATTTATCGTCCATTAATTAATGAATTTAATG 

TTTATGCTCATAATAAAAATTTAATCCCTCGACAAAAATCTATTGAATTGAAATATTTAG 

AAACTGATGGATTAAGAGK5TAATAAACAAGATGAAACCACTCAATTA 

ATCAATTACCAATTTATGATTTAATTGCCTTGGAGAAAACA 

GTGGAATTACTTTATTAAGATCAAATGTTAATGATATTGAAACTTTAA 

ATAAAAATTCCATTGATGAAGATTATTATCATAAAACTTTAGAAGAATTAGTTGAA 

TAGAAACTATTTATCAAACTGAAGAATGGGGTGAAGTAGAAGATACTCATGA 

YJL180C_homolog 334aa (SEQ ID NO 382) 
MLRFTRTTAWKLRSIPIATIQYRQFTYSTICYQLKT^ 

KKGEVKFNl^TQKYEIQLDGKTLRTPLGFPLELPINKKQLAYLIAHEWTHLPDIKVKSSTLP 

ATRAIDLSQQHLSDMKTEKAEEMLALEDIKLQMLRYLDTDTCLIFATNKECIXjKIjRKRQEEIYRPL 

INEFNEFFTIYAHNKNLIPRQKSIELKYLDCETDGLRGNKQDETTQLVVLDWLNQLPIYDLIALEK 

TILTTKSFLCGITLLRSNVNDIETLKELYQFNKNSIDEDYYHKTLEELVELGNLETIYQ^ 

EDTH 

YJL187C_homolog 3689bp public: 1 . . 452 /3414 3689 , PathoSeq: 
453.. 3413; CDS: 501.. 3686 (SEQ ID NO 383) 
TATTTATATATAATCTAACAACAAGTACTATCCCTTAACCTATTAGCTCA 
AACAAGAGATATGGTAATTGTTGATTAGACAACAGTTGGGTATCCATTTGTATTG^ 



WO 01/02550 



131/161 



PCT/BE00/00077 



TTAAACTGCTGTTTTATTGTAAAAATTATTGTCGTCTTTCTT 
TAACTGTATTGTTGGGCTGACAGTAGAGTATTGCGGTCATTTTTAGGA 

GAGAAACGCAAGCAACAAAAAAAGAACAAAGGAAACACAATCATGATTAATTATATTAATAGTAGA 

AACTCAAGGGTGAGCTAGATGACTGAGCGTGCGAGAAAAAAAAAAAAACATCATCCAA^ 

CAAAGTATTCTTTTTTTTTTTCAATTTTACAACCAAAGATAAATAAC 

CAGCCAAAACGACATATCTGTGCAATATTTACGCTCCAATGGATTCAAACCCGTGTCAAGACG 

CGGGTGATACCAGTAGCACACCAATGGCCAACAATAATCCCACTAATGACAGCACAATCTCCTCTC 

AGAACCATTCTAAAACTGGCTTGAGAAAACACCAACAACAACACTACCACCAACACCTGCACCTGC 

AAATGCATTCTCATTCACAGCAGTCACCTTATATTAATCAATTGGAATACTTTACCAATAACCAGT 

TTTCACGCTCTTTCAATAGTTTAATTTTGGAGGATGCCAATC 

CAACAACCTTAAATAAGAAAACCATTAACAAGTCACCACCATTCAATATCAAGCAGGACTTATTAA 
ACGATAGTATCGACACGTTTCTTGATAACTCCAACACGGAAACGATAGAAGATGGAGACGTCACAA 
CAACAGACGACGATCACGATTTTGATGATGAAGATATTGAAGATCCTGAAGCAGTGCAGTACACCC 
CAACTTTGAATATCTTGAAATCCAAAAAAGTCGATAGCTTCAATATTATATCTAGCAAGCATAGAA 
AGAGCAATAGTCAGATTACCTACAATCTGCACGTACGGAAGCCATCCGAAGAAGATACGTCATCAT 
CGATGGCTACAATAAGGTTATCTAACAACTCACAAAGTTCAATTAAGAGATCGTCAAAGTATTTGA 
ATTTATCTATTGATTCCAATTTGAAAACGGTTGA 

TTAGTTTGAACGAAATAGATGTTGCAGTGGCACCTAACGATTTTTCATCACCACTATCA 

AGCCGGACATATTTGCTGCTATAACTGCAGCAAACGGGAATTCCAATAATCAATTTAAAAGGCCAC 

ACAAGTTGGTTAGTCAATCGCCTTCCCCGTCGTCAAAGAATAAGTTTCGCATATCATCATCAACCA 

CATCTTCGCCACAGTCTAACTTGCATTCACCTTCCAAGTTGGGACTGAAAGGATTCAAA 

AAAATGCAAATAGAGACGCGATAATGTCGTCAAGCAGAGTTATGACTCCAGAAAAACCGAAAATGG 

TATCTAAAATATTTGGCAAGTCAGCAAAAATAAGGCGAGCTTATACCCCAACCCATACATCTACCC 

CAATGGCTGTCTCATCACTCAACCCTCCTTCATCATCTACACTGAATTCAACAACGGCAGCAATAA 

CATCTACAAGTCCAGCAGCTGATGAGCATTATGATATTGACAATGACTGTGACAGTCCGTCAAAAA 

ATAGAAAACTGTCTAATATTTCTGCATCTTCAATTATTATTTATCAAGATGAAAATCATATCAAG 

CAAATCATGCTAGAAAATCTAGTAATCCAATACCATACCCTCCGACCGAACCACTACCGACAAATA 

TTTCTGCTTCTGTGGCTGAAACAGGGAAAGGGTCAACTACAACTAAAAGCAACCTATCTAAGGGTT 

GTCCCTTATTTGATGATAAAGAGAATAAAGCTTCTTATCAGTTTGTTAAACCATTGCAAACAGC^ 

TCAATTCCTCGGGGTTGGTCAAAAAGAATAGCATAAGTGGTCTGCTGGACAGGAAACTACCTCC^ 

AAACACCAATCAAAAGAAATCCATTAATGATTTTAAATACCAACAAAGTTGTACCTCCATATAGCA 

GTGGATTTGCTGAAGGAAAAGATGTAATGGGTGATCAACATGATATATATTCCCATATTCCATGTC 

AAAATCAACGTTTTCCTGGCAGCGTGAATCCCAACACTACTACGAACAACAACAACACTCAACAGC 

ATCATGATAGTGATCTTTCTATTGAAGTTGGAAGGAATAATTCTTATG 

TCAATAACACAAGTTATATCAAAATTTTCCCTTCTTCGGAATTGAAAAAGGAG 

GACCACAAGAAGATTTAGAATTAGTTTTCAATTCTGACATTGAACTAGATGATAACATAATACCAG 

AAACACCAACAAAGAAACTGCTACTACCGAATCAGCACCATCAACATCACTTACCCCTTTACACGC 

AATC C AAG AGT C C ATTGTTG AAGTTTG AC ACTG AG AAAG ATGG AAG AAGG AATTTGTC AAT AGTCT 

TAGATAAATCAAATGCAACTAAACGAGAAATTAGCGAACCACCTTCAACACCAATCAATATGTCAT 

TTGCAAAGAATAGTTTTAAGAAACCTATGAATAATGCTGAAAGAGGTGATGACCCTGATAGTATAA 

TTGC TC AACGC AT AG AT ATT ATGC C ATCGTT AG ATGAAGTTG ACTC AGTGTCTGTTT ATC C TTC AA 

AGATAGATGAACATTTAATTGAAAAGTTTGGAATGAAGAATATCAAGTATATTGGATCGGGAGCAT 

TTTCCATTGCTTTTGAATGTTTATTTAATAACGAAAAGTTTG 

TTATTGGAAAATTGGAGAAACAAACTATAAAACGAGAAATTGAAGCATTC 

TTAAAGAAGATGAAGCAACTAATATGGAAGAACAAGAAGAAGGGAAAGAGTATCTAGTTTATTTC 

TTGAGGCCTGGGATTTTAATAATTACTACTATATAATGACAGAATTCTGTGAAGGTGGTACATTAT 

TTGATTTCTTAGAGGAAAATAAACATTACAAAATTGATGAAT^ 

AAATTCTAAATGGGTTAAAATTTATTCATCTGAAAAATTATTTAG^ 

AGATTTTTATCACTTTTGAAGGGTCATTGAAAATTGGTC 

TACTAGAAAAGGACTTTGATCTTGAAGGAGATCGTAATTATATTGCCCCGGA 

AAATTTATACTCCGTTTGCAGATATTTTCAGTCTTGGATTGATT 

TAATTTTACCAGATAATGGAACGCCATGGCGTAAATTGAGAAGTGGAGACTTC 

GATTATCAAGTGATAATATTTCAATGTTTTTACAACACAATCCAAATACCAATAGCAATATCAGTG 

GCAGTGGAAGTAGAAGTGGTAGTGGCAGTACAGGAGGCAATGGTAGTGCTGGTGATTGA 



YJL187C_homolog 1062aa (SEQ ID NO 384) 
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^IDSNPCQDVSGDTSSTPMANNNPTNDSTISSQNHSKTGLRKHQQQHYHQHSHSQMHSHSQQSPYIN 
QLEYFTNNQFSRSFNSLILEDANDANTNNSSTTTLN^ 

ETIEDGDVTTTDDDHDFDDEDIEDPEAVQYTPTLNILKSKKVDSFNI I SSKHRKSNSQITYNSHVR 
KPSEEDTSSSMATIRLSNNSQSSIKRSSKYU^SIDSNL^ 

DFSSPLSARKPDIFAAITAANGNSNNQFKRPHKLVSQSPSPSSKNKFRISSSTTSSPQSNLHSPSK 
LGSKGFKMFKNANRDAIMSSSRVMTPEKPKMVSKIFGKSAKIRRAYTPTHTSTPMAVSSLNPPSSS 
TSNSTTAAITSTSPAADEHYDIDNDCDSPSKNRKSSNISASSIIIYQDENHIKSNHARKSSNPIPY 
PPTE PLPTNI S ASVAETGKGSTTTKSNL SKGCPLFDDKENKAS YQFVKPLQTAFNS SGLVKKNS I S 
GSSDRKLPPETPIKRNPLMILNTNKVVPPYSSGFAEGKDVMGDQHDIYSHIPCQNQRFPGSVNPNT 
TTNNNNTQQHHDSDLSIEVGRl^SYDASSSTINOT 

IELDDNI I PETPTKKSLLPNQHHQHHLPLYTQSKSPLLKFDTEKDGRRNLSI VLDKSNATKREISE 

PPSTPINMSFAKNSFKKPMNNAERGDDPDSIIAQRIDIMPSLDEVDSVSVYPSKIDEHLIEKFGMK 

NIKYIGSGAFSIAFECLFNNEKFAIKRTKKPLIGKLEKQTIKREIEALRVLTSIKEDEIATNMQEQE 

EGKEYLVYFIEAWDFNNYYY^IMTEFCEGGTLFDFLEENKHYKIDEFRIWKILIEILNGL 

YLHLDLKPANIFITFEGSLKIGDFGLATKLPILEKDFDLEGDRNYIAPELINDKIYTPFADIFSLG 

LIILEIAANIILPDNGTPWRKXiRSGDLSDAGRLSSDNISMFLQHNPNTNSNISGSGSRSGSGSTGG 

NGSAGD 

YJLl89W_homolog 887bp public: 1..666, PathoSeq: 667.-887; exon 1: 
501.. 506, intron 1: 507.. 737, exon 2: 738.. 884 (SEQ ID NO 385) 
AGTCAAGAATTTTATGATGACTTTGGAGGATGGTCTGATT^ 
AGCATTGTTGATGGCGTTTAAAGCATCAGCTAAGACGGA 
TGATAAAAAGAAACCGTGAAAAGGAAGTATTGTGAAAAATCGATTGATATT^ 

TCCTCACTGTAACAGTAGTAAACACACTAGTTACAACTGATGACCTGCATATTATAAATCTTTCTG 
AAAAAATTTTTTTCCCTGTATTTTTGTAATTCTTTCGCTC 

GAATGAAAGGTTTCGTGTCTACAAACTCCACTAACAAAATCTCACTCCTGTGCCTAAACAC^ 
GACCCACACGCAAACCTTTCTCTCAGAAACAGAAAAAAAAAATTTCAAGCAAAAATTT^ 
TAGATTTTCTTTCTTCAGAATATCAAGTAACTTTAAAGA 
AATGATGTCTTTCAGTCTTTTATTGGGTGATTATTATAAT 

TAATAAACCTTGCAAATGAAATCAGTTGACCATTTTGAAATAATGGACCATTAGCAATACCCAGAT 
TGCTGGAACAAAGACGAGAGAACTAGACAACTCAGATATAATAGAACATCCATACTAACTTCACTC 
ATTTCTTATAGTCTCAAAAATCATTCAGAACTAAACAAAAGTTAGCTAAGGCTCAAAAGCAAAACA 
GACCATTGCCACAATGGATCAGATTGAGAACTGACAACAAAATCAGATACAATGCTAAAAGAAGAC 
ACTGGAGAAGAACTAAGTTGGGTATCTAA 

YJL189W_homolog 51aa (SEQ ID NO 386) 

MPSQKSFRTKQKLAKAQKQNRPLPQWIRLRTDNKIRYNAKRRHWRRTKLGI 

YJL190C_YLR367W_homolog 893bp public: 1..893; CDS: 501.. 890 (SEQ 
ID NO 387) 

GATTTCATTTGCAAGGTTTATTATCCAATATATTTCTCATCTGCCATO 

ATAAAAGACTGAAAGACATCATTATAACACTGTTATTGTACATACAGGCATCTTTAAAGTTACTTG 

ATATTCTGAAGAAAGAAAATCTAGATGGAAAAAATTTTTC 

AGAGAAAGGTTTGCGTGTGGGTCTGTGTGTGTTTAGGCACAGGAGTGA^ 

TGTAGACACCAAACCTTTGATTCATTAATAAGTGTGAGTGAGTGAGAAAGAGCGAAAGAATT 

AAATACAGGGAAAAAAATTTTTTCAGAAAGATTTATAATATGCAGGTCA 

GTTTACTACTGTTACAGTGAGGAAGGAGGAAAAAAAAAAATATCAATCGATTTTTCACAATACTTC 
CTTTTCACGGTTTCTTTTTATCAAGAGAC 

CTTTAAACGCCATCAACAATGCTGAAAAAACTGGTAAAAGACAAGTCTTAATCAGACCATCCTCCA 
AAGTCATCATAAAATTCTTGACTGTCATGCAAAAACACGGTTACATTGGTGAATTCGAATACATTG 
ATGATCACAGATCCGGTAAAATTGTTGTTCAATTAAATGGTAGAT^ 

AACCAAGATTCAACGTCAAAATCAACGACATTGAAAGATGGACTGACAACTTGTTGCCAGCTAGAC 
AATTCGGTTACGTTATCTTAACCACTTCTGCTGGTATCATGGACCACGAAGAAGCTAGAAGAAAGC 
ACGTTTCTGGTAAAATCTTAGGTTTCGTTTACTAG 

YJL190C_YLR367W_homolog 130aa (SEQ ID NO 388) 
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IOTRTSVLADALNAINNAEKTC 
GRI^CGVIQPRFNVKINDIERWTO^ 

YJL197W_homolog 4619bp PathoSeq: 1 .. 3041/3260 4619 r public: 
3042.. 3259; CDS: 501.. 4616 (SEQ ID NO 389) 
CAACGACAACAACAATAAGAAGAATCTTT 

GAAGCCTAAAAATTGCTTGAATTGATAGATTTGCTGATTCTTTT^ 

CTTATCCTTTCTGTAATTTOTTGATCTCTGTTTGAATCA 

TCCCTCTGCCACCCCCAGTTTATTTGTTTGCTTGTCGACGTGCTGCC 

TCTCTCTCTTTTTTACAACAGAGAAGAGACAAAGAAAAAAAAAAACATCAAAATTAAGA 

TTTTTTTTTTAGTTTTTTTAACAACAA 

AGCTCTAAATACTAATAATTATAACAATAATTAATTGAATTATTCTATAAACCACT 
TTTATCTTTTTATTTTTGTTTGTTCCCATAATTGTG 

AGATACCTTCTGATGCAAAGGAAATTGTGACTACAAATGAAATTGAAGCAACAGATTCAGAACATA 

CAACAAATGTCGATAATGAACTCCCTCAAGGTGAATCCAATGAACAAACAGGAGATGACTCAAATG 

ACAACCTTGCATCCAAACGTCAATTAATCAATGATTTATTACACAATGATCATTTTGAAGAAGGAA 

CAGAACGTTACATCATCCCTCAAAATTTCTTACATGAATTTTTGAATTTACCAATC 

GTGATTTGAAAGATCAACTTGGTCCTATTGATTTCCACTCA 

ATCCCGAGAATGAAGAACCAGTCACTTTTTGTCATGTATCGCCAGAAGTA^^ 

AATGGTTTGGAAT ATTGGGC C AAC C AATT ATT AGAGCT ATCATT ATTAATC C AG AC ACC AAAG AAA 

AACAGATTGAAAGATTCCCGCCATTATTTTGGGTTCATCAATTAGGTAAAAAGACGCAACCAACAT 

ACTTGCGACACCGTCATAATGGAAGCAACCACAATCATCATCACCATGGTCATCACGATTCACCAA 

TACCAGTATTGCTTTCCAAAACAAGCACTTTTCATAGATTAATGGATGTTATACGT^ 

TTAAAGCACCACGAAAATCGACGAAAGATTTTAGGATTTGGTTTATTGTCCCACA^ 

TACAGTATTTGATTTCAATACAAACTTTTATGTTTGATATCTCCAAAAAAA 

ATATGCTTGAGGATGCTTTGAAAGATCACGGTATTGTGGCCAGTTCCTATAATAT 

CAAAAGAAAAACATCAAACAGAATTTCCTATTGATCAATTTATTTTATCTCATTCTAA 

AAGAAGTATCACAGGGTGGTGGACACCTTGGATTATCAAACATGGGGAACACATGTTATATGAACT 

CGGCTTTACAATGTTTATTACACGTTCCTGAAATCAACTATTATTTTT^ 

AAGAATTGAATTTTGACAACCCCTTGGGATATCATGGAGATGTTGCCAATGCAT^ 

TAAAACAAGCATTTGATCACGTGAAAAATAGTTCTAGTATATCTCCTCGAGAATTCAA^ 

TTGGGAGATATTCCTCGATGTTTTCTGGGTATCTTCAACAAGATTCTCAAGA 

TATTAGATGCTCTTCATGAGGATTTGAATAGAATTCACCAAAAACCATATTGTGAAAAGCCCGAA^ 
TG AAAG ATGACGAAATTGATG ACC CCCAAGCCATC ACC AAACTTGCCAATACTTGCTGGAATC AAC 
ATAAGGCAAGAAACGACTCGGTGATAATTGATTTATTTACTGGGT 
GTCCTGATTGTGGTAAGAAATCCATAACTTTTGATCCCTTTAATGATTTAA 

TCAGTAAGAAATGGTATCACACATTTACAATTGTTGATTTGTCCAATCAAGGCGTTATACCGGAAA 

GGATAATCAAGTTGGAAGTTGAGTTGAATAAAACATCCAATTTCGATGATTTACTT 

GTAATTTCTTGAATGTTCCATCTACTGAGTTGTTTGCTTATGAGATTT^ 

GTGACTTCCAATTAGATTACACCAAGAACAAGTTTTTACCTATCAGTGATATTATCAGAGATACAG 

ATGATGTTATAGTGTACATTGTTCCACATAACCCTGCCGTTGACA 

CCGTTGAAGATGCTGATAGTTCATATCAAATGGTTAATTTTT^ 

TGAATAAAGAAGTCGATGTCAATAGTTTTGGTTTTATTAGAAAGAAATTAOT 

TATTGAGTAAAATTGATTTGGTTGATGAATATGAAAAAATAAAAAGGAGTAATC 

AAAAAGTATTTTACAAAAAACTGGATTTCCCTGCATTGTCACAGCCATTAGAA^ 

AAAAAAACAACAATAATACTAGCGACAACGACGACGATGAGGATGCTGACAACGATGAAGGCTATG 

ATAGTGAAGTGTCTTTGGCTAACCCATACCTTGGAGCTAATTTTGGGTTCAAAATCATGT 

ATGACTATAGCCCTAAATTGAATTCTAACCTTCGTAGCAGGTACAATCATGACCAAACAACCAAAT 

TCAAACAAACAGAGAGAGTTATTAATGTTCCTACACACAAACCTACTTTTAGCGATTTCAAACCTT 

TATCGGACCAATTATCAGAATCAAAACGCAACTATTATTTTTATCCTGATTATAAAAAGATGGATG 

ATGAGATGGACCAATTGGTGGAGGAAGTGAACCAAAATTTGGCAGAGCAANGAGAAGCGAGATCAT 

CGGGGTCAGAAAATAGTAGTAGAGCACTGGAAGAACAAGATGGATTTGTATTAATAAATAAAGAGG 

ATACTCTCAAGCAACAATCAACTGTACCTGCTGCTGCTGAAACGGTACCTCCACCATTACCTGTTA 

GAAATAATACTGGAGTTCACATCCCGTCATCCGATGAAGAAACAGAAAGTGAAGCTAATTTGGGAA 

GTTTGTTTGATTCAACATCAAACTTGCCGTTGCCTCCACCATCTACATATTCCGAATCAACAAAAC 

CTTCGAATGTAAACTCCCCTATGGAAAGTAACTTTGAAAGTTCATCAGCAGACTTGAATTCTGG 
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CAACATTGATATCGAAGGACACAGTTTTGTTATGT 

TTGGTGATAAAGAATTACAAGCATGGGAAAAC^TATCGAATTTACCGAATC 

ATAGAGCTCATTTTGAAAGACAAAGAAAAGCTAAAATTACATTATCTGATTGTC 

GTACCCCTGAAATTTTAGGTGAACATGATTTATC^ 

CCACAAAGACAATCCAACTTTGGTCAACGGGTGATATCCTCACTATTCATTTGAAAAGA 

GTGCTCGTGCATTTAGTGATAAGATTGATGTTTTGGTTGATTTC 

GTTCGTATGTTGCCAATACTGATTTGACACC 

ATCATTATGGTGGGTTAGGAGGTGGTCATTACACTGCCTCGGTAAAGAATTTCA 
GGTATTATTTTAATGATAGTCGAGTCACTGAAATTAATAATCCTCAAGAAGTCGTAGCTAATTCTG 
CGTACCTTTTATTTTACCGTCGAAGAAGTTCGAAAGGAGCTGGTATTT^ 
TCGACTTGCTTCAAAAAGGTCGAGAGGAATACTCTGAGAGTTTGCAAAAGAAAAGATTGGT^ 
AAAATGTTGGCCAAATAGTCAATACGTATGCCAAAATTGAACAAGATATAATTGATAAAGAAACAG 
AGAAACAGAAAGAGGAACAAGAACAGGAACAGGAACAGGAACAGGAACAGGAACAAGAGCAAGAGC 
AAGAGCCAGTTCAAGAGCCAGATCAAGAACAAGAGCCAGATCAAGAGCCAGATCAAGATCAAGATC 
AAGAGCCAGATCAAGAGCCAGATCAAGATCAAGAGCAGAATGAAACAATAAAAAAATCTAGACCAT 
TCGATGAACTCAAACCATCAACTAGTGAAACAAATAACCAACAACAAACAACTCAGTTCAACTTTG 
ATGATGAAGATAATGATTACGATTATGAAGCAGAAGTAGAAGATTCCAATATTCGCAAACAAAGAT 
TACTTTCAAAAGAAAATAACAGCAATAAATTGGTGCATATTAAAAGCAATGGTCGCCAAGAAGTCA 
CTTCATCACCAGTACCAATTGAAACTGATGGTGACACTGATGTAACTGATTCCAATTCAACATAG 

YJL197W_homolog 1372aa (SEQ ID NO 390) 

MPDNIEDRSEIPSDAKEIVTTNEIEATDSEHTTNVDNELPQGESNEQTGDDSNDNLASKRQLIJTOL 
LHNDHFEEGTERYIIPQNFLHEFLNLPIDNFSDLKDQLGPIDFHSLLNEQGNLYPENEEPVTFCHV 
SPEVFQHLGEWFGILGQPIIRAIIINPOTKEKQIERFPPLFWVHQLGKKTQPTYLRHRHNGSNHNH 
HHHGHHDSPIPVLLSKTSTFHRLMDVIRYNVLKAPRKSTKDFRIWFIVPQDKGLQYLISIQTFMFD 
ISKKTLVSPNMLEDALKDHGIVASSYNIMVEAKEKHQTEFPIDQFILSHSNAYEEVSQGGGHLGLS 
mGNTCYMNSAIiQCLLHVPEINYYFFYNIYKKELNTO 

ISPREFKSTIGRYSSMFSGYLQQDSQELLSWLLDALHEDLNRIHQKPYCEKPELKDDEIDDPQAIT 

KLANTCWNQHKARNDS\TEIDLFTGLYQSTLICPDCGKKSITFDPFNDLTLPLPISKKWYHT 

LSNQGVIPERIMKLEVEIJ^TSNFDDLLSYLSNFLNVPSTELFAYEIFQNAIYSDFQLDYT^ 

PISDIIRDTDDVIVYIVPHNPAVDIIVPVFNAVEDADSSYQMVNFFGIPLFVVMNKEVDVNSFGFI 

RKKLLETVSLLSKIDLVDEYEKIKRSNEDYVEKVFYKKSDFPALSQPLETSDCEKNNNNTSDNDDD 

EDADNDEGYDSE^SLANPYLGAl^GFKIMYVro^ 

kptfsdfkplsdqlseskrnyyfypdykkmddel^qlveevnqnlaeqxearssgsenssraseeq 
ix5fvlinkeixrlkqqstvpaaaetvppplpvrlsnm3vhipssdee 

pstysestkpsnvnspmesnfesssadlnsgttliskiyrvllcdwdkeiyqkcfgdkelqawenis 

nlpnpeleknrahferqrkakitlsix:lksfstpeilgehdlwycprctehkratktiqlws 

ltihlkrfhs arafsdki dvlvdfp i egldi s s yvantdltpedclydl i avdnhygglggghyta 

svknfrddkwyyfndsrvteinnpqewansayllfyrrrsskgagilggenfidll^ 

slqkkrlvlqnvgqivntyakieqdiidketekqkeeqeqeqeqeqeqeqeqeqepvqepdqeqep 

dqepdqdqdqepdqepdqdqeqnetikksrpfdelkpstsetnnqqqttqfnfddedndydyeaev 

edsnirkqrllskennsnxlvhiksngrqevtsspvpietdgdtdvtdsnst 

YJL198W_homolog 2693bp PathoSeq: 1 899/1285 . . 2693 , public: 
900. .1284; CDS: <3..2690 (SEQ ID NO 391) 
TTCATTTCCTAAATTCAAATGAATTATCATCACCAATGCCA 

GTGAATGGGATTTAGAAATCATTCAAACTAGTTTAGATAATGAAAAAGAATCAGAAACTAAATCAT 

TTACTGGTGAATTAGAATATACTTCAACTTCTTCCAATGGTGAACATGACACCACCACCACTGCCA 

CTAAACATGAATTGATATTACAACAAATTTTGAATTCTAATGATGAATCATATATTAATCC 

CATTAACATTTGATCCATTAAAAATTTTCACTAAACAATTAAT^ 

AATTTTACAATTCAAAAGAATCGGAAATTTTCAA 

ATCAAAATATTAATATTGATGATGTATTTAAATTCACTCAAGCTTATAATTATTCCGATCCAA 

TAATAAATACTGATGATCATCATCAATATCATTTAAAATCAACTTTATCAAGAACAGTTACTAATG 

CTAGTGTATTTGATACCATTAATCATATTGATAATGATTATGATAATAATAATAACAACCAAAAGA 

ATAATTATGATTTGGAGAAACAAAATAATACTACAGTTGCAATTCATGATGATC 

ACGATGAAGAAGAAGAGGAAGAAGAAACTCATAGTCATGATTCAGTATTACTTAATCATACACATT 
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TTAATGTTAAACAACAATTAAAAATC 

CTGAATTAAAATCATTTATTGAATTGAATAGAATTGGA 

AAACTTGTGGTTATTCAATTAAACAAGATTTTATTAATGAATT^ 

TTGAAAATGATACCATTGAAGAATTAGATTATAAATTGAATCAAATTATTAAAATTT 

TATCAAATAAATTAACTACTCAATCAACAACTAAAGAAGATTTGGATAATATAAAATTTGAAT^ 

GATCTTATTTACGTGATCATATTGTATTTGAAAGAAATACCGTTTGGAAAGATTTA 

AAAAGAAATCTTATAATATTGATTTAGATAATTCTGTGGTTCAAAATAATAAAATGGGTG 

GTCATATAATTAATTCAATGATGAATTTATCCATGAAAAGAATTAATTTACCA 

AATTGATTAAATATGATCATATTGATATTCCACAATTTT^ 

TTATTATTGTCATTGTTTTCATTATATTATTAGCAGTGAAAACT^ 

GTTGTTTAGCAGTATTAGTTGCTGCTGCCATGCTTTGGGCTTC 

CAGCTTTATTAATCCCACTTTTGGTTGTTAC 

CAATGGATGCCACCAAGGCATCACAATATATTTTTGGGACAATGTGGAATTC 
TAATTGGTGGGTTTACATTAGCTGCTGCATTATCAAAATATAATCTTGCCAAAATATTATCA 
ATATTTTAGCATTAGCAGGTACAAATCCAAGAAATGTATTATTGGCAATCATGTGTGTATCATTAT 
TTCTTTCCATGTGGATTTCTAATGTTGCTGCCCCCGTTTTATGT^ 

TAAGAAGTATCCCCACAGATTCCCCCGTTGCTAAAGCATTAGTGTTAGGGATCGCTTTGGCGTCTG 

ATGTTGCTGGTATGGCTTCACCAATTGCATCTCCACAAAATGTTATTGCTCTTGAATCAATGAATC 

CTAATCCAGGTTGGGGGAAATGGTTTGCTGTGGCATTACCTGTGGCAATC^ 

TTTGGGTGGAATTATTCATGACGTTTAAAATCAATAATGTTAAAATCAAACAATTCAAAC 

AAGAAAAATTAACCATCAAACAATGGTTTGTATT^ 

GTGTTATGCAAAAAATTGATGGAACATTTGGTGAATCAGGTATAATCACTTGTATCCCAATTGTAT 
TATTTTTCGGTACCGGTTTATTAAAAGTTGATGATTT^ 

TAGCCATGGGTGGTATTGCATTAGGGAAAGCCGTTACTTCTTCAGGTTTATTGAAAACTA 
TAGCATTACAAAAACGAATTATGCATTATGATGCCATTGTTGTATTAATCATTTTTGGAGCATTAA 
TTTTGGTGGTAGCTACATTTGTAAGTCATACTGTATCAGCACTTATTAT^ 
AAGTTGGAGATTCATTACCTAAACCTCATCCATTAATGCTTATTAT^ 

CAGGGGCAATGGGATTACCAACTTCAGGATTCCCTAATGTGACGGCAATTGGTATGAGAGATGAAG 

TTGGTAAACCTTATTTGACGGTTAATTTATTTATTACTAGAGGGGTTCCG 

ATGTTTGTATTATCACCATTGGTTATGGTATTATGTCATCATTGAACTTTTAA 

YJL198W_homolog 896aa (SEQ ID NO 392) 

HFI^SNELSSPMPPSFSINYGSEWDLEIIQTSLDNEKESETKSFTGELEYTSTSSNGEHDTTTTAT 

KHELILQQII^SNDESYINPKSLTFDPLKIFTKQLIGELIKINQFYNSKESEIFKIYNNIjIHDLQN 

QNINIDDVFKFTQAYNYSDPNIINTDDHHQYHLKSTLSRTVTNASVFDTINHIDNDYDNN*^ 

NYDLEKQNNTTVAIHDDDDSEDDEEEEEEETHSHDSVLLl^THFNVKQQLKITLKRKAI 

ELKSFIELNRIGFTKICKKFDKTCGYSIKQDFINEFLPQYSRVFENDTIEELDYKLNQIIKIYAFL 

SNKLTTQSTTKEDLDNIKFELRSYLRDHIWERNTVWKDLLSLEKKSYNIDLDNSVVQNNKMGDEG 

HI INSMMNLSMKRINLPQCLKKLI KYDHIDI PQFLLTTQMLKI 1 1 1 VI VFI I LLAVKTFNDPVQGR 

C LAVLVAAAMLWAS EAL PL YTTALL I PLLWTCKVCKTPGTDDPMDATKASQ YI FGTMWN ST IMI L 

IGGFTLAAALSKYNLAKILSSYILALAGTNPRNVLLAIMCVSLFLSMVO 

RS I PTDS PVAKALVLGI ALASDVAGMAS P I AS PQNVI ALESMNPNPGWGKWF AVAL PVA 1 1 SL I L I 
WVELFMTFKINNVKIKQFKPIKEKLTMKQWFWAVTITTILLWCVMQKIDGTFGESGI ITCI PIVL 
FFGTGLLKVDDLNNYPWSIVMLAMGGIALGKAVTSSGLLKTIALAIiQK^ 

L WATFVSHTVS AL HIP LVKEVGDS LPKPHPLML IMGVAL I ASGAMGL PT SGF PNVTAI GMRDEV 
GKP YLTVNLF I TRGVPAS I IVYVC 1 1 T I GYGIMS S LNF 

YJR049C_homolog 2279bp PathoSeq: 1..839, public: 840.. 2279; CDS: 
501.. 2276 (SEQ ID NO 393) 

T ATAAAGTTTC AAGT AT AAAAAGGCGTTT AAAATT AATTCTTGT^ TT 
TTTTTTTTTCTTTGTTAGTTTTTCG 

CCCTCCCCCCTTCCCAGTTCCATGGCCCGCCCCCCCCCTCTCAACAGTTGCTGTCGTTCCTGCCTC 

ATTTTCCACGCCCATTACATTATATGACTAATATCCGTTGCCTTATTATTAAAGTCACAATACAT^ 

GAAAGATAGAATAGCAAGCAAGGTGGAAAAAAATTTTTTTTTTTATCACATTCAATACTTATA 

TAAATTGATAAACAATAGAGTAATTGATACTTTCGAAGGACAATAAAACGATATATATTTATATAT 

TAGAGTGAACAATAGCGATTGCCAATCACAGACAACAGATAATTTATCTTTCTCCTATT 
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ACAATTAAATCCAAAAAAAAAAAAGAATCGAATTCCATATGTCGCATAAGACTCAGAGCCAATTAT 

CTTCACAAATGAAAAACTTGAATACTCCACCAATAGACTTCAACTGAACTTCAAGTAACAATACC^ 

TGCCTTCTGAACCAAATCTGCAACCGCAACAACAACAATCACAACCAGAAGCAAAAACGGAGCCAC 

AAACCATACGCCCTGCTACTTTTACAACTAGTGGCAATTCATCATCTTCGTCGATATCTACCTTAT 

CAGCAGATATCATTCAACCACTTCATCAACTACTGATAAATAACAACAATTCAACTGTGACGCAAC 

CAGCGCCACAAAGCTCATCGTTTCAACGCCGAAACAATCCACAACGTTTCAATCGGAATC 

ATGTATACACTGACTTCAATAGTACTACTTCATCTGCTTCAAGCATTAGTAGTTCACCAAAAGATT 

TCTTCACCAGAGAGCCACCACGGATCCATAGTAAATTGATATGTGAAGAGATTGCCTCTGCCAATA 

ATCGAGCTGCTAAAGAGGTTTTATCACGTTTATCTACTGATGAATTGCGTTCA 

CTGAATTAGCTGAAACTGCTAATGGAGTGAGAATGTTAGCCAAAAATTTATCCCGAGCAACCATTC 

AATTAGACGTTAGAGCTATTATGATTATCACTAAAGCTAGAGATAATGGACTTATTTATTTAACAA 

AAGAAGTTGTTGAATGGATTTTGGATCAACATCCTCATATAAC 

CAAAGTCGAAAAGATTCAATCCGGAAAGTATTATTGCCAATTATCCAAATGGTTGTAAGAAATTAA 

AATATTGGAATAAAAAATTAACTACGAAAAATCCAGAAATTTTCGATTTAGTACTTACATTAG 

GTGATGGTACTGTATTATTTGCTTCAAACTTATTTCAAAAAATTGTTCCACCTATACTT^ 

CATTGGGCTCATTAGKSTTTTTTAACCAATTTTGAATTCAGT^ 

GTTTTGATTCTGGAGTTAAAGCAAATTTGCGTATGCGATTCACTTC 

GGAAGTTGATTTGTGAACAACAAGTGTTGAATGAATTGGTAGTTGATAGAGGACCTAGCCCATATG 

TTACTCATTTGGAATTATACGGCGATGGATCATTGTTAACGGTTGCCCAAGCTG 

TTGCAACTCCAACTGGTTCGACTGCTTATTCATTATCTGCTGGTGGGTCTTTAGTTCACCCTGGTG 

TGAGTGCCATTAGTGTTACTCCAATTTGTCCTCACACCTTATCGTTCAGACCTATACTATTAC 

ATGGGATGTTTTTGAAGGTTAAAGTCCCACTGAGCA^ 

GTAAAGTGCGTACTGAATTGAAGAAAGGTTATTATGTCACTATTCAAGCTTCACCATTCCCCTTAC 
CTACAGTAATGTCTTCCAAAACAGAATATATTGATTCTGTCAGTAGAAATTTACATTGGAACATCA 
GAGAGCAACAAAAACCATTTAGTTCATATTTGAAACCAGAAACGCGACAAAGTATTGCTGAAAGTG 
AAAGATTGGATAATTTACATATTTCAAGTGAACAAGATGAATC 

CTGAAGATTTTGATATTAATTATACTGACAATGAACGTGATTCTTCTAGTTCCACTCCTAGTGAAG 
AAAGCAACGAAGAATGTGCTAATACCACGACATAA 

YJR049C__homolog 592aa (SEQ ID NO 394) 

MSHKTQSQLSSQMKNLNTPPIDFNSTSSNNTMPSEPNSQPQQQQSQPEAKTEPQTIRPATFTTSGN 
SSSSSISTLSADIIQPLHQLSINNNNSTVTQPAPQSSSFQRRNNPQRFNRNQLNWTDFNSTTSSA 
SSISSSPKDFFTREPPRIHSKLICEEIASANNRAAKEVLSRLSTDEL^ 

AKNLSRATIQLDVRAIMI ITKARDNGLI YLTKEWEWILDQHPHITI YADEKLAKSKRFNPES 1 1 A 
NYPNGCKKLKYWNKKX/TT^ 

SAFRTVLSKCFDSGVKANLRMRFTCRVHTDEGKLICEQQVLNELVVDRGPSPYVTHLELYGIX5SLL 
TVAQADGLIIATPTGSTAYSLSAGGSLVHPGVSAISVTPICPHTLSFRPILLPDGMFLKVKVPSSS 
RATAWCSFDGKVRTELKKGYYVTIQASPFPLPTVMSSKTEYIDSVSRNLHWNIREQQKPFSSYLKP 
ETRQSIAESERLDNIiHISSEQDESNHEEPEITEDFDINYTDNERDSSSSTPSEESNEECANTTT 

YLR048W_homolog EMBL_entry 1042bp public: 1..1042; CDS: 28.. 786 
(SEQ ID NO 395) 

ATAGCGGCCGCGCATATAATAGAGAATATGTCATTACCAGCTTCATTTGACTTAACTCCAGAAGAT 
GCTAAATTGTTATTAGCTGCCAACGTCCATTTGGGT 

TATGTTTACAAAACCAGACCAGATGGTATGAACATCATCAACATTGGTAAAACTT^ 
GTTTTGGCTGCCAGAATTATTGCTGCTGTT^ 

ACTTTCGGTCAAAGAGCTGTTTTGAAATTTGCTGCTCACACTGGTGCTACTGCCA 
TTCACTCCAGGTAACTTTACCAATTATATCACTCGTT^ 

ACTGACCCAAGAACCGATGCTCAAGCCATCAAAGAATCATCTTATGTTAACATTCCAGTTATTGCC 
TTGACTGACATGCAGTCTCCATCTGAATACGTTGATGTTGCCATTCCATGTAACAACAAAGGTAAA 
CACTGTATTGGTTTAATCTGGTGGTTGCTTGCTAGAGAAGTCTTGAGATTAAGAGGTATTATCCCA 
GACAGAACTACCGAATGGTCAGTTATGCCAGATTTGTACTTCTACAGAGACCCAGAAGAAATTGAA 
CAAAATGCCGTCGAAGAAGCTAAAACTGAAGGAGTTGAAGGAGCTCCAGTTGCTGAAGCTGAAACC 
GAATGGACTGGTGAAACTGAAGATGTTGATTGGGCTGATTCTGGTGCTACCCCCAGCTGCTGAAGA 
TGCTGCTGCTTCTATCTGGTAAACACTGAAATCTACCAATAAGAAGTAGAAGTAGAAGTAGAAGAA 
GAAACAATAACAACAATAACAACCAAAATAAAAAAAAGGTTTAATGATGTATATTATCGATAAGGA 
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GAAAGAAGAGATTTTCTTTTTTAATAA 

GAAAGATTAATAAATATAAAATATATATATATAAGTAAAAAAAAAAAAAAAA 

YLR048W_homolog SWISS-PROT_entry 253aa (SEQ ID NO 396) 

MS LP ASFDLTPEDAKLLLAANVHLGAKNVQVHNKPYVYKTRPDGMNI INI GKTWEKI VLAARI I AA 

VPNASDVAVC S SRTFGQRAVLKFAAHTGATAI AGRFTPGNFTNYITRSFKEPRLVWTDPRTDAQA 

IKESSYVNIPVIALTDMQSPSEYVDVAIPOSn^ 

PDLYFYRDPEEIEQNAVEEAKTEGVEGAPVAEAETEWTGETEDVDWADSGATPSC 

YLR088W_homolog 1335bp public: 1 . . 80/494 . . 776/821 . . 1335 , PathoSeq: 
81 . .493/777. .820; CDS: <1..1332 (SEQ ID NO 397) 
TCGGGGCTACAAATTTCGTCCATGAAAATTGGGTTCGCCACCAAT 

gctccacgaggtgaaaataccgaggcaatggcgttggttgtgccatggactaattctc 

tacaatgaaggtgctatgagtttggcggtggctttggc^ 

tcgaaaaacattatttttgtatttcctgagac^ 

taccatacggtgttggacgatactgcggggtcgattgaggcggcgattattatggagtacggcaag 

aacggtgattattttgagtattacgatatgttctacgaagggttgaatgggcagtt 

gacttgttgaatacggccaatgtaatgacgtatcatgaacagatcccctgtgccatgcaagggatg 

tcggatagggttatcaattatagcacccggttgcagactttgtttaggggtatcctcaaattgacg 

cttgtcgggttgactgatgaagttcatgggtgtgaagcattttcggggtggcagatccaggcattt 

acgatcaaggtaagggggactgaagggaaagatgttacgcagtttggccggattgtcgattctacg 

tttaggtcggttaacaatttgcttgaaaagtttcaccaatcgt^ 

ccaaaacactttgtgtctattgggacgtacttgccgtcggcgattttgttggcagtatcgtatgcg 

ttgagctctgtcagtgcgk5tggtggttgccgggtttgattttcgaa^ 

gttgaaattgcgtgtgctattttggcgtt^ 

gcggtggtgttgttgccgcgccaagccatcttttc 

gcgttgttggcagtggcattacttattaccgk:cctcttgattgtacattttgca 

attgggattttagcccttccattgacatttgtcccgacattaatgaagaacaagtc 

gctttttgtttggcggtgtcgaatccgttttttgtc 

cccgagctatttgaccggttggtcactgcctggtcg^ 

gttttggggtggttcccagcgtgggtgattatcacactaagctactc 

gaaaaaagtgaatag 

YLR088W_homolog 444aa (SEQ ID NO 398) 

SGLQISSMKIGFATNTLYAIMHAPRGENTEAMALVVPWTNSDNEYNEGAMSLAVALARYFTKMSIW 
SKNI I FVFPETGHRPLRSWVEAYHTVLDE)TAGS IEAAI IMEYGKNGDYFEYYDMFYEGLNGQLPNL 
DLLI^ANVMTYHEQIPCAMQGMSDRVINYSTRLQTLFRGILKLTLV 

TIKVRGTEGKDVTQFGRIVDSTFRSVNNLLEKFHQSFFFYLMLSPKHFVSIGTYLPSAILLAVSYA 
LS SVS AVWAGFDFRKL YFVVWEI AC AILAFVPVNQVMLVAI S AWLLPRQAI FSKQAAFSLI S I 
ALLAVALLITALLIVHFALAFSIGILALPLTF 

PELFDRLVTAWSDIQCWTWFIVVLGWFPAWVIITLSYCGYKPVKEKSE 

YLR167W_homolog 1190bp public: 1..1190; CDS: 501.. 1187 (SEQ ID NO 
399) 

TAGGTCATTCATAACAATTGATAGATGCAAGCTAATTGGAATGAAAAATCCATCTTGTATCAAAAC 

CTAGTTGCCTTAACGACAGTAATAGTTAAAGCGTTGGGAAGTAATGGTGA 
TGACGCTGACGATTAATAATGTGAATTTCTTTTOT 

TGTCTAAATTAGGAAAATGTCGTGACCTTACGTACAGCACACACATACCACTGTCGTGCACTGACC 
AACAACAATGCGGTGTTAATCGATAACCAAAAGATTATAAATAGGGGGTGGAAGGTCGCCACTGTT 
TGAAATGAATCAACACAGTTTTTTTTCTTCTT 

CAATCGTCAACTAACATATATATACAAATCTACAAGCAATGCAAATTTTCGTTAAAACTTTGACTG 

GTAAAACCATTACCTTAGAAGTCGAATCTTCTGACACCATCGATAACGTCAAATCCAAGATCCAAG 

ACAAAGAAGGTATTCCACCAGACCAACAAAGATTGATTTTCGCCGGTAAACAATTAGAAGATGGCA 

GAACCTTGTCTGACTACAACATCCAAAAAGAATCTACCT 

GTATGCAAATCTTTGTTAAAACTTTAACTGGTAAGACTATCACTTT^ 
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CCATCGATAACGTCAAATCCAAGATCCAAGACAAAGAAGGTATTCCACCAGACCAACAAAGATTGA 
TTTTCGCCGGTAAACAATTGGAAGACGGTAGAACCTTGTCTGACTACAACATCCAAAAAGAATCTA 
CTTTACATTTGGTTTTAAGATTGAGAGGTGGTATGCAAATCTTTG 

CTATCACTTTGGAAGTCGAATCTTCTGACACCATCGATAACGTCAAATCCAAGATCCAAGACAAAG 
AAGGTATTCCACCAGATCAACAAAGATTGATTTTTGCTGGTAAACAA 

TGTCTGACTACAACATCCAAAAAGAATCTACCTTGCACTTGGTCTTGAGATTGAGAGGTGGTTTCT 
AA 

YLR167W_homolog 229aa (SEQ ID NO 400) 

MQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFAGKQLEDGRTLSDYNIQKEST 
LHLVLRLRGGMQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFAGKQLEDGRTL 
SDYNIQKESTLHLVLRLRGGMQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFA 
GKQLEDGRTLSDYNIQKESTLHLVLRLRGGF 

YLR2 34W_homolog 2390bp public: 1..2390; CDS: 501.. 2387 (SEQ ID NO 
401 ) 

TCCAGAATAGTAATTAGGGACTTTAATTTTATTAGGAG 

GATACATCTTATTATATTCTTATTCATGGGAAAGCACCAGTATATGGAAATGCTGCCCAAGGTAGT 

GCACACAACAAACTAGTTTACAAAGTAAAATTCGAAGTTACGTCAAAGCTTAGAATG 

GTAGTTGTCTACTCTATCAAAAAACCCATAATTTGTCTATATAACGTAAGGATCACTATATGCTGT 

TGAGTAAGAAATATGTTGCGAGCCGTACCGACAATGK5ATTGGCTGAAACTTGTTCTCATCAAA 

GCAAAACACTTGGAGACGCGCGCGCGTTTCAACACACAATAAACAACACGAAAAATAAGGTAGAAA 

AC AAAAAAAAAAT AAAAGG AAC TTT AAAC AAG AAGT AATC CC C ATT AAAAC TTG ATC AAC AC TTTT 

AGGGTTTCCGATTTCCCCATTTTCTTGACTAAAATAATATGAGAATACTATGTGTTGC^ 

CATCGATTTCAAAAGAGGTGGCAAACATTTTGGGAGGAGGGCGAAAAAAAGTAAGAAACTCACGAG 

AAAAATTCATCAAAAACTACGATTTCACCTTCACTTTCAACTCTGAAGATGGGCCATGT 

CCATGACTTCGGTGGCTGGACATATCACAGGACTTGATTTTGGGTCTGCCTTTTCGTGGGGAAA 

GTGTTCCCGGGCGACTATTTGAAGCAGACATCAAGACCATTATCACCAAGAAATCTATTTATGAAA 

ATATTGCAGAAGAGGCAAGAAACGCTGATAAGTTGATGATCTGGACAGATTGTGATAGAGAAGGAG 

AATACATTGGATTTGAAATTATGAATGCTGCAAGAAAATACAATAGGAACCTTGGGTTA 

1TTGGCGAGCTAGGTTTTCACATCTTGAACGAAATCACATTATTCGAGCAGCAAAAAATCCCGTGA 

ATTTGGATATGAGTGCAGTTTCTGCAGTTTCTTGTCGTATGGAAATCGATCTTCGAGT^ 

GTTTTACACGTTTGTTGACTGATCAATTGAGACAAAAGGGGATAATTGAAAAGAATC 

CTTATGGTACATGTCAATTCCCGACATTGGGGTTTGTTGTTGATCGATACAAACGAGTCAAGAGTT 

TTACACCGKIAACCATTCTGGTATATTGAGATTGAAACTAGGAAAGAGAATAAAAAGACAATTT^ 

ATTGGGTTCGAGGTCATTTTTTCGACAAGATGTATGT^ 

GTGGAGAATTTGGAACCATATCAAAAATAGAATCAAAACGGAAACCAAATTTCCGTCCATTCCCAT 

TGACAACCGTGGAGTTACAAAAAGATTGTGCTAGATTTTTTAAGATGTC 

CAGCTGCTGAAAGACTTTATAACCTAGGGTATTTGTCGTATCCTAG 

CCAAAGAAACCGATTTCAAGAGCTTACTAGAGGTGCACAAACAAGATCCGCGATGGGGAAGCTATA 

CAACAAAGCTTTTGAACGAAGGTTTCGAAACTCCTCGAAGCGGTTCTCATGATGATAAGGCGCATC 

CTCCAATCCATCCTATCAAATATGTTTCTTTGGACACCCTAAACACCCTCGATGAAAAGAAAGTGT 

ATGAATACGTTGTGCGACGCTTTATTGCCTGTTGCTCCAAAGATGCTGTTGGTA 

TGACTTTAAAATGGGGAGATGAATTCTTCACCGCAAGTGGATTAATGGTGCA 

TGGAAGTGTATACTTACAAAAAATGGGAAAGCTCTAAACAACTACCGAAATTTACAGAGGGAGAAC 
AGGTCAAGTTGTCGAGTGGAATATTGAAAGACGGTAAAACAAGTCCACCCAATCATATGACCGAGC 
CCGAGCTAATTGCATTGATGGATGCCAACGGTATTGGAACCGATGCTACTATCGCTGAACATATTA 
ACAAAATAGAGACTAGGCACTATATTAATAAATTGAAAAAGGGGAAAAATGAATATATTCTTCCTA 
CTCCTTTAGGAATGGGGCTTATAGAAGGCCTTGAAAAAATGGAA 

AACCATTTTTGCGGAAGTCGTTGGAACGATCACTTGAGGACATAGCAACCGGGTCCCGGCCAAAAG 

TGGATGTTTTGAATACAACAATAGGCGTATATGTTGACGCTTATAGTGTTTGTTCTCATCAGATAC 

TTGTTTTGTGCAATGAATGTAGGAGAATTATACTTGGAAATAGCAGTAACAACAACAACAACAATA 
ATAATAATACGTAA 

YLR234W__homolog 629aa (SEQ ID NO 402) 
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MRILCVAEKPSISKEVANILGGGRKKVRNSREKPIKNYDFTFTFNSE 

FGSAFSWGNCVPGRLFEADIKTIITKKSIYENIAEEARNADK^ 

YNRNLGLlsntflWRARFSHLERNHIIRAA^ 

G 1 1 EKNELAS YGTCQF PTLGFWDRYKRVKS FTPE PFWYI E I ETRKENKKTI FNWVRGHF FDKMYV 
VMLYDRCCKSGEFGTISKIESKRKPNFRPFPLTTVELQKDCARF 

YPRTETDRFAKETDFKSLLEVHKQDPRWGSYTTKLLNEGFETPRSGSHDDKAHPPIH^ 
IJSITLDEKKVYEYVVRRFIACCSKDAVGTQTVOT 

QLPKFTEGEQVKLSSGILKIX3KTSPPNHMTEPELIALMDANGIGTDATIAEHINKIETRHYINKLK 
KGKNEYILPTPLGMGLIEGLEKMEFEDVSLSKPFLRKSLERSLEDIATGSRPKVDVLNTTIGVYVD 
AYSVCSHQILVLCNECRRIILGNSSNNNNNNNNNT 

YLR241W_homolog 3 098bp public: 1 . . 827 /2190 .. 3098 , PathoSeq: 
828.. 2189; CDS: 501.. 3095 (SEQ ID NO 403) 

AT AT AT AG AATT ATGG C TT AGTGC C CTTT ATT AACT AAATT AG AGGTT AC ATT AAT AC AACTT AAC 

AAACAAGKSAAACTAACATCCACGTATAGGGCTTCTTATATTAATATACCTAATTCAACCT^ 

ATTGCCTTATATACAGCTTGTAAAAAAACACATAAGAAAGTTTACATCTCAAGATGAATTATCCCC 

CTATTGTAAAAAGTACATCGCCTAATGATAGACATCATAGAGTACTGGCGACTCCTTACATGATGG 

TAACGACAACAACTACAACAAAAAAAAAACATTATCTTGACGGTATAATTAGTAGTGTGCGAGAGG 

CACACGATAAGATTTATCAGTTTCCTTTTCTCGGTTGACCTTAATCTGTTTT^ 

TTTTTTTGTTTTTGACCACACCCACTTTTTT^ 

C^^CAATAACCCAAATACGTTAACCACTTTTATTACATAT^^ 

AAATCATACTACAGCAAAATGATGATAATTTTACATCCCCTCACGACGATGTGATATATCGACCAC 

ATTCTGCTCGTGTAGCACGATATCAAGTAATAATTGCATCTACATTGGGACTCACTGCCCTATTAC 

TATTTTCTATCTTACGATTAAAATATCCCAAAATATATGTGGCAAACTTTAAT 

GTCTACATTCGACCTCAAGAAGGAATTTACCTGAATTGCCTTCAAATTCATTATTTGGOT 

CTACAGTTTACAAAATTACTGAGCAAGAAATTTTGGAACATGCTGGATTAGATGCA 

TGGAATTTTTTAAAATGTGCATTCGAATAATAAGCATATGTTC 

CTCCTATGAGATACAAGTTTACAGGGAGAGTAGATGAAGATTATCCCGACGATGATAGTGACAACG 

ATGACGATGATGGAAGTAATAATAATGGTACCACAATAATTAAGCATATAGTGTCAGCTGGAATTC 

TGGTGGCAAGTAAAAATAACGATGGAGAACAGTATCAACAATTTCTTTGGTTATACACTAT^ 

CCTATGTATTTACATTTGTTACTGTTTACTTTCTATTCAAACAAACCAATAG^ 

GTCAGAAGTATCTTGGATCGCAAAATTCAGTCACCGATAGAACGGTAAAAATATCTGGGATACCAG 

GATCATTACGAGATGAAGTGGCACTCGCACGGCACATTGACCGTTTGAATATTGGTC 

CTGTGTTGATTGTCAAGGAGTGGCAAAATCTAAACAAACTATTCAAAAGAAGGAGAAGAATAGTTC 

GAAAATTAGAGGAAAGTTGGGTTGAATATTTTGAAAAAAATGGGATA^ 

TATCGTTGCATCCCCAAGTTGGCGAACTGTATCGTTTTTCCAATAGGTATACTGATGATGCAGAAG 
AATCACCAGACTGGGGATCTCAAAATTCGAACTCTGCACAAGCTTCAATAATAGATCAAGACTCAG 
AATCTGTTGAAGGAGATTCTTCTGACACTTTGAATCGCTTGTTGAATGAT 
CAAGTCTTCGGAAAGGTTGGTTCGGATTGTTTGGACCTAAAGTGGATTCAA 

ATAAATTGGAGGTCATAGATAAAGAGATTACCAGGGCCAGAACTAGAGAATATCCCGCCACTTCGA 
CTGCATTTCTCACTATGAAAACCGTGGCTGAAGCACAAATGTTGGC^ 

AAGTCAATCATCTTATCACCAACTTGGCCCCTGCTCCTCATGATATCCGATGGGATAATTTGTCAT 
TAACTAGACAAGACAGAAATACAAAGATCCTTGCTGTCACGATATTTATTGGTATAATGAGTTTGT 
TGTTGGTTTATCCAGTCAGATTTATGGCTAGTTTTTTAAACACTAA^ 

C ATC ATTGGGG AAAG CTATTG AATCGC AT AAATGGGC CGAAACTTTG ATTAC TGG ATT ATTGCC AA 
CTTATTTATTTACAATTTTAAATATTGTGATTCCGTTTT^ 

GTTATTTATCTCATAGTGATGAAGAGTTGTCATCGGTATCCAAGAACTTTTTCTA^ 

ACTTATTTTTGGTTTTCACAACTTTTGGTACCGCCTCTTTT^ 

ATTTAGCAAGATCACTCAGAGATTTGTCAATGTTCTATGTTGACTTAATAA 

GTATATTCCCATTCAAATTATTATTGGTGGGGAACTTACTTCGCTTTTTAG 

GGTGCAAGACCCCAAGAGATTACTTGAATTTGTACAAACCGCCAGTTTTCAA 

TACCACAACCAATATTGATATTTATTATTACGTTGGTATACTCGGTAATGTCTTCGAAGATATTAA 
CTGCAGGGTTACTATATTTTATTATTGGTTATTTTG 

TTCATCCTCCACACTGAACGGGCAAAGTTTGGCCAATAATTTTCCGAAGAATCATATTAGGGTTAT 
TTCTTTTTCAAATCACAATGGTTGGCACATTAGCATTACAAGA 

TGGCACCATTGCCGTTTTTGACACTTTACTTTTGGTGGAGTTTCCATAAACAATATA 
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CAACATTCATTGCCTTGAGAGCAATTGAAA 

TCATTGAAAACAACAATAATAAAACTCTTGACGAAAGAAGGGAATTC 
CCAATCTAGTTAATGATTTAGACGGGCCAATGATTGCATTGGATGGTC 

ATCGAGATGGTACAACTGTACGGAAACCACCTCAATATTTCAGTTCAGAATGGGACTATTAA 
YLR241W_Jiomolog 865aa (SEQ ID NO 404) 

MIDNIINNLQIILQQNDDl^TSPHDDVIYRPHSARVARYQVIIASTI^LTALLLFSILRLKYPKIY 
VANFNHLNFSLHSTSRRNLPELPSNSLFGWIPTVYKITEQEILEHAGLDAVVFLEFFKMCIRIISI 
C L VFAI 1 1 1 S P I RYKFTGRVDED YPDDDSDNDDDDG SNNNGTTI I KHI VS AG I S VAS KNNDGEQ YQ 
QFLWLYTI FTYWTFVTVYFLFKQTNRI I SMRQKYLGSQNSVTDRTVKI SGIPGSLRDEVALARHI 
DRIJSTIGEVDSVLIVKEWQNI^KLFKRRRRIVRKLEESWVEYF 

Sl^YTDDAEESPDWGSQNSNSAQASIIDQDSESVEGDSSOTLNRLLNDESRTRPSLRKGWFGLFGP 
KVDSINYYTDKLEVIDKEITRARTREYPATSTAFLTMKTVAEAQMLAQ 
HDIRVTONLSLTRQDRNTKILAVTIFIGIMSLLLVYPVRFMASFLNTKSISKIWPSLGK^ 
ETLITGLLPTYLFTILiNIVIPFFYVWISEKQGYLSHSDEEL 

FVDTTKIAFDLARSLRDLSMFYVDLIILQGLGIFPFKLLLVGNLLRFLVNSLFRCKTPRDYLNLYK 

PPVFNFGLQLPQPILIFIITLVYSVMSSKILTAGLLYFIIGYFVSKYQLLYACVHPPHSTGKVWPI 

IFRRIILGLFLFQITMVGTLALQDAITCATFLAPLPFLTLYFWWSFHKQYIPLSTFIALRAIESNE 

NINPTDLEQIIENNNNKTLDERRELNTKYEYPNLVNDLDGPMIALDGEDV^ 

FSSEWDY 

YLR321C_homolog 1559bp public: 1 . . 947 /1189 1559 , PathoSeq: 
948.. 1188; CDS: 501.. 1556 (SEQ ID NO 405) 

TTCCAGAATOAGTAGATATTTCTGATATCAAGTTGGAGATAGGGATATCGAACTGGGATTCTATAT 
TTTGTTTTATCTTGGAGAACCTGTGTTGT 

ATTCAATTGAAACATTTGAAGGAAATTCTTTCTTAAAAGCATCTAGTGACACATGATCTCTAATCT 
CCAGTCTTTTGATTAAATATTCTTTTAGAATATCAG 

GATACTGTGTGGTGTCTGGGATAATAATTATAATGTAAACAAAACAAAGTCGTGTCAGTGTATATT 

TTTCTTTTGTCAATTCCATCTTTTTTTTTTTCTCT^ 

TGCTTGACAGAGAAATACAGAACACTAAACAAACATTTTT^ 

ATACCCCAAAAGTTTGAATAAGTCTTCAGATATCTAGCATGGCAACTTCTCAAGAATTGACAGCAG 
ACATACAAGCTCTTGCAACTAGTTTCCCCAAGCGATTAGCTAATGATAGTGACAATTCATT 
TTAATGTTGCACCAACTGGTCGACAAGCCAAAAGACATATTCAACAGATTAATTACTCCGAAGAGT 
TTGGAGATGACCTTGATTTTGATGAATTCCCATCTTCGACACCCGGTACT 

ATAAAGCTCAAATAGAAGCACAAAGATATTCTCTTGCGAAAAACACACCAACGCCCAAGAGAATCT 
TAGAAAAACCGGTGTTATCTGAGTTGGTTGAAAAACCAGTGGTGCTTATTC 
TTGAGAATTTGAACACAAACCAAAAGTTGATTGATTCCTTTATGTGGAA 
TTACACCAACTGAGTTTGCGGAAATTGTTTGCAGTC 

AAATAGCAGACTCCATTAATCAACAGATTGAAGAGTATTCCTATGCATCTAATTTACAACTACCAA 

ATAAGGGCCCTTACAATGTTACCATTGATTTATCAGTAAACTTAAATAAACAATTATACCAAGATA 

GATTTGAATGGGATATGAATCAAAATGAAGTTACACCAGAAATTTTTGCTGAAAT 

ATTTGGGGTTATCGTTAGAATTTAAGAATGCCATATCACATGCATTGC 

TGAAAAAAGAAGTAATAGATGGTACTTTTGACAATGAAATGCACAACTTGCATCTAGTA 

TAATGTTTGAACAAGGAATTAGAATTTTCACTGAAAACAGTGTTCAAAATGGAAATGA 

AACCTTTGGTCGAAGTATTGACTTCTAGTGAAATCGAAAGAAGAGAAAATGAAAGGGTTAGAAACT 

TGAGAAGATTAAAGAGAGAGAATATGAGAAGAGATTACGATGATCATAGTAGGAGAAGGCAAGCAG 

GAAAAAGAAGGTATGATGAGTTAGAAGGAGCCTGGGTATAG 

YLR321C_homolog 352aa (SEQ ID NO 406) 

MATSQELTADIQAIiATSFPKRIiANDSDNSLLINVAPTGRQAKRHIQQINYSEEFGDDLDFTDEFPSS 
TPGTRSI^ENKAQIEAQRYSLAKNTPTPKRILEKPVLSELVEKPVVLIPIK^ 

FMWNLNESLITPTEFAEIVCSDLDLPFSMAAQIADSINQQIEEYSYASNLQLPNKGPYNVTIDLSV 
NU^QLYQDRFEWDMNQNEVTPEIFAEIWADIXSLSLEFKNAISHALHEIIIRVKKEVID 
MHNLHLVKGIMFEQGIRIFTENSVQNGNDRVffiPLVEVLTSSEIERRENE 
DDHSRRRQAGKRRYDELEGAWV 
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YLR325C_homolog 737bp PathoSeq: 1..737; CDS: 501.. 734 (SEQ ID NO 
407) 

AAGAAAAGTATAGTCAAATTGTTATACAAGCTAA 

TCGCTCCTGACCATTGTTTACTATATTCAACAAAACGAATTCAACAAGGCAAACGAAAGCTACATG 
AAACTAAGTATCGGCAACGTCTGTTGGCCAATTGGGGTGGTCAATGTAG 

GCAGCACTGAAAATAACCGGTGCCTCTAACGTCAGTAACATAATGCTAAGCGAGTCTACACGAAGA 
TGGATTATAAGTATAAAGAGGTTGATTAGTTTTAAAGAGAGAGTATATAATAATGCACGTGATTAG 
TTTAGTAATTTTTTGCGAGTTAGGGCTATAGCCCT^ 

TCTCACGCACATAACGTGTAACCCACATAAAGAAAGAAAAAAAAATTTCCTTTGAAAAAATTCACA 
TCACGCTTTAACCACTTCAACCTATAACAACTCCAACCATGGCTAGAGAAATCAAGGATATCAAAG 
AATTCGTCGAATTGGCTAGAAGATCAGACATCAAATCTGCTATTGTCAAAGTTAACGCCAAGGTCA 
ATGCTAACGGTAAAAAATTCAAACAAACCAAATTCAAGGTCAGAGGTTCAAGATACCAATACACTT 
TAGTTGTCAACGATGCTTCTAAAGCTAAAAAATTACAACAATCTTTACCACCAACCTTAAAAATCA 
CCAACTTGTAA 

YLR325C_homolog 78aa (SEQ ID NO 408) 
MAREIKDI KEPVELARRSDIKS AI VKVNAKVNANGKK^ 
QSLPPTLKITNL 

YLR344W_homolog 1348bp PathoSeq: 1..1348, exon 1: 501.. 515, intron 
1: 516.. 979, exon 2: 980.. 1345 (SEQ ID NO 409) 

ATACCATGACAAGCAAGCTCAGGGTCGCGGGTTCGAGTCCCGCGGGGAGCTAATTATACCCTCATT 
TTTGAACCCACCAAATTTTCTTTCACATTATAATGA 
TTTTTTTTGGCAATATAGAGAAGACTGTAATAAGTATAGC^ 
CGTTTTATATTTTTTTAAGAAATTTGATGTTGATTTGGTAAA 

GGCTATAGCCCTAATGTACTGTATATG^AGTATCAGAAATACTTTTGTTACGCACAGTTTGTCTTA 
CCAAATACATTATATATATATATTTTTTTTTTTTTGAGTAGAGGAGCTACACTAGACCACAGTGCG 
AAAAATTCATCTCTCTATACACTTACTCAATTTGAAGATATTCAAATTTT^ 

CTTTTGGATCGATACTAGATAGCATATAATCATCAAAAATGGCCAAGATCAGTCAAGGTATGAAAT 
AGATATTCAATTAGATATGGAGAAAGGAAGATAAAAGGAAAAGAAAAAAAAAAAAGAAAGAAATAA 
AGGAATATATACATTGAAAAGGAGATAGAACATCAAACAACAACCATTAAGAATTAAGTTTAATAC 
AGTTTCAATAAAGAGGGTTTTTTTCTCAGAACAAACCAT^ 

TAATGATTTCACGATTTACCTGAATATAAAGAACATCCTTAATATTGAATTTCAATA 
CAATTTGGGGATATTGATGAAATTATGTATAGG 

CTTGAAAAATCAAATCAAATCAAATCATAACCCT^CAATATATTCCTTCCTTATCTTA 

ATTAAAACAAAGACTAAGAAACATTCAGTAAAATACTAACAAAAATTCCATTTATATAGACGTTTC 

TTCATCTCGTTCTAAAGCTAGAAAAGCTTATTTCACTGCTTCATCAGTTGAAAGAAGAGTT^ 

ATCTGCTCCATTATCCAAAGAATTAAGACAACAATACAATGTCAAATCTTTGCCAATTAGACAAAA 

TG ATG AAGTTTT AGTTGTT AG AGGTTC T AAAAAAGGTTC TG AAGGT AAAGTT AATTC TGTTT AT AG 

ATTGAAATTTGCTATTCAAGTTGATAAATTACAAAAAGAAAAATCAA^ 

CAACATTCATCCATCTAAAGTTGTCATTACTAAATTAC^ 

TCAAAGAAAAGGTGGTAAAGCTGAATAA 

YLR344W_homolog 127aa (SEQ ID NO 410) 

MAKISIDVSSSRSKARKAYFTASSVERRVLLSAPLSKELRQQYNVKSLPIRQNDEVLVVRGSKKGS 
EGKVNSVYRIiKFAIQVDKLQKEKSNGASVPINIHPSKVVITKLHLDKDRKALIQRKGGKAE 

YLR393W_homolog 163 Ibp public: 1 .. 1207/1209 .. 1631, PathoSeq: 1208; 
CDS: 501.. 1628 (SEQ ID NO 411) 
TTCATCTTTCGAAATCTTCCCTCTTGGAAACGACCAA 

AACTTTGTTCAAATCTTTATTGAATAATGCAACACCACGAACCGGTATGGTC 
GAATTTAGATAATGCTTCCTGTGGGTCACCCCATTTCCAA 

TGTACTGAACGTCTTCATCTTCATGCTTTGCAAATCGGGATTCAACTGACGAACAAAGTCAGCATA 
AAACCATTGTGCTTCCTCAATCTGAAACATTATTCTTTCAATGGAAGATAAATCCTCTTCGGGAAC 
ATTCACCACAAATCTAACTAACAAATCTTCCAACACCCGATCTAGAGTTTGATTAGCTAAACCATT 
GCGTAATTGGATCGAGATATCTTGTTATTTTCTAT^ 
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TGAATATTCGTAATTAAAATTGATTCAAAATTGTATTC 

GTGAGATCATTGAATGTATTTGCTGGCGGAGAAGGAGG^ 

TTTTTTTTTCTCTCTCTCTTTTCTTTCAGTCACATTGTCTC 

CTGAACCTTGTGGACTGGTAAACGCACGACATAGAGTAATATTTGGAGA^ 

AAAACCGTGGTTTGAATTCGACCACAGATTGGTTGGACGACAAAATC 

CTTTTGCTACCTCAAGAATAGAGTTCCAGCGGTACCAGCCGCGTTTTGTTAATACCATTAAAGAAA 

CGGTCAAATCGGCACAAGAAAAGTCGTACAGTATTACTAGACCATTGGGGTTGTCAAAACCAGTTT 

TGTTAAATCATAAATTGTCAGACACATACTCATTGTCCAATATATACGAGGAGTTGTT^ 

AATCCAAAGAAAGAAGACAGAAACAACTAGACTACGATTTGAAACACTCGCCAATTTATGAAGTCA 

AGTCATTTGAGAATACAmAAGGGGAAAATATTTACTCCTCCTGTTTCGTACTTTCGACA 

CTTTGTATTTCCCGGATTTTATAGCGAAAACATTGGCAGGTAATCAGAGAAGTTTGTACGACTC 

TAGACAATAGATTAAGCATAGTCAAATTGTTTTCTTCTGTTGCTGGTC 

ACTTT AAGGTTG AAAAC AAAG ATT ACT ATTC C C AGG ATT ATG AT AC C TTTGTGG AGG AAT ATC C CC 

ATACCCAGATACTTGATGTGAATATGCCGCAAAGTTGGATCAAGGGGTTTC 

CAGGAAATTTAAGAAAGACTTTGAAGCCAGCTCTGAGATACGAGAATTATTTCATCTTGCCTG 

ACATAATGTCAGCGGAAATTAGAGAACAGTTGTACTGTGATAATCAATGTTCCGGGTATATTTATA 

TTGTTGATTCGATGGGGAAGATAAGATGGGCGACAAGTGGGTATGCAACTCCTGAGGATTTGAAAT 

TGATGTGGAAGGTTGTGAAAGGGGTGCAAAGAGAAATGACCAAGTAA 

YLR393W_homolog 376aa (SEQ ID NO 412) 

MFVYWINNLCEIIQCICWRRRRQGRTFFPSYFFFSLSLFFQSHCSSVKGWLFCAEPCGSVNARHRV 
IFGETKRILKNRGI^STTDWLDDKMQSWIRTFATSRIEFQRYQPRFVNTIKETVKSAQEKSYSIT 
RPLGLSKPVLLNHKLSIH'YSLSNIYEELFGQKSKERilQKQLDYDLKHSPIYEVKSFENTKGKIFTP 
PVSYFRQDKSLYFPDFIAKTLAGNQRSLYDSLDNRLSIVKLFSSVAGEQCTRSYFKVENKDYYSQD 
YDTFVEE YPHTQ I LDVNMPQ SWI KGFVTNL STGNLRKTLKP A SRYENYF I L PGH IMS AE I REQL YC 
DNQCSGYIYIVDSMGKIRWATSGYATPEDLKLMWKWKGVQREMTK 

YML063W_homolog 1271bp PathoSeq: 1..773, public: 774.. 1271; CDS: 
501.. 1268 (SEQ ID NO 413) 

CCAGTGCGTTTTGTTTGTTTCCACATCATACACTTCACTGA 

GAGACTTCAGGTACGACCCAGGGTTGCGACAAAGTTTAGGTAGTTTGTCGTCTGAATGTCGCAACA 
AAATAGGGCTGTAGCCCTAGTCATGTGATGTGAATTAACATAACAAGAAGAATTGCTGGTGCGCAA 
AAAGATTATGTGTATTTTATGTGCGTTGTTATCCT^ 

C AT ATTGGGCTGT ATTTTT ATTCTTGTTTTTC TGCTGTTCTCTC ACTGTT AAGC TCT AAGTG AATT 
TGTGTGTGCTGTAATAGTGTGTGTGTTCCAAGTCCCAGCTCTCACAGATACTCACGCACGCCCATA 
CTACTGAAAATTTCCTGACTTTCTGTATCTAAAAATTTTTTACTAGGA^ 
TTTCACTTGTTTCATATAATCACCAACTCAAGTACAACATGGCTGTCGGTAA 

CCAAAGGAAAGAAAGGATTAAAAAAGAAGGTCGTTGACCCATTCACCAGAAAAGATTGGTTTGACA 

TCAAAGCTCCAACCACTTTTGAAAACAGAAATGTTGGTAAAACTTTGATCA^ 

TAAAGAATGCCGCTGATGGCTTGAAAGGTAGAGTTTTCGAAGTTTGT^ 

CCGAAGACCACTCTTACAGAAAAATCAAATTGAGAGTTGATGAAGTTCAAGGTAAAAACTTGTTGA 

CCAACTTCCATGGTTTGGATTTCACTTCTGACAAATTAAGATCATTGGTC 

TAGTTGAAGCTAATGTCACTGTTAAAACTTCCGACGATTACGTTTTGAGAGTTTTT^ 

TCACCAAAAGACAACCAAACCAAATCAAGAAAACTACTTACGCTCAATCCTCTAAATTGAGAGAAG 

TCAGAAAGAAGATGATTGAAATTATGCAAAGAGAAGTTTCCAACTGTAOTTTAGCTCAATTAACTO 

CCAAATTGATTCCAGAAGTCATTGGCCGTGAAATTGAAAAATCCACCCAAACCAT 

AAAATGTCCACATCAGAAAAGTCAAATTGTTGAAACAACCAAAATTCGACTTGGGTT 

CTTTGCACGGTGAAGGTTCAACCGAAGAAAAAGGTAAGAAAGTTTCTTCTGGTT^ 

TTTTAGAATCTGTTTAA 

YML063W_homolog 256aa (SEQ ID NO 414) 

MAVGKNKRLSKGKKGLKKKVVDPFTRKDWFDIKAPTTFENRW 

EVCLADLQGSEDHSYRKIKLRVDEVQGKOTjLTNFHGLDFTSDKL 

YVLRVFAIAFTKRQPNQIKKTTYAQSSKLREVRKKMIEIMQREVSNCTI^QLTSKLIPEVIGREIE 
KSTQTIFPLQNVHIRKVKLLKQPKFDLGSLLALHGEGSTEEKGKKVSSGFKDVVLESV 
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YMLl28C_homolog 1517bp public: 1..1499, PathoSeq: 1500. .1517; CDS: 

501.. 1514 (SEQ ID NO 415) 

TGATATGGATTTTTCAAAACTAAGAAAC 

TAATTCAATGACCTCGAGTCATATTCCCACGTTTTAAGTATGAGTGTTTTACGAAGTTC 

TATTTTAAATAAAACAATAATAGTAATAAAAAAAAAAACCTTCTTTGCTTT 

ACATTGTTTCTTTCTTCCCACAGCAACCAAATTTTATTTTATT^ 

GTTGCTCAATTATGTATAACAAGGGTAGAAACTCTGTGGGATTCCCTCCTTAAAAATATAGCAA 

CTTTTTCTTCACAACGATTGCTATATGACCCCCCCCCTAA 

ATAATGTATTTCTCTTGTTCAGGATAATTATCACTATTTGTGACGTTTAA 

TCTTCTTCTTCCTATTTCAACATTAAAGAACATTTAATATGTATTTCC 

ATGTATCTATCACTTTTGTGGTTGCCAATTATGGTTTTC 

AATTTTTAAAAGAACGTAAAGTTGCATTCAATGATGCCTTGGAGAATC 

CTAATGAAGAAGCTAAGAAATTAGAAAAAGGTTACAAGAAAGTTACTGAAGAAl^AAATAACAATT 
TGAATCCTCCAGATGATTCATTAAATGATTATTTGAATTTTGACT 

AAAATT ATTC AATT AAAG AATGG ATTTTTG AAAGTTGGC C AGT AAC C AGTTTGC AAACTTTTTT AA 

CTCAAAATAATATCCAATATAGTGCAAAGGATACCAAAGATGATTTAATCAATAAGGTTAAAGATC 

AATTTGATTCTATTTCTAAGAAAAATCATGGGTCTAGTTTTTATCCTGGC 

CTTGGTCAGAAAATGATTTGAAAGATTGGTTGAAATCTTATGGCATTGAATTTAATCCTA 

CAAAGGATCAATTGGTTGAAAAATTAAAAGAATTTAGTTATCAAGCCACTC 

CCAAAGAATCTTTATTTGATTCATTGGATTTATTTC 

TTGAAGATGAATTTTTCCAAACTTGGTCATATTCTCAA 

TTATTGACACTAAACCAGGAATTTACGTTGAAGATTTGGATAAGGAAAAATTAGT 
AAAGTTATAAGAAATGTTTGTTGAGTGACATTCATACTTGGTTGGCAAACACTGAAAAG 
AACCTTGGATCACAAAGGGAGAACAAAAGTCTCAGAAAAAGAAGGGTAGTAATTTGATTAATGATA 
CATTCTTTGTTGGTATTAATAATTGGTCCAAGGATAAATTGCGTGAATTGGGC 

YMLl28C_homolog 338aa (SEQ ID NO 416) 
MYFPIIVWLWSITFWANYGFDQVmTODLKQFLKERKVAFNDALENP 

KVTEELNNNLNPPDDSLNDYLNFDYLFGKRKENYS IKEWIFESWPVTSLQTFLTQNNIQYSAKDTK 

DDLINKVKDQFDSISKKNHGSSFYPGNWLYESWSENDLKDWLKSYGIEFNPSSTKDQLVEKliKEFS 

YQATHSIRDSKESLFDSLDLFDKTIFDKKGQIEDEFFQTWSYSQLREWLYLHGFIDTKPGIYVEDL 

DKEKLWIAQSYKKCLLSDIHTWLANTEKKSQPW 

LRELGNLD 

YML130C_homolog 2243bp public: 1..829, PathoSeq: 830.. 2243; CDS: 
501.. 2240 (SEQ ID NO 417) 

ATGAGTTCATAGATGATCTGTTTCACTTTCAAATAACGTGTCAACAAAAATAAAGTTAGAGCATAG 
ATTTTGCCGCCACTTGTACAGATGGATAGAATTGAATGC 

AACAATTTCCGAAAAAAGAAGAAAATCGAACACATTAGAAAAAGAAACGAACAAAAGAAAAAAAAT 

TTCAAATTGTAGTTGCATGTATATAAAATAATATAAAAGATATATCACCAGCACAACTGATTACTT 

TTTATTTATATCACCTGTCAACAACAAATTTCCAAATAAATACAACTCAGAAAAAACACTTACTAT 

CTTTTCTTAGTTTGGTTTCTATAATCTTATT^ 

AGATCTTATCTTTAATTTGTTTGAAAAAATAA 

ACAACAAAAAAACCCATTCTAAATCACTATTCTCCATT^^ 

TAATCGTACAATTTATCATAAATACCACTGTTGCAGTATCACCTGTGTCAGCAGTTTTACCAAAAC 

TGAGTTTCAGTCCATTTGATTCACCAGAATTTTGTTCACAGATCATAACTCCCACTTGT 

CTTTCACCTACATTGATGAATTGAATAAAGATATTCGTCCCTACTTGTCGGAATTAGTCAAGACCC 

TGTATTTCCGTTATTTTAAAGTCAATTTAGATAAACAATGTCGTTTTTG 

GTGCTAGTGAAAACTGTGCTGTTGAAATATTGGAAGATTTCAATTGGAGTCAA 

GTTTGAAACCTTCAGGATTAGGTAAGATTTCATTACCTGACAAATCATCAATTGATAATTCCATTG 

AAACCGAAGAAGTTCAAACTTGTGAAGATTTAGATTATAGTGAAATAGATGATGACCATCATTGTG 

TTTATGTCAACTTGGTAAATAACCCAGAAAGATTTACTGGGTATGGTGGTAATC 

TTTGGAAGGCTATTTACCTGGAAAATTGTTTCCCTAATACTAATCCAA 

CCGACAATGGTGGTGAACAATGTATCGAAAAGAACTTGTTTTATCGTGTTG 

CTTCAATTGCAGTACATTTATCAAGAGAATATTTGAATTCTGAAACTGGTGAA 

TAAAGGTGTTTATGGAAAGAGTAGGTATGCATAATGACAGATTATCTAATATTTATTTCAATTATG 
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CCTTAGTGTCCCAAGCTATAGTTAAATTC 
GGTATGATGACATTACTCCAGCTCAAAAGCAAC 

AAGTTTATGATCGTTTGTTGTTAGATGACATTATTCCTAGTTTGGAA 

CTTCCAACTTGTTTGATAATAGCAATTTGAGGGATGAATTT 

CCATTATGGATTGTGTTGGTTGTGATAGATGCAGAATGTGGGGGAAAAT 

GTACCGCTCTCAAGATTTTATTTGAAGATGACAACTATGATAATCACAATTTGAAATTTAGAAGAA 

TTGAAATTGTTGCCTTGATTAATACTTTTGATCGTTTATCTA 

TTAAAGAAATGTATTTGCAACACCTTAAAGATATTGCTGAAGGATTAACCC 

ACAAAATACAAAACAACAAACCAGGTAACGGATTTGCCTTCCCATTTGTTAGTCCATTACCTC 

AAAAAC C TG ACC AAAC C AAC AC CC C C AAAAATC AAC AAC AAAAAC AACC TC AAG AAACTGAC AAAA 

AAAGACTTACATTAGAAGAAATTGCCCACACAAAACCTGAAGATCGAACTTTTATTGAAGACTTC 

GATTATCCTTTGATGAAGTTTGGCAAGCATTAAGATTT 

CCGTATTGAGTAGATTCACATTGGTTCAATTGAATGAATGGTC^ 

CAGTTTATGATTACCAAAGTTCTTTTGATGTTGATGCCCTACAATACAGTCA 

YML130C_homolog 580aa (SEQ ID NO 418) 

MKIFRLFSLLIVQFIINTTVAVSPVSAVLPKSSFSPFDSPEFCSQIITPTCNTTFTYIDELNKDIR 

PYLSELVKTSYFRYFKVNLDKQCRFl^AQHFCASENCAVEILEDFNWSQVTNESLKPSGLGKISLP 

DKSSIDNSIETEEVQTCEDLDYSEIDDDHHCVYVNLVNNPERFTGYGGNQSFDVWKAIYSENCFPN 

TNPMSVTNDADNGGEQC I EKNLFYRWSGMHAS I AVHLSREYLNSETGEFYPNLKVFMERVGMHND 

RLSNIYFNYALVSQAIVKLSEILPLREFIQSGYDDITPAQKQHLLANNDVESVEVYD 

SLEIANVVFNTSNLFDNSNLRDEFRSRFRNISAIMDCVGCDRCRMWGKIQTIGYGTALKILFEDDNY 

DNHNLKFRRIErVALINTFDRLSKSIESIUSn^ 

FPFVSPLPQKKPDQTNTPKNQQQKQPQETDKKRLTLEEIAHTKPEDRTFIEDFRLSFDEVWQALRF 
VLTSYQRFPAVLSRFTLVQI^EWWNKLLGKPTVYDYQSSFDVDALQYSQVLG 

YMR022W_homolog 1004bp public: 1 . . 507/668 . . 1004 , PathoSeq: 
508.. 667; CDS: 501.. 1001 (SEQ ID NO 419) 
TGTGAAAAAAAATTGTGGTGTGGATGTTGTTGTCG 
AACAATTTCAAAGTTGGGCTTGGAGATCGATTTTTTTTCCCGCGT 

AGTCGACCAGTACGTTTTAATTGAATACGAGAGTCGACGCAATTACATCAATCCAACATTCCACTT 

ATTCTATATCAATGTAAAGTCATTTTTTGATAATATCGTAATTTACACATTTCGTATATCTCGGC 

ATAGGGGGGATAAAAAATAGTATTGACTAATTAATATATCTTGTTTATCAAATCAGGAGTATAGAA 

TTCCACCCAACAACTAGATTTTCCGAATGCGAAACGACGAGGACGACACAACAACGACTAAAGAAG 

AAGAAGAAAAAAAATATAAATAAATTGATCACGCACACATTAGAAACACAATATTGGATCACTTT^ 

TTCGATAATACTACCACCACACAGCTCATTCACCACTCATGCCCCGAAGTTCTACTGCTCAAAAGC 

GTTTACTAACAGAGTATCAACAATTATCGAGGGACCCACCACCTGGGATAATCGCAGGACCAGTGA 

GTGAAGATAATTTATACAAATGGGAATGTTTATTAGAAGGACCATCCGATACTCCATATGCAAATG 

GAGTATCCCCAGCAGTATTGACTTTCCCTAAAGATTACCCATTATCACCACCT^ 

ATCCACCATTGTTACATCCAAATATTTATGCTGATGGAACCGTTTGTATTTC 

CTGGTGAAGATCCAAATCAATATGAACGACCAGAGGAAAGATGGTCACCTGTGCAAAGTATTGAAA 
AGATCTTGTTGAGTGTCATGTCTATGCTTGCAGAACCTAATCCTGAAAGTGGGGCTAATATCGATG 
CTTGTAAATTATGGAGAGATAATCGTGCTGAATATGACCGACAAATTAGACAACATGTCAAGGAGT 
CATTAGGATTATGA 

YMR022W_homolog 167aa (SEQ ID NO 420) 

MPRSSTAQKRLLTEYQQLSRDPPPGIIAGPVSEDNLYKWECLLEGPSDTPYANGVSPAVLTFPKDY 
PLSPPTLKFDPPLLHPNIYADGTVCISILHPPGEDPNQYERPEERWSPVQSIEKILLSVMSMLAEP 
NPESGANI DACKLWRDNRAE YDRQ I RQHVKES LGL 

YMR118C_homolog 1031bp PathoSeq: 1..1031; CDS: 501.. 1028 (SEQ ID 
NO 421) 

CGATTGTCTTTCCTTTATGATTGTTCTTTAACGGAATT 

ACGTGATATAATCTCCTATCGCTAGTAGTAAGTTTTAATTTTTTTC 

TCTATTGTCGTAGATTTCGCATACTTGTGATAATATCTGGTGTGTACAC 
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TTGTAAATTACAATTTTTCTATTGG 

TTGAATCCGGAAACTACCATTAATTCACTCATTCTACTCACTCACCTTACACCCTCACTCACTCAA 
AC AATT AT ATC AAC C C AAAAAAAAAAAATCTTC ACT AC AC C AAT AAC AAAG AAC C AAT AGTTC AAT 
CTAATAAACCATCCTTCCCCCTAGCCTGCCACAACAACATGATTTCTCGT^ 

GACCTACCGTGTCCACTTTAAACAACTATGTCAAATTACAATCGACATTAGCCCTTAAAAGATACA 
CATCAACCGTACCAGCAACTTCAAATCAAGAACAAGAAATATTGGTTGCCCAACGTAAAAAT^ 
CTACATCACCTCATTTACAAATTTATGAACCACAATTAACTTGGATCATGTCATCATTCCATAGAA 
TCACTGGTGTTGCTATGGCCGGTGCCTTTTATGCTTT^ 

TAAATATTCCATTTGATACTACTACTTTAGTATCTGCATTCACCACATTACCAAC 
ATGGTATCAAAGCTATTTGTGCTTATCCATTTGTTTATCATATTGGTAATC 
TTTGGGATTTTGGTAAAGAATTAACCATCCCTGGTGTTTATAGAACTC 
CTACTGCTGTCATTGGAAGTTATTTAGCTTTCTTATGGTAA 

YMRll8C_homolog 176aa (SEQ ID NO 422) 
MISRIGLLKRPTVSTLNNYVKLQSTLALKRYTSTVPATSNQEQE 

TWIMS S FHRITGVAMAGAFYALTCGFAATS ILNI PFDTTTLVS AFTTLPTFAQ YGI KAICAYPFVY 
HIGNGIRHLVWDFGKELTI PGVYRTG Y AVLAATAVI G S YL AF LW 

YMR230W_homolog 1176bp public: 1..1176; exon 1: 501.. 551, intron 
1: 552.. 870, exon 2: 871.. 1173 (SEQ ID NO 423) 

AAAAGCAAGAAGAGAAGGACTCGTTGGCCAATTTCTTCGGCAATTTCAAGAAGAAAAGAGTAGCTG 

TTTAGAACTATATATATATGTACTCGCGCTTTAATGTTTATAGCAATA 

TATTTAATCAAACTTGGTTGTAACTTATGATTATGGTAGTGATCTAAGAACACAAC 

ATGGTAGTTTCTTTGATTTTGTGTTTCTATTAGATTCCTC 

TTTTTGCAGACATTAAACCTCAGGGCTATAGCCCTAATGGCA^^ 

ATTTTTCTACACTACTAGTAAAAAAATTTTCTTTCCGCTCACTATTCACAC^ 

CACAATTACAGTCTACCAACAGGAAAAGAAAAAAAAAAGGAATCTGGTAATTGAAAAATTGA 

TGGTTCTTTTAATACTATCAATCAACTAGAGTCACAGCATGTTAATTCCAAAAGAAGACAGAAAGA 

AG ATC C ACC AAT ACCTCTTC C AAGGT ATGTAAATATGAATT AT AAAC TGG AAC AGAAT ATGGC ATT 

TCAAGGGATGCACGATAAGTCAAGAGTTCATGAAAAAGCACAGATTATAACAGTCGTAAAGAAAAA 

TTTCACTACCAACAACAATAAGAAGATATCAAAGAGATTCAGTAATCACTACTTACAAGAAACATA 

TAACATCATGGAGAGTTTAATTTGAAATACGAATGAATATACAAATGAACTATACCCTTT^ 

CCATATCACGTTTCAAGAAATATTTAAACAAAAATAAAATGAAGAATAAAACTTGGAT 

ACATGTATTATAGAGGGTGTCGTTGTTGCTAAGAAAGACTTCAACCAACCAAAGCACGATGAAATT 

GATACTAGAAACTTGTTCGTCATCAAAGCTTTACAATCTTTGACTTCTAAAGGTTACGTCAAG 

CAATTCTCATGGCAATACTACTACTACACCTTGACTGATGAAGGTGTTGAATTCTTGAGAACCGAA 

TTGAACATTCCAGAAGGTATCTTGCCATTGACCAGATTGAAGAATGCTCCAGCTGAAAGACCAAGA 

CCATCAAGAGGCGGTCCAAGAAGAGGTGGTTACAGAGGTAGAGCTAGAGACTAA 

YMR230W_homolog 118aa (SEQ ID NO 424) 
MLIPKEDRKKIHQYLFQEGVWAKKDFNQPKHDEIOT 

TLTDEGVE F LRTELNI PEG I L PLTRLKNAP AERPRPS RGG PRRGG YRGRARD 

YNL054W_homolog 2840bp public: 1 2197/2199 .. 2840, PathoSeg: 2198; 
CDS: 501.. 2197 (SEQ ID NO 425) 

TGTTGGGAGTATTCTGGCACAACAAATACTTACTTTTAGGTTACTAACATT 

ACTAATTATCTAGTTTATATCTATATCCATTATTGTTGAAATCACTATCGTGAGGTAAATAACAAC 

TACAGAGTTGTCACAGTATCCAAAAAAAACTTTGTACCTATCAATACATTTTAAGCAATA 

TTATTGCTGTAATCAAGTGTTACCAGTATCTCTAGTTAATGTTGAGTTTATACCTAAAACATG 

TATATCAACTTTAAATGCCCCTAATCACGTGATACAGCACATGGGAATTTGC 

TGCACGTACACGGCACATGTACACGACTTTTTTTTCTAAATATTTTTT^ 

TTAAACAATATTATTTTCATATATATAATTGCTTAGTTTACTTGCTTC 

TTTTTTTTTTCCTTTTTC 

ATATGTCTAGCACTGGAAACATGAATGAAAATACAGATGCTCCACCGAAACAGCAGACGAAAAAGA 
AAATATCAAAACAGAATTCAACCAAAACCGATTTTTTTGCTGCACGA 

ATATAGAAAGCAGTGATAGTGATGAAACGTTTATATATGAGAATAATGATACTGAACTTGATGATA 
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ATGCTAGTAATATTAACAATAACAACAATAACAGCACCAATAACATTATCAATTTAGATAATGCTA 
GTGTTAACGGAAGTATGATTGCTTCATCCAATGCAATGGTGACTGGTCCTCC 

CGTTAGGATCGGGCCTTCGATCGCCATCCATACTAGAGGGGGAACAGCTTCAATATTTTCATGACC 

CAGTGAGGCAACAACAGTTCAAACTTCCTTCTACCAAGGCTCCGTCAATTTCCAACTCCATCAGCA 

GTTCAAATAATATAGATTCAATACTTAAACGACCTGTACATCTACGTGAGGCATCAACGTATTCAG 

TGAATGATAATGACCACCGAAATCTTGTGCTACCAAACTCAACTGAAAGGTTTACTGCTTC 

CGAACAATATTGGTAATGAAAATATACCTCAATACCAG7VAAACTAGTAGTGTTGCCCACTCAATCA 

ATGAAGGATACAATGATGATACATTTTCATATAATGAAGTTGAGGATAATTTAATTGATGAAGATT 

CCACGGACGATGGGGATTTGACAAAAAATACCATTACTAATAACAACAATCCACCAACCACGTCGA 

GCCAACAGCAACCACAACCGCAACCACAGCCGCAACCACAGCAACCACAACTACATACTCTGTCTC 

CTCTAAATCAGATACAAGCAGCGACATCAGCAACACCTTCTGTGTCCACTAAAAACGCGTCTAAAA 

GAAATTACAAAACCTCATCCACTTCCTCAAAATTAAGATCAACTACATCAAAACTTTTCGATAAAA 

AAGGGTCACAACCAAGAAGATACAGTACCATTCCTGATGATATTGACATTGAAGATTTCGATGATG 

AGCTTATATACTATGACAACACAGCTAGGTTCCCAGCGAACGAATCAACTTCATTACTAAATCAAA 

ACCAAAGAATCCCCCATTATAGATCACTTAATTTGAATTTCCCTCAGGTGAAGCGCCAAAGCAAGC 

GTTATTTGTCAACTGGCCAACCTTTAGAGAGTTCTGATCGTGGCTCTAACAAAGATGGTACTGATA 

ATGGAAACAACAGTGATCACAATATTAATTCTCCTTTGACTGCTAATAATAATAATAATAACGTCA 

ATCACAACGATCATGGTGATAACAAAAAGAGTAATACCAACAACAACAACATTGCTAATAATAGAG 

CATTTCCATTTCCTTATCAAGATCAACAACATCATTATTACTACGACTACGATGATTTTGACCAAG 

AATCACAAATCAATGGACCCAATTTTGATTTGCCAGACCTCCCTATAAACAGATCAGCTTCACGGA 

ATTTTAACAACAACAATAACCCCAAAAGATTTGGCGACAGTCATTTTTTTCTACCAAG 

ATCAGTATAGTCAAAGAACAAGCTTTCTAAAGTCATGCATTT^ 

TGCTTACCATAGGGTTTGTATTGGGGTTTGTTTTGGCCACAAC 

TCACATCCATTGAGAACCCCATTGTTAGTAAAGATGAGTTAGTTTTCAATGTTG 

TTAATCCAGGGTGGTTTTCCGTTGACATCAATGAAGTAGAGTTGGATTTATTTG 

ATCTACCTGATACAGATAATCTGAAAATATCTAACATGGGAGGGTCACAAAAAGTAGAGACGGTTA 

AATTAGGAACGATTTTGAATTTTGAATCGGTTCTCAATTTCAAAGGTGGGTTT 

CGACAATTCAAAAGGGAGGAATCCGATTATTATATCCTGGCAAAAATGTTACTGCCGAGGCTAAAT 
TGGTTGTAAATATGGCTGATATTAAAATAGCTGCTTCCAATAGCATTGCTAAAGAAAGCACTACTA 
GTAATGACACCAACGATAATGACAACTCCAAGAAGTGGGAAATCATATCAAGCAATCCATTTGATT 
TGATTATAACTGGAGTATTGAAGTATGATTTACCATTTTCAAGAACCTCAAGATCAGTCGTGGTTA 
GAAAAACTGGGTATATTGATCCTACCTTATTCGTAATACCACAAGGAGAGAATAATATTTCAATTT 
AG 

YNL054W_homolog 779aa (SEQ ID NO 426) 

MLHPNNSVVDMSSTGNMNENTDAPPKQQTKKKISKQNSTKTDFFAARLASAVDDIESSDSDETFIY 

ENNDTELDDNASNINNNNNNSTNNI INLDNASVNGSMI AS SNAMVTGPPGTS I ALGSGLRS PS I LE 

GEQLQYFHDPVRQQQFKLPSTKAPSISNSISSSNNIDSILKRPVHLREASTYSVND^HRNLVLPN 

STERFTASPSNNIGNENIPQYQKTSSVAHSINEGYNDDTFSYNEVEDNLIDEDSTDDGDLTKNTIT 

NNNNPPTTSSQQQPQPQPQPQPQQPQLHTSSPLNQIQAATSATPSVSTKNASKRNYKTSSTSSKLR 

STTSKLFDKKGSQPRRYSTIPDDIDIEDFDDELIYYDNTARFPANESTSLI^QNQRIPHYRSLNLN 

FPQVKRQSKRYLSTGQPLESSDRGSNKDGTDNGNNSDHNINSPLTANNNNNN^ 

NWIVINIAOT^UIFPFPYQDQQHHYYTO 

SHFFLPRKTDQYSQRTSFLKSCIYTFVCILIVLTIGFVLGFVLATTKDLTDVGITSIENPIVSKDE 
LVFNWI EAFN PGWF S VD INEVELDLF ARS GYLPDTDNS KI SNMGGSQ KVETVKLGT I LNF E SVLN 
FKGGFLSREPTIQKGGIRLLYPGKNVTAEAKLWm 

E 1 1 S SNPFDL I ITGVLKYDLPFSRTSRSVWRKTGYIDPTLFVI PQGENNI S I 

YNL075W_homolog 1352bp public: 1 . . 136/138 . . 1352 , PathoSeq: 137; 
CDS: 501.. 1349 (SEQ ID NO 427) 

CCCACAGACCAATAACGTTTTACCAACCAAAACCTCTGATATCAATGATTCGAAAAGATTCATTCA 

ACCCCGGTTAGCTGTTTGAGTATTGGATAGCAACACTTTCAATTAGTGCAACACAATCAAATTACC 

AATACTTGTTTACCTTTCATCTGATTCTAATTGGTTCATAGCAATATAGTCTC 

TATTAATATAAATAAAACTTATTTATCACGTTGTTTAGTAGTCTCGCAAATT^ 

AGTAAACTTGTTGTGTTAGATGAGCTCAAATATCTGGT 

AATATCCAAGAACAGTCGTGCAAGTTTCAAAATACCATCGCAAAAATCCTAACAAAAAAAAAAAAT 
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TAATAAAGAAAAGAAATAATTCTATAATAGCTCATCACAACAATTCGTCTACACTTCCCACCTGAT 
TTGTTGGTTTAAATATAATAAGACAAACCTCAGAAGCTATGATAAGAAAACAGGCTAGAGAAAGAA 
GAGAGTATCTTTATAGAAAGGCTTTACAGCTTCAGGAATCTTCCT^ 

TGAAAGCAGCTCTAGCAAGTGGAAAATCATTATCAAAGGAGCTTGCCGAAGATGAAAAATTACAAC 

GTGATTTTATTTACGATGAAAGTGAACAAATAGAAATTGATGACGAATAC 

TATCTGATCCAAAAGTTGTTATTACCACATCCCGTGATCCATCTGTCAAGTTGCTACA^ 

AAGAAATCAAGTTAATGTTTCCAAATAGCTTGAAGTTGAATCGAGGA 

TGGTAAGTACCTGTAATAGAGTGCAAGTTTCCGATATGATTTC^ 

CATCAAGTTTAACTGTAAGCCACTTTCCTCATGGCCCAACTGCGATTTTCACGTTACATAATGTC 

AACTAAGACACGATTTGCCAAACTTGGGAAACGTCTCAGAGTCCTATCCTCACTTAATATTTGAGA 

ATTTCCAATCCGACTTGGGTAAGCGTGTGGTTAAAATATTGCAACATTTG 

AGAAAGATAGCTCCAGAGTAATAACATTTGTCAATAACGATGACTACATATCGGTGAGACACCATG 
TTTACGTCAAAACTAAGGATTCAGTGGAGTTGAGTGAGATTGGCCCACGTTTCGAAATGAGATTGT 
ATGAAATCAGACTAGGATTACCTGACAACAAAGATGCTGATGTCGAGTGGCAGATGAGAAGATTCA 
TAAGAAC AGC T AATAGAAAGAATT ACTTGTAA 

YNL075W_homolog 283aa (SEQ ID NO 428) 

MIRKQARERREYLYRKALQLQESSLTEKRQQLKAALASGKSLSKELAEDEKLQRDFIYDESEQIEI 
DDEY SRLSGI SDPKVVITTSRDPSVKLLQFSKEIKLMFPNSLKLNRGNYI I SDLVSTCNRVQVSDM 
ILLHEHRGVPSSLTVSHFPHGPTAIFTLHNVKLRHDLPNIX5NVSESYPHLIFENFQSDLGKRVVKI 
LQHLFPPGVKKDSSRVITFVNNDDYISVRHHVYVKT^ 
DVEWQMRRF I RT ANRKNYL 

YNL096C_YOR096W_homolog 1 06 lbp public: 1..1061; CDS: 501.. 1058 
(SEQ ID NO 429) 
TCCTTTTGTTTTTATTTTTGCTGTGT 

GACTAATATGAGATGATCGTATGTGGGTGGGTGGGGAGGAAGGGACCCGGAATTCTAGGAACAGGA 

AAAATAAAAACGAATAAACAAAAACCCCCCAATCGGCATGCATCGGAATTCTTTCAGCCCAATTAC 
TTTATTTTTGCCCACTTCTTTTGG 

TGCAGTCTATTTTATTTTTCTCTTTTTTTTTTGGCTGTT^ 

TTGAAAAAAAAATCATTTTTACAGTTTACATTTCTCTAACCTGCAAAAAGCTCT 

GTGAGAGTTACTCGTTCACAATAGTATACTTTACAGGGGAGTTCTTTTCTTTTGGA 

AACAGCAAATAGCCAAGGATCAAGCTTCATCATTAATCATGTCCTCTAAGATCTTATCAGAAAACC 

CAACTGAATTAGAATTAAAAGTTGCTCAAGCTTTCGTTGATTTGGAATCTCAAGC 

CTG AATTG AGAC C ATT AC AATTC AAATCTATC AAAG AAATTGATGTT AATGGAGGT AAAAAAGC TT 

TAGCTGTTTTCGTTCCACCACCAAGTTTACAAGCTTACAGAAAAGTTCAAACTAGATTAACTA 

AATTAGAAAAAAAATTCCCAGATAGACATGTTGTCTTTTTAGCTGAAAGAAG 

CAGCTAGAAAAGCTAGAAAACAACAAAAAAGACCAAGATCAAGAACTTTGACTGCTGTTCATGATA 

AAATTTTGGAAGATTTAGTTTTCCCAACTGAAATCATTGGTAAAAGAGTTAGA 

GTAACAAAATCCAAAAAGTCTTGTTGGATTCTAAAGATTCAACTGCTGTTGATTACAAA 

CTTTCCAACAATTGTACTCAAAATTGACTGGTAAACAAGTTGTTTTTGAAA 

ATTAG 

YNL096C_YOR09 6W_homolog 186aa (SEQ ID NO 430) 

MSSKILSENPTELELKVAQAFVDLESQADLKAELRPLQFKSIKEIDVNGGKKALAVFVPPPSLQAY 
RKVQTRLTRELEKKFPDRHVVFLAERRILPKPAJUCARKQQKRPRSRTLTAVHDKILEDLVFPTEII 
GKRVRYLVGGNKIQKVLLDSKDSTAVDYKLDSFQQLYSKLTGKQVVFEIPGESH 

YNL178W_homolog 1256bp public: 1..1024, PathoSeq: 1025. .1256; CDS: 
501.. 1253 (SEQ ID NO 431) 

TGTTTTGTTTTTGCAATCAACATAATAGAAGACCAAACAAATAATTTCT 

CGTAGTTTTACACTTCTAGCCTCTCTTGTAAATATACACCTAATTGACAGTACCATTAGGACCCCA 
TCTTATCGTTAAGGATAATACTTCTTCTTCTTCTTCTTC 

AAAAAAAAAAAAAAACAAAGCCGCACAAGTTTTCCTAAAATGACTTATTTTGTGTAACG 
GTGATC AT AATTTTTTTAAATTCAAAAACTGAAC C AAATTCCTGC ATA 
AGAAAAAGAAAATTTTTTCAATCTTGTTTGAGGAGAGAGAGGTGAAAi^ 
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CTTTCTTTCATTCTCATATACCATAAACTT^ 

CAAACCTCTACAACAGATCCAATTAATTAACAAAAAAAATGGTTAACGCTATCTTATCTAAGAA^ 

AGAAATTAGTAGCTGACGGTGTCTTCTACGCTGAATTGAACGAATTCTTCACCAGAGAATT 

AACAAGGTTATGCTGGTGTTGAAGTTAGAAAAACTCCATCTAAATTGGAAGTTATTGTO 

CTAACACTCAAGGTGTTTTAGGTGAACAAGGTAGAAGAATC 

AAAGATTCAAATTATCTCCAGAAGGTATTGCCATTTATGCTGAAAGAGTTGAA^ 

CTGCTGCTGTTCAAGCTGAAGCTTTGAAAGCCAAATTATTGTCTGGTTTACCAA 

CTTATGGTGTTTTAAGATTTGCTATGGGTGCCGGTGCTAAAGGTC 

AATTAAGAGCTGCTAGAGCTAAATCTCAAAAATATGCTGATGGTTTTATGATTC 

CAACTAGAGATTTCATTGATATTGCCATTAGACATGTTTTAATGAGACAAGG 

AAGTTAAAATTATGAAAGATCCAGCTGCTAATAGATTTGGTCCAAGAGCTTTACCAGATGCTGCT 

AAATTGCTGAAGCTAAAGATGAAGATGAAGTTATTCCAGCTCCAACTGTTAAATCTTATAAACAAA 

CTGCTGAAGATGAAACTGAAACTGATGCTCCAGTTGAAGCTGAAGCTGAAGTTGAAGCTACTGCTT 

AA 

YNL178W_homolog 251aa (SEQ ID NO 432) 
MVNAI LSKKKKLVAIX3W YAELNEFFTRELAEQGYAG 

IHELTSLIVKRFKLSPEGIAIYAERVEERGLSAAVQAEALKAKLLSGLPIRRAAYGVLRFAMGAGA 

KGVEWISGKLRAARAKSQKYADGFMIHSGQPTRDFIDIAIRH^ 

GPRALPDAVKIAEAKDEDEVIPAPTVKSYKQTAEDETETDAPVEAEAEVEATA 

YNL182C_homolog 2105bp public: 1..728, PathoSeq: 729.. 2105; CDS: 
501.. 2102 (SEQ ID NO 433) 

AAACTTTCTGATTGAATAAAGTGAACTCAAATCACATTCTTCGGCATATATCAAACCATTATTAGT 
TTTATCACGTAAATCTTCAATATACTCAGCCACCCATTGATCATTGGTTCTTCTAGTAAGTAATAT 
TAGTTGTGCTCCTCGTTGTCCCAATTCATATGCTATTTGAGCTCCAATACCACTGGTCCCACCAGT 
AATCATAAACACTTTCCCATGCATGTCTCGCTCCCACGTATTGGTGGCACCATGGAAATAATACTT 
GGCTCCAGCAAGAGTTAATAGAATGGGAAGAACGGTAGGTCCATATT^ 

TGGAATCACCTCTGGCCCATCAAACACAACACTAGTTAAAAAATTCACTGGCATAATTGGTATATC 
AAGAGTGAAGAAAAATGCTGTATTGGAGGTTGGAATTTGTTC 
TCTTGTCCTTTTTTTTTTCAGTGCTAACATAATTTGGGATC 
TACAATTTCTTGTTCTTGTTCTCCC^ 

AAGTAGTATTTTACATAGCTCAAGGTGATCCAGCTGATAAACACAGTCAAGAATCATATGGATATG 

TTACATCAATCCATTCTTCCAAACAATATGCATCTTATCGACAAGCAGACTCGCATATAAACGGTA* 

CTGCCATAACTGGTATTGGCCCAGGAGAAAGAATTTTCACTGCTGTTCCTAACAAGGC 

ATGTATATTCATGGGGAAAAGAAAGTGTTGATCAACGTATACCGATACCAGAAGCATTGACTTGTA 

TCACGTTGATAAACCATCCAAATGGCAGTAACAACAACAGCGACAATGATGACAACCAGTTATACA 

AATTACCAAATTACCGAGTTCCTTGGTTGTTA^ 

GGGAATTAAGTTCAGGCAATTTATTATGTGTCAGAGACGCCCATTATCAGGGGATCACTACCATCA 
AGGGTTCAAGCTGTGGAACATTTTTAATTACTGGA 

TAGCAGAATTAATTAGTATTTATGACAAATCAGACCATCAAGTGAAACCATATTGGCAAATCACTG 
ATAACACATTACCACTCACTGATCTTTGTTTAAATGATACTCATAACATTAATGATCTAAAATTAT 
ATACAACTTCAGAAGACAGCACGGTCAGGATTTATGATATAGTCACAAAGAGTTTGTTAACCACAT 
TTATTTTACCCAGTTCCGCTGAATGTATCACCAAGGATCCAGCTAATAGAGCGTTATATGTCGGGT 
TGAATAACGGTCTTGTAAGATCAATTCCTTTATATTCT 

GTATTGGCGGCATGAATAAGATAATCACGGTTGATGCTGATCAAAATTTAAAAGAGACATTTGTTG 
CACATCAACAAAAGACGAAAACAGGAGACGATAAGCCTGTTGTTGTTACGAAATTGACAATTTCTO 
TTGATGGTACAAGTATAATATCTGGTGATTCTGAAGGCAGAGTGTTTC 

AACAAGTTGTGAAATCATTCACACCTTGTAACTCTCCAATAGCTTATATTGCTGTTGAAACTATCC 
CTGATGACTTTGTCAATAACTTAGCTACTAGTACTACCACTAATAAAGCTGACAAGAAACATAGAA 
TGATACCTCAATTTAAACGAGTACTAGCAAGCACCAATTCTGAAGAACATCAGATATTCTTGGACA 
TTCCTGGTAAAACCACCGCAACCACCAACGCAACCGGCAATATTGACTTTGCAACTTGGTTACAAG 
GCAAACAATCTGAAGAATTACAATTCAAAAACCTTTCTGGAATAAACTCTATTGTCAAACAAGTTG 
GCAACGAGAATGTATCGGATCTCGAAGAGAGATTACAAAGAGTTTCTCAAGCATACACTGAATTAA 
GAAACAAACATGAAGAATTAATTAAAGAACATGCCAAATTATTAGATAAATTAGAATAG 
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YNL182C_homolog 534aa (SEQ ID NO 434) 

MYVLKKKNFVQFLVLVLPLISSLSYKFTNMDEVVFYIAQGDPADKHSQESYGYVTSIHSSKQYASY 

RQADSH^GTAITGIGPGERIFTAVPNKALINWSWGKESTO^ 

SDNDDNQLYKLPNYRVPftTLLAGGSKSGKLYIWELSSG^ 

EDARCLVWNLAELISIYDKSDHQVKPYWQITDICTL^ 

IVTKSLLTTFILPSSAECITKDPANRALYVGLNNGLVRSIPLY 

DQNLKETFVAHQQKTKTGDDKPVVVTKLTI SFDGTS 1 1 SGDSEGRVFVSDI VTKQWKSFTPCNS P 
IAYIAVETIPDDFVNNLATSTTTNKAD 

NIDFATWLQGKQSEELQFK^SGINSIVKQVGNEIWSDLEERLQRVSQAYTELRNKHEELIKEHAK 
LLDKLE 

YNLl90W_homolog 896bp public: 1..896; CDS: 501.. 893 (SEQ ID NO 
435) 

TTTCTGCAAGTATTGCGTGTGCTGCACAAACTTTTT 

CGGCAAGAAAAAACAGAAACAATACCACCAGCACGGACAAAAAGATTATAAGCTTTGTGTAATAAG 

GTTATGTCATCGGGTATTACAGATTGCAGGGCCATCTTGTCTTCATCAGTTATAGCATTTCAATA 

AAATAAGCCACATATGTGTACAGCGC^GAGTCTACTCAACATGTGTAAATAGAATAAATCAATTGA 

CACAGTCTTTTGAGATCTGTTATTCTGGCCTATAGCGTTTTAGGAAATTC 

GTTTTTCTTTTATCTATTTTCGC^ 

TGTCGGTCTTCGCAGTAAAAATAAAAAATTCAAAAAAAAAAAC 

CTTTCTTTTCTATCAACAATACTAATCACAAGCCAACCATGAAATTCACTACTGTTGCCACTGTTT 

TTGCTATTTCCTCATTAGCTGCCGKZTAAAGGTGGTGAAAAAGATCACGGTAAAGCTTC 

CCAAATATGTCACTGAAACTACCCACAGATACGGTCGTTTTGACAAAACCAGTAGATCTAAAAAGC 

CAAAGGAAACTGGTACTCACAGATACGGTAAATTCAACAAGACTCCACGTCCAGTTACCACAACTG 

TCTTGGTCAAAGAAAGCGACCTTCCAAAGAAAAGAGATGCTGTTGTTGCTAGAGATTCT 

CTTCTTCCAACTCTACCACCTCTAGTGGTAACAATGGTGTCGCCACTGGTGTCAGCTTGGGTCTTG 

CTGGTGTCTTAGCTGTTGGTGCTGCTTTGGTCATCTAA 

YNL190W_homolog 131aa (SEQ ID NO 436) 

MKFTTVATVF AI S SLAAAKGGEKDHGKASTVTKYVTETTHRYGRFDKT SRSKKPKETGTHRYGKFN 
KTPRPVTTTVLVKESDLPKKRDAVVARDSKNASSNSTTSSGN^ 

YNL208W_homolog 1076bp PathoSeq: 1..1076; CDS: 501.. 1073 (SEQ ID 
NO 437) 

TTTTTGATCAGGCCTTTTGTTTTTTTT 

TATAGGGAGTTGGAAAATTAAAAGCTTGAAAAGAAAGAAAGAAAGAAATACCAACGTGG^ 

ATTACGTAAGTCACTATAACTTGCATAGAAATTTCAGGTTTTCAATTTAAGAAA 

TGAATTAAGCAATTGAAACGAATTGAACCAGCTCAGCATTTATTTTTCGTTTTC 

GGGGGTGGGTGAAAGAAAAATCTAAAAATATATAAATACTCCACTTATCTCCTCTCTTCCTCTCTT 

TCTCTCTCTAACTCAATTTCAATTTTTCCCAAACCAAAATTTCCTTTCTTT^ 

TTTTACTCAATTGAATCAATATTAAAACAATAAAAGCCATGTCAGCTAACGAT^ 

GTGATCAATCCAATTATGATCCAAAAAGATCCTCGAATCAAGGATCATCATCATCAAATGATGAAC 

AACAAGACAGAGGGTTATTATCTACTGTCGCCGGTGGTGTTGCTGG 

TAGGTGAAAAGGCACAACATGGTACTTTGGGTACTGTATTAGGT^ 

CCAATAAACTAGAAGATGCTTATGAAGACCGTAAAGAACATAAAAAACACGAGCAACAATATGGTG 

GTAGTGGTAAACACGAAGGCGGAAGACATGAAGGTGGTTTTGGTGGTGGTAGACCAGATGATCGTT 

ATG AAGGCG AT AG AAG AAATG AT AATT AC GGTGGTGGTT AC AATGAT AGAAG AG ATG AC GGTT ATG 

GTGGTGGTTACGGTGGTGGCAGACCAGACGATAGAAGACACGAAGGTGGTTTCGG^ 

CAGATGACCGTTTTGGTGGCGGTAGACCAGATGACCGTTTTGGAGGTC 

GAGATGACCGTAGATGGTAA 

YNL208W_homolog 191aa (SEQ ID NO 438) 

MSANDFYSSGDQSNYDPKRSSNQGSSSSNDEQQDRGLLSWAGGVAGGYGGHKLGEKAQHGTLGTV 
LGAIGGAIGANKLEDAYEDRKEHKKHEQQYGGSGKHEGGRHEGGFGGGRPDDRYEGDRRNDNYGGG 
YNDRRDDGYGGGYGGGRPDDRRHEGGFGGGRPDDRFGGGRPDDRFGGDRRDDRRDDRRW 
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YOL031C_homolog 1745bp public: 1..1342, PathoSeq: 1343.. 1745; CDS: 
501.. 1742 (SEQ ID NO 439) 

TTGGTATTGAAGACACCGAAGACTTGTTGAAAGATATTGAACAAGCTTTAC 
TTTGAGGGGATGTTCATTAGCAATGTATATAATTATTC 

AACCAGAAAAGTGGTTTATACAGGAATATTTTAATAGAAATATCGCTTATATTC 

TGAAAGACAATCCGAATGTAGTGCTTGTCTTATTCTGCTTGGGAATACTGTAGTATTAGCATCAA 

TGAGGAAATTCCAGATAGCTAACGGTTTTGCGATTACGAATTTCGCAACC 

AGGAATACACTACTGATCAAGGTTATTCTTAGTACAATGGAAAAAAAAAAAAAGAA 

AAACGAGAAATTAATGAACACGACTTGACTTCTACAACCTACTGGGAAAAAAAAGGCAGAGAGTTA 

TTGAAAAAGGATCATATCAAGTTCTTATTGTATATTATATC 

CCAGTTACTTAGTTGGTGTGAATTCTCTGATTGTTGATACTTCAGAGGAATTAAT^ 
CAGAAAACCCTTTAGATTGTTATCCAAAATTGTTTGTTCCAACAAACGAGTGGCAAACCA 
CAGGTCAAGATATACCACCTGGGTTACACGTTAGATTAAATATAGATACGTTGGAAAAAGAGGCCA 
AGCTAATGAGTGCTGACGAAAAAGACGAGCCAGTTCAAGAAGTAGTTGTT^ 

ATCATTCGAGGGAAGCCATCACTGAGAATCTACAAAAGTTGCATGAGCTGAAACATCCTGAAGTAA 

AACAGGAGCACGCTCATCGTACAAAGGTTAGCCAGGGAGATTTGAGTAATTTTGACGCAGCTTGTC 

TGGAAATTGAGAGTTTCAAGCCACATGAGAGTGATGTGGAAAGGTTGCATTTGGCACTAGATACTC 

TAGAGGAATTAAGTCATGATATCGAATTTGGGGTGAAATTGACCTCAGACAAAGCCATATTTCAGA 

GTTTTGTCAACATTGCCAATGGTGCTTCTGATCCAAAAATAACCGAAAAGGTATATCGTGTAATGG 

GGTCTAGTTTGAGAAATAATCCTGAAGCGATTAGTAATATCTTGACCAACTTCGACAAGAGCTATG 

TGGATAATTTGTTTGAGCAATTAGCGAATGAAAATGATGTTCTACA 

TTCAAGCTTTAGTCCAAAATAGCCATTTTGCAAGACAATATTTTTCAT^ 

TAAATGATTTAATAGCGATTTTTCCCAAACTTGGTCCAAACTCAAAG 

TAGAGGATTTACAATTGTTCCCAGTAACAAACGATAGAAGATCACTTGAAGATCAAGATCCTGAAT 
CACAGGTTTCAAAATTTATTCAGAATTCCTTTGTTGGAAATA 

CTTATTTTGATCAACTAGTAAATTTGCATCAGCTGAATAAGAGTTTGCGACCAAGTGGTGACTTTC 
TCAATTGGTTAGCTGAAGAAGTGGAGTCGCGTAAAGAGAATAAAAAAAGAGACGATTATTCA 
AAGACAAAGACTTTGATGAGTACATGTTGCGAGCACGTCATGAAGTATTTGGCAATCCAATGG 
TAAGAAAGGCAATTGCCGACGAGTTGTAG 

YOIi031C_homolog 414aa (SEQ ID NO 440) 

MKFSVLVLLASYLVGVNSSIVDTSEELICPDPENPLDCYPKLFVPTNEWQTIKPGQDIPPGLHVRL 

NIDTLEKEAKLMSADEKDEPVQEVWGGELQDHSREAITENLQKLHESKHPEVKQEHAHRTKVSQG 

DLSNFDAACSEIESFKPHESDVERLHLALDTLEELSHDIEFGVKLTSDKAIFQSFVNIANGASDPK 

ITEKVYRVMGSSLRNNPEAISNILTNFDKSYVDNLFEQLANENDVLQKRILGIIQALVQNSHFARQ 

YFSFDHSSGLNDLIAIFPKLGPNSKSRASNILEDLQLFPVTNDRRSLEDQDPESQVSKFIQNSFVG 

NKLDEKNFKSYFDQLVNLHQSNKSLRPSGDFLNWL^ 

HEVFGNPMGLRKAIADEL 

YOL048C_homolog 1244bp PathoSeq: 1 .. 27/985 .. 993 , public: 
28 . .984/994 . .1244; CDS: 501.. 1241 (SEQ ID NO 441) 
ATGATTTTTTCCTTGATTTTAGAGCTGTTA 

TGATTGAAATTAAAAATACTAACTATTCCAGGTCAAAGTAAACACTATAAAACAATATATTTCAAT 
AACAGGAGCAGTAATTAGCTTCAACATCAAGGTACTCTTTTATTTTTCTACCA 

TTGCAACACTTACTGCTCACAACGCCAATGACCATACCATTAATTTCAATAATCAAATCAAGAGCT 

TATTTGTATCCTCTCAAGGTATGTTAATGTATTAACAACACCGATTCTATTTCACCAACTAACACG 

ACAGAAAGGGGTTGTACTATTTTGTAACACATCCCACCGTTTGGCCCTTTTACATAACCATATTGA 

TACCTCAATTGGTCCTTACACTAGTCATTTACCTGATTATGTTTTCATTGTTCTT 

CTATTGTATATACATTGTTAATGGGACCATTAGGGGTGATTGGTGCGTGGTA 

AA<X!GAGCACATTGTCTATATTTGTTGTCAC^ 

ATGATGCAATATTGAGTAGAGAGTGTGCAAATGATGTGGTACTAATGGGAAAACTTAGGAGGTATA 
GAAAACTACCCATTAGAGTAAGGGCCAGAGAATACCTTAAGGCCATTCCAGATTTTTCGATCTTTC 
CCTTCTCTTTGCTCAAGCTACTTGTGTTTTTCC^ 
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TTGTATTGTTTTTCCAATCTTCCAAGCGTGGA 

GGTTTCTGCGTAGTGACATAAGAACAATCCACAAGCTAAACAGACCAGCATATATGGGGTACGGAG 
TGGTTGCGCTTTGGCTCGAGCTGTTTCCATTTATCAATATGT^ 

GAGCTGCTTTGTGGGCAGTTGATATTGAACAACAAGAGAAGGCCGTCACAGAGAATGTGGC^ 

CTACTACCACCGCCACAGATACGAATAGCGTCAATCAACAAGGTCTAGTTATACCCGTACACAATG 

AACCAGCAACTAATATACCTGAGGCTACCCCAAAAACTGCTACAAATACCATCTAA 

YOL048C_homolog 247aa (SEQ ID NO 442) 

MFSLFFPPQAIVYTLLMGPLGVIGAWYSLISQASTLSIFVVTISLMPHIQRVAYDAILSRECANDV 
VLMGKLRRYRKLPIRVRAREYLKAI PDFSIFPFSLLKLLVFFGIYFIPFVGPIIVLFFQSSKRGLK 
AHARYFKLKGF SRSD I RT I HKIiNRP AYMGYGVVALWLESF PFINMF FMFTNTLGAALWAVD I EQQE 
KAVTENVAAATTTATDTNS VNQQGLVT PVHNEP ATNI PEATPKTATNT I 

YOR027W_homolog 2270bp PathoSeq: 1 947/1781 .. 1828 , public: 
948, .1780/1829. .2270; CDS: 501.. 2267 (SEQ ID NO 443) 
GCATTTTACTTATTTAGATATTACTTCATATTGCTTTTATTTAG 
AGTTTTTATTTTTTTTTTGTTTAAAGTT^ 

TATTTAAATTATAGTAATCATCCTATAAATTTCAAAGTCAAAAGACAGATCTTAAGGTC 
TAACTCTCTATGGCCTTCTGTGTCAAATTGTTC^ 

GAAATTAGAAAAGAAAAAAATTACACATGGTAGCAGCTGATGTATAGAACTTTCTAGCAAAAAAAA 
AAAGAAAGAATTTTTTTTTCTTCCATTTTO 

ttaaaagggaaccccttcccgaaaaatccaaaaccaaaacttccacccaaatatcaaataa 

ttatcattccaacagataatattcccacttcaataacaatgacaacagctgacgaatacaaagcag 

aaggtaacaaatattttgctgctaaagattttgaaaaggcgattc 

aagcatcacctgaaccaaaccatgttctttattcaaatcgttctggatcttatgcctctttaaaag 

attttaacaacgk:attaaaagatgctcaagaatgtgtcaagatcaatcctagtt 

ataatagaattgctggggctgaatttggtttaggtaattttgatc 

aatgtttggagttggatccaaataatgccatggctaaagaaggtttaaaat^ 

tatcatctggtggtggtgatgacaaggatttaggatttggtaaaattttaaatgatcctaa 

ATACTAAATTGAAAAATAATCCTAAAACAAGTGAATTTATGAATG 

TTGAACGTCTTAAAACTAATCCACAATTGGGTAATCCTGATATGTTTAGTGATCCAAGATTAT^ 
CGGCTTTTGCTGCTTTAATGGGTATTGACATGG 

AATCACAATCCAATGCATCAGAACCAAAACTGGAACCAAAATCAGTACCAGAATCTAAACCAGAAC 

CAAAAGCAGAACAAAAGGAAGAAGAATCAACCTCAGCCAAAGATGAAGACACTCCAATGACTGATG 

CCCAAGACGACACTAATGATAATGATGCCAAAACCCAAGCTGACAATGCTAAAGCTGAAGGTAATG 

CCTTATACAAGAAACGTCAATTTGATGAAGCAATTGCCGCCTATAATAAGGCTTGGGAATTACATA 

AGGATATCACTTATTTAAACAATCGTGCTGCTGCCGAATATGAAAAAGGTGATTATGATGCTGCTA 

TTGCTACATGTGAAAAGGCCATTGATGAAGGTAGAGACATGAGAGCTGATTATAAATTGATTGCTA 

AATC ATTTGCTAG ATTAGGTAAT ATTT ATTTG AAAAAAG ATGAATT AC C CG AAGC AGTG AAAAATT 

TTGAAAAATCTTTAACTGAACATCGTACCCCTGATGTTTTAAATAAATTAAGATCAACTCA^ 

AAATTAAAACTAGAGAATTAAATGCTTATATAGATCCAGAAAAGGCTGAAGAAGCAAGATTACAAG 

GTAAAGAATATTTCACCAAAGGAGATTGGCCAAATGCCGTTAAGGCTTATACTC 

GAGCACCAGAAGATGCTAGAGGATATTCTAATCGTGCTGCTGCATTGGCAAAATTGTTATCATTTC 

CTGATGCTATACAAGATTGTAATAAAGCCATTGAAAAAGATCCAAATTTCATTAGAGCTTATATTA 

GAAAAGCTAATGCTCAATTGGCAATGAAAGAATATAGTCATGTCATGGATACTTTAACCGAGGCAA 

GAACTAAAGATGTTGAATTGGGTGGTAAATCAATTC 

CTTATCAAAGATTTCAAGCCATTGAAGGTGAAACTCCTGAACAAACTATGGAAAGAG 
ATCCAGAAATTGTTCAAATTTTACAAGATCCAGTAATGCAAGGAATTTTAGCTC 
ATCCTGCTGCTTTACAAGATCATATGAAAAATCCTGAAGTTTATAAAAAAATT 
CTGCTGGTGTTATTCGTACCAGATAA 

YOR027W_homolog 589aa (SEQ ID NO 444) 

MTTADEYKAEGNKYFAAKDF EKAI EAFTKAI EAS PEPNHVL YSNRSGS YAS LKDFNNALKDAQECV 
KINPSWAKGYNRIAGAEFGLGtNFDQAKSNYEKCLELDPNNAMAKEGLKSVESALSSGGGDDKDLGF 
GKILNDPNLYTKLKNNPKTSEFMNDPQFVAKLERLKTNPQLGNPDMFSDPRLLTAFAAI^MGIDMDL 
PNMGFTAPNESQSNASEPKSEPKSVPESKPEPKAEQKEEESTSAIODEDTPMTDAQDDTNDNDAKTQ 
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ADNAKAEGNALYKKRQFDEAIAAYNKAWELHIODITYLNNRAAAEYEKGDYDAAIATCEl^IDEG^ 
MRADYKLIAKSFARLGNIYLKKDELPEAVKNFEKSLTEHRTPDVLNKLRSTQREIKTRELNAYIDP 
EKAEE1ARLQGKEYFTKGDWPN AVKAYTEMI KRAPED ARGYSNRAAALAKLL S F PDAI QDCNKAI EK 
DPNFIRAYIRKANAQLAMKEYSHVMDTLTEARTKDVELGGKSIHEIDELMNKATYQRFQAIEGE 
EQTMERVSKDPEIVQI LQDPVMQGI LAQARENPAALQDHMKNPEVYKKINMLI AAGVI RTR 

YOR312C_homolog 1019bp public: 1..1019; CDS: 501.. 1016 (SEQ ID NO 
445) 

CCACTAACAAACTTTTTTTTGACTATACACCACTG 

TAAGAATTTCAGTTTAGAAGGTATTCAACAACAACCGAAGAGTATGTTCAACATCGTTATAATAGA 
ATAGAATAAGAGCATGACAACAAAGGGATACAAGCTTGAAAAAAGAAAAAGGGTGGGATATCTTAA 
AATTATTAAAGAGTTTTTTTTATAACATGTC^ 

TAAAGTCATTGGATGGGAGAGTTAATTATTCGTTTTATTATTAGGATTACCAATGAATAG 

AGTGATGGAGAGATAGAATGAAAGTATTCAGAAGAGCATCAAGTCCCTTATAAGTTTGTGAGACAT 

AATATGTCTACCCCCTTGTCAACTTGTCATAAATTTTATTGCTCGTCCTTTAAAAGA 

AAAGATTTACTAACTTAATTTCAATTATTTATAGAAAGATGTCTAGATTAAACGAATATCAAGTT 

TTGGTCGTAATTTACCAACTGAATCCGTTCCAGAACCAAAGTTGTTC 

CAAACACCGTTGTTGCCAAATCAAGATATTGGTATTTCTTGCAAAAATTGCATAAAGTTAAAAAAG 

CTTCTGGTGAAATTGTATCTGTCAACATTATTTCTGAAGCTAAACCAACTAAAGTTAAAACl^ 

GTATTTGGTTAAGATATGAATCCAGATCTGGTATTCATAACATGTACAAAGAATACAGAGATGTTA 

CTAGAGTTGGTGCTGTTGAAACCATGTACCAAGATTTAGCTGCTAGACACAGAGCTAGATTTAGAA 

GTATCCATATTTTGAAAGTTGTTGAATTAGAAAAAACTO 

AATTTTTGACTAAAGATTTGAAATTCCCATTACCACACAGAGTCCAAAAATCT^ 
AAGCTACTGCTCCAACCACTTTCTACTAA 

YOR312C_homolog 172aa (SEQ ID NO 446) 

MSRLNEYQVIGRNLPTESVPEPKLFRMRIFAPNTVVAKSRYV^FLQKLHKVKKASGEIVSVNIIS^ 
AKPTKVKTFGI WLRYE SRSGI HNMYKEYRDVTRVGAVETMYQDLAARHRARFRS IHI LKWELEKT 
DDVKRQYVKQFLTKDLKFPLPHRVQKSKKLFQATAPTTFY 

YOR3 69C_homolog 932bp PathoSeq: 1..228, public: 229.. 932; CDS: 

501.. 929 (SEQ ID NO 447) 

TGTTTACTTTTTCTGTAGTTTTAAAGTTT 

TTAACATACCTTTGTCACAAGCAATTATATTGAAGTTTTTTGATACAAGT^ 

TACATGTGAGATATATAATTGTGTATATACAGTCACGTGAATAGAGCAGAAAAATTACGAAGTAGA 
AATATTGGTAGCGCGTTAGGGCTATAGCCCTATTTAGTTTGTGCACCACACGACTTACAATTTTT^ 
TTTTTTTCTTTCTTAGAATCCTTGAGGCACTGACACTGTACTCTCTCTCTCTCT^ 
TAGGTAGTGAAAAATTTCCACTAGTCTTCCCATAACCCA^ 

GAGCAGTAAATCAATTTACTTGACGAAGAAGTCTATACATAAATATAAACTTGTCCCCTCCCCCCC 
CTTTTTTTTTAACTAACTAAGAAGAAAAAATTAAAAAAATGTCTC 

TTGAAGAAGTTGTTGTTGAAGAACAATCCGGTGCCATCACCATTGAAGATGCTTTAAAAGT 

TAAGAACTTCTTTAGTCCATGATGGTTTAGCTAGAGGTTTAAGAGAAGCTTCTAAAGCTTTATC 

AAAGAGAAGCTCAATTATGTGTTTTGTGTGACTCTGTTACTGAAGAATCAATCATCA 

AAGCTTTATGTAATGAACCAGAAGAAAAAATCCCATTGATTAAAGTTTCCGATGCTAAATT 

GTGAATGGGCTGGTTTATGTCAATTAGATAGAGATGGTAATGCTAGAAAAGTTGTTGGTGCCTCT^ 

GTGTTGTTGTCAAAAACTGGGGTGCTGATTCTGATGAAAGAAACATCTTGTTGG 

AACAATAA 

YOR369C_homolog 143aa (SEQ ID NO 448) 
MSDVEQEQIVEEVVVEEQSGAITIEDALKWIjRTSLVHDGLARGLREA 
TEESIIKLVEALCNEPEEKIPLIKVSDAKLLGEWAGLCQLDRDGNARKVVGASCVVVKNW 
RNILLEHFSQQ 

YPL047W_homolog 881bp public: 1..811, PathoSeq: 812.. 881; CDS: 
501.. 878 (SEQ ID NO 449) 
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AAAATTTCCAATCTTGAATTTCATC 

CATTATCGTTGTCATTTTCATTGTCATTGTCAATATTAC 
TCTTTGACTCTAGCTGTTCATCTGTCATTACCCTTGGCT 

ACAAACTTTTTGATTGATTGCAACTGAACAAAAAAAAATACGACAGACACAGACACACACACACA^ 

ACACAATTTTCAGCTCCTTCCAAGTCGTGTTTTTTTGGAAGAAAAAAAAAACAA^ 

AACTCTATGCTCTAACCGACAACATTAGATTACTTTGATAACTCACAACCTTTAATTAACACTATC 

TACAAAATATGACAAGTACACCAATAACGTACAAGACACTAGTATGAAAGGCAAGCACAAACTTGC 

AAACAAAAAACCCCTAACTTTTATTATAGTTTTGTTTGATGTTATTTTC 

TCTGTTTTTTTTTTTTTTCAAAGGCCGATTC 

AACATACATTAACCAGTTTAACCAATATTAAAGATCATTCCTCATTATTAAATTCATCTAATAGCA 

ATACTAATAGCAATACCAACGGTACAATTGCCAGTAATGGTGGAAATGGGACTACAAGTGATGAAA 

ATAATGAAATTGAAAATTCAACAATTCAAGATAAATCAAAATT 

ATTTCCGATGTCTTAATTGTGGTAGAAATATTGCCGGTGGAAGATTTGCATC 

GTTTAGAACGGAAACGGAAATGA 

YPL047W_homolog 126aa (SEQ ID NO 450) 

MLFCFILTKICFFFFSKADSIFNDLINNIIKQHTLTSLTNIKDHSSLLNSSNSNTNSNTNGTIASN 
GGNGTTSDENNEIENSTIQDKSKLKQLETSRYFRCLNCGKNIAGGRFASHISKCLERKRK 

YPLl37C_homolog 5344bp public: 1..3342, PathoSeq: 3343.. 5344; CDS: 
1250.. 5341 (SEQ ID NO 451) 

CTCTAGAAGTAGGACATCGTATAGTGTATAAACACTCAATAAGTAATGAAGAAACACGTTTTGTTG 
TGCAATGTTAGCTGGCGAGCTCAATATTGGGTCTCTCCGCCGTCTGTCTGCCTTGCATTCTACTTT 
TTTTCTCCTTATGGAAAACATTAGTACTAGTAGTGGTGGTAGTAGTTGCTGTTGOT 
ACGTAGTTGTTTTCCCCTCATTCTTTCATCTGATTATTCTGTCTTTGTT 

GGGGAAGAAGAAACAACAAAAGGGGAATTTGAATATACGTCAATCTTTTAATCCTACTACCACGGG 
GGGGGGGGGGGTCATACTTCTTGGTGTAAATAATGTATGGAGATTGAGGTTATTAGA 
AGAGGTCTTGGTTGAGTAAGGCGGGATAGCACAAATAATGCGTGTCTAATTGGTCAGAGAATAATA 
TGCTTTGGGGAACAATAGAAAGATGTAGCGAGAGAAATAGAATTNCAAGGGTAAGGATGATTAACT 

TTTTTTTTTTTTAATGCTT<^^ 

AAAAGAAAAGTATATAACITTAGTAATCGGAGAACAATTGAAATCAATATTTTC 

TATAGAGTAACCTGGGTCGAGGTGAACCCGAATTCAATATTGGTTTTCGGTTGTTATATGCTACAT 

AACCATCCTCATCTTGAATGAAACAAGGATAATAGAAATGAGTATATTAAACAAACAACATTATGT 

TGTTACTGTTGTATTCTGTTTTTTGGTCATTGCCATGGTAATTT 

TTCATCGTAAGTCTCTCCTTCTCTGGGAGATGTTCTCTCTCTCTTTCTCTCTCTTC 

TGTTAATTGTTAATTGTTGATTATTGATTGTTCCCCAATTA 

ATTGTCATCATAAATTTTTTTTTAGAAAATCACTCCATAAATTAAAT^ 

TAAATCGGAACTTCCGTCAATTGGATTCGGTTTTTTTTT^ 

TTTATTTTCTTTTTGCTTCCTACTTCTCTTTTATTTTCT 

CTTGAAACTGGTTAATTTTAAATCAACTTCGTGATTTTTTTCCC^ 

CAGTAATCTGCCACCACTTGGTTCTACAACTAACGATCAGAGACTACCCCAAAGCGGAGTTTCATC 

CATACCCACAAATAAATTGCCTTTACCTAATGCCAATGAAGATTTTGCCACGGGTC 

AGATGTTGACTGGCTATTTCGAGGTAAATCAAAGAAATTGGGGAAAAAGATGGC 

CAATAAGGATGAACGAAAGAATAGTCATGGTAACATCAAAAACTCGGAAAAAACTACCGCAAAACC 

CAATGAAACTAAACATGAGTCTAATGGTGAGAAGTTAGAATTCAATGTTCCAAAATCTGTAATGCC 

AACAAAGCATACATCGTCTGGGAACCCAAAAGCACCTACCAATGGACAAATCTCAAATGTAACACC 

AAGTCAACCAAGTCCGAAACAGACCACTTCTGGGTCAACAAATGCAAATGATATACCTCCAATTTC 

TCCTAAACAACCAGAAAAGGCATCAAAGTTGAATAAACTAAAAATTGGGCGTTCAAGATCGTCTTC 

TGCATCAACAGTCGTACCTTCATCTACAACAGCTTCAACTACTACTAATCCTGGAGATCCTAAAAG 

TC AACC AAAAAG ACGG AGC AGT AGTTTT AACTTTGTTACTC C TTCCTTG AC G AGTG ATTTGG CAT A 

TGACGATCCTGCATTGGTATCTCAATTATCAAAGAATTCAAATTCTCTGAACTCATCCTCGCCTAA 

TGTTTCTCGTTCAAATAGCAAAAAAGGTGGGTTATTCAGTTCACT 

CTCGGCTTCATCTAAACAACCACAACTGCATTCATCGTCTACACCATCAACCACAACGACAAATGG 

TGGCGGTAACTCGTCCGCTGCTCCAAAATCATCCCATCACTCCCCCAAATTTAATCCTT 

TGGTCCAGTATCAAAGCACAATCGAGAAGCTGAAGATTTGGTGTCTCTT^ 

TGGGAGTGGAATACCAATTAAACGTAAACCATCAATATCGGGAAATTCAATTTTCAAAGATTCATT 
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TCTCGATGATGCAAGTTCTTCACCGTCATC 

GAGACGTTCCTCTGTGGCATCTACACCATCAACACACGCGTCAACACCTCGAGTGA 

AAACCCCAATAGGAGAAAAGTACCCATTGAAGAAATATCTGAAGTTCGATTGCGTCGGGTTACCTT 

TTCTGTTGATAAACTCGAGCACGATCCGCAACAGCAGATTCCTTCAAGAAGACCTAAACGAGGTAA 

TGTTTTAATTCCACAGGACATCAATGCACCACCTCCAAGACTATGTCTTGGGATTTC 

ACCAAATAATAAAGATGACGGTAAATCACACAACCATTCCAAATATAGTGATCATGAAATTGCATT 

AGCTGAAGATGCTCAACGCCGAGCAATTATTGAAGCAGAAAAACATGCTCAAGAAGCTCATCGACA 

AGCCAAAAAGATTGCTCAAGAAGTTTCTGGGTATAGATCACATAGATTCATATCCATTAAAGAAGG 

TGGTAGTGTTGGTAATTCTAACACCAACGGCAACGACAATGACGAAGATGATGATGAGGTTGAAGA 

AGCAGTTGATAAGAAATTGGCAAATGATGTTTCTGTGGATGGACCGTTGCATGTCC 

TTTCGAAGAAGAAATTGAAAGCAAAACAGGTGAAAAGACCATTTCATTGGAAACAATCTATA 

ATGTTGTCATTTACGAGAAATTTTACCAATCC 

ACCGTTGGAAGTGTTAAAGATGCTCAACCCAAAACCAACTTTAATTGATGTGTT 
TTTTATTGCCATTACACCTATTAACACGGTCATTTTTGATAACGTGACTA 
GAAAAACTTTCTTGGATCGTTGACATATAATAAACAATTGGAAAA 
CATTGATGAGTTGGGATGGAAGTATTTGTGTGAATTTTTGGCAA 

GGATATATCACAACAACGTATCAAGCCAGATACCCCAGACACAAGCATTCGTGGTAATATGAACTG 
GGACTTATTTATTCGATCATTAATTTTGCGTGGTGGAATAGAAGAATTGGTT 

ACTATCCGATGCAATATTTGAAAAGTTCATCAATCAAGCGGTTAAGAAGTCAACCTATCGATTAGG 

TATTGCTGGTATTGATTTGAATGTTAAAAAATCAGAAATGGTCACATCGTGGTTAAC 

TTCTCAATGTGTTGGTGTTGATATTGCTTTTAATGATTTC 

TAATGCGTTTAACACTGGCAAAGTCAACAATTTAGTGTTTTTO 

GAACATTGAAGAAACTTCTGACTTGATCAAGTCATTAATTAATGTTAAAAC^ 

TTTAAGTTCCATACCTAATATCTTCCCGAAAATAATTACCCATTTGGACAAATACTTG 

TCCTAATCTTCGAAGAATACATTTTGATCTTAATGAATTAACCGCACAAGCTATTGGGTCATTGGC 

GGGGTGTTTACTGAAAATGCCCCAATTAGTTCATGTCTCGTTATTGGGTAATAGAAATTTGT 

TACGTCAGCAGCTACATTATACGGAGCAGTTAAACAATCCAAGAC 

CTACGATTTAATACCTGATCAATTATCACAACGTATTGCCTTTTATTTG 

CACTTTGAAGCCATCTCATGGCGGCAATATTGAAAGCAATCCAGAAAAACCAGAGGATTTGA 

TGATGGATCGTTATTAATGGAAACAGCTGAAAAATTATTAGTTGAAATAGAAAAGG 

GGATATCAAAATGCAAAGAATTATATCCGATTCAGTATTGGAAAGAACAAGATCGATTCGTAAGGA 

TATTCACAAAACCATTGATACATTATTCGAACAAAGAAATTTAGGTAAATTATCATT^ 

AGAGAATTTAGTTCGATTTTGTTTATTAGATTCGTCTTTAGAAAAATTGGTTG 

ACATGCCAACGGATTATTATTAACACCAACGACCTCCACGGACGATCTCAGAAGTAGAGCCATGTC 

GC C AT CGGTC ACTGTTG AT AC AATC C ATG AAAGTGC AAATGAGTTGATT AC TGC TGG ACC AATTTT 

ATCACCACATGTCAATAGGAAAGCAGAACAAAGCTCGTATTTCCCAGTGTTTGCCAATAATGATAA 

TTTGACCCCTCATCAAGTTGTCGTTGAGTCAAATGATGAAGGTAGAGATGTTCCAATAGATAAAAT 

GACAGGACGACCAGTTTTGATTCGATCAATTAGTCAAACTTCTGTGCATGCAAAAGAGCAAGAAAT 

TGAAGAAGGGGAGCTTCATAAATTTGGATTCTTTATTCAACAAAAAGAGAGACA 

ACAACAACAACAACAACAGAACTCACACCACCAGCACCAACCGGCCCAGCTGATCCAACAAGAAAA 

CCAGCTGCCGKTTGCCACAACAAGGAAAATATGAAGATTTACCGATATTAAATACATTACCGTCAGG 

ACCAGAGTTGAGAGATGCTATAATGGCAGCTAAGGGAGTAGCAAATGTTACTGAATTAATTGATCG 

AATTAATAATCATCGTGTTAAAATCGATGCACCATCGACAAAACACCATCATGAATTGAACAAACC 

AAATTCTGACAAAGTAGTTGAGGATGAAGTTGAAGTTTCTGATAATGCCTCTATTGATTCTACTAA 

TGGTGACGATTTACATCAACTTGGTGACGGTAAACATAATGGTAATGGTACGGTTGATCCCATGGT 

TAGTGAAGTTTATGACAAGTTGTTAAATGATGCTGAACGAGTCAGACTGAATAGAGATATATAA 

YPL137C_homolog 1364aa (SEQ ID NO 452) 
MTSNSPPIX5STTNDQRLPQSGVSSIPTNKLPLP 

NANKDERKNSHGNIKNSEKTTAKPNETKHESNGEKLEFNVPKSVMPTKHTSSGNPKAPTNGQISNV 
TPSQPSPKQTTSGSTNANDIPPISPKQPEKASKLNKLKIGRSRSSSASTVVPSSTTASTTTNPGDP 
KSQPKRRSSSFNFVTPSLTSDIJVYDDPAIiVSQLSl^SNSSNSSSPNVSRSNSKKGGLFSSLSSKFR 
SSSASSKQPQSHSSSTPSTTTTNGGGNSSAAPKSSHHSPKFNPSLVGPVSKHNREAEDLVSLTNTL 
PAGSGIPIKRKPSISGNSIFKDSFLDDASSSPSSSLNSDGGLKFFRRRSSVASTPSTHASTPRVIL 
NKNPNRRKVPIEEISEVRLRKVTFSVDKLEHDPQQQIPSRRPKRGNVLIPQDINAPPPRLCLGISV 
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NEPNNKDTCKSHNHSKYSDHEIA^ 

EGGSVGNSNTNGNDNDEDDDEVEEIAVDKKIiANDVSVDGPLHVHEQHFEEEIESKTGEKTISLETIY 

TRCCHLREILPIPATLKQLKNKTAPLEVLKiy^ 

MLKNFIXJSLTYNKQLEKLSLRNVSIDELGWKYLCEFI^^ 

NWDLFIRSLILRGGIEELVINGCKLSDAIFEKFINQAVKKSTYJ^ 

GNSQCVGVDIAFITOLSKGQLRPFINAFNT^ 

LDLSSIPNIFPKIITHLDKYLPRYPNLRRIHFDLNELTAQAIGSLAGCLSKMPQLVHVSLLGNRNL 

STTSAATLYGAVKQSKTLFALDLDYDLIPDQLSQRIAFYLMRNLEYTLKPSHGGNIESNPEKPEDL 

MYIX5SLLMETAEKLLVEIEKGKKEDIKMQRIISDSVLERTRSIRKDIHKTIDTLFEQRNLGKLSFE 

GKENLVRFCLLDSSLEKLVVMVEEHANGLLLTPTTSTDDLRSRAMSPSVTVOT 

I LS PHVNRKAEQS SYFPVFANNDNLTPHQVWE SNDEGRDVPIDKMTGRPVLI RS I SQTS VHAKEQ 

EIEEGELHKFGFFIQQKERQKQQQQQQQQQNSHHQHQPAQSIQQENQSPSPQQGKYEDLPILNTLP 

SGPELRDAIMAAKGVANVTELIDRINNHRVKIDAPSTKHHHELNKPNSDKVVEDEVEVSDNASIDS 

TNGDDLHQLGDGKHNGNGTVDPMVSEVYDKLLNDAERVRSNRDI 

YPL175W_homolog 1859bp public: 1 . . 393/395 1859 , PathoSeq: 
394;CDS: 501.. 1856 (SEQ ID NO 453) 

ACGGAATAATGTTATGCGAACAGAGTAACTGGGATTATCAACAAGCATCAGTCAATTTCAAAAACT 
CGGCTGCTTCTTTGCCTAGTGATGCATTTGTACAATAGAATTATAATTAAAAGAAAGGTAGAATAG 
AATTCAATGTAGGTGATATCACTTTCTGAGAGTTCTTATTACGATATATAAAATACATAGCCAAAA 
TTATAATGAAGTAAAAACATGTAACTGTGTAATTTT^ 

TAGAGTGTTGAGCATTTAAAATATGAAGGAAGACCGATAACCTAAAGTTTTCCTCAGGGTGTCGAA 
GGCTAGGAGGAATAAAATCTGAGTAGAGAACTTTCGTTTATATCA 

AAAACAAAACAAAATAACACCACAAACGAATTACACAAGCACATCCTAAACACCACTCTGTTGGAG 
CACCAATCAACCTGAGAAATGCAAACTTGTAATAAAATATGGGATACAATATAGCAATGGTAACAG 
ATTTTTTTTACCCTCAACCTGGAGGAGTAGAGTTTCATGTC 

AACTAGGACACTCAGTGGTTATCATAACTCATAATTATTCATCAAGAAATGGTGTACGAGTATTAA 

CGAATGGTTTGAAAGTGTATTATGTACCACTTTGGGTGATC^ 

TATTTCTGTGCTTCCCAATATTGAGGAATATCTTCATACGAGAAAACATTC 

ATGGTTCCTTCAGCACATTATGCCACGAAGCTATATTACATGGCCGAACAATGGGATTAAAAACAG 

TCTTCACTGATCATTCACTTTTTGGATTTGCCGAGATTGGATCAATTATGGGGAATAAAG 

AGTTCACTTTCAGTGATGTTGGCCATGTTATCTGTGTC 

TAAGAGGATCAATAGACCCCATAAAAGTGAGTGTGATACCGAATGCAGTTATTCTGAAAGATTTCA 
AGCCCAAATCGCATTGTGTTAACAAGAACTATACTAAAGAGATCACCATTGTGGTGATCACGAGAT 
TGTTTCCAAATAAAGGAGCCGATCTATTAACGGCTGTTATC 
AAGTGAAATTTCTAATTGCTGGTGACGGCCCCAAGTTTTTAGATOT 

ACTTTCTTCAGGAAAGGGTTACATTAGTAGGCGCTATAAAACACGAAGAAGTAAGAGATGTAATGG 

TCCAAGGTGACATATACTTACATCCTTCATTAACAGAGGCGTTTGGTACAGTTATTGTGGAAGCTG 

CATCATGTGGGTTATATGTTGTCACTACAAAAGTTGGAGGCATACCCGAAGTCTTACCAAACGAAA 

TGACAAGCTTTGCTGAACCGGAAGAAAACTCACTTATTGATGCTGCTATAGATGCTATAAATAAAA 

TTGAAAGTAATGAAATCGATACCTCAAAATTTCACGATGCGGTTGCAAAGAT^ 

ATATTGCAAGAAGAACAGAAAATGTTTATAATTCACTTGATTTAGACAAACTAAACGA 

TTCACCGATTACAAAGATACTATTGTTGTGGTATAATAGCAGGCAAACTTTATGCTTTATGT 

TAGTGGATATTTTTATTTTCGTGATACTAGAATGGTTGTATCCCGCTC 

CAAAATGGCCACTGGCTATCAAGGAAGAAGACGAGCTGGAAGAAGAAACATTTATTTTT 

AAGTAAATTAG 

YPL175W_homolog 452aa (SEQ ID NO 454) 
MGYNIAMVTDFFYPQPGGVEFHVYHLSQKLIELGHSWII^ 

IYRSSVFPTVFSCFPILRNIFIRENIEIIHGHGSFSTLCHEAILHGRTMGLKTVFTDHSLFGFAEI 
GS IMGNKALKFTFSDVGHVTCVSHTCKENTVLRGS IDPIKVSVT PNAVI SKDFKPKSHCVNKNYTK 
EITIWITRLFPNKGADLLTAVIPKICQLKPKVKFLIAGDGPKFLDLEQMREKYFLQERVTLVGAI 
KHEEVRDVIWQGDIYLHPSLTEAFGTVIVEAASCGLYVVTTKVGGIPEVLPN^ 
DAAIDAINKIESNEIDTSKFHDAVAKMYSWNDIARRTENVYNSLDLDKLNESLLHRLQRYYCCGII 
AGKL YALCVI VDI F I FVI LEWL YPADH I DKATKWP S AI KEEDE S EEETF I F PNKVN 
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YPL218W_homolog 1231bp PathoSeq: 1..407, public: 408.. 1231; exon 
1: 501.. 518, intron 1: 519.. 676, exon 2: 677-1228 (SEQ ID NO 455) 
GATACAATTCACGACCTCTAATT^ 
AATAATTGAATAATGATATAAATATAATGTTG 

TCAAGTGTTGTTACACTCTTGTTATTATTATTATTATATCGTTTAC^ 

ACAGCAAATACTGTCGTTAATAGGAATCAGAGGCAGAAAGAAAGAGAGAGAAAAAAAAAAAGGACA 

CATTTACACGTACACCCTTAACTTGAAGGAAAAAAACAAAACAAGAGAGACAAAGAAAGAGACAAA 

GAAAATACTTTCAACAACGAAAGATTGAGATATTGGTGATTTTCACAAACCAAAAAAA 

ACAACTTGTAGATTAACAGAATTTGAACATTTCTAGAGTTTCTTATATTCCCC 

TTAATAATAACATTTGATTATACAAGAACATTTCAATCATGTGGATTl^ 

GATTTATCTTTACCGAATCAATACTTTATTTATGAGTGATTGGTTGGT^ 

TTTATTCTATTAACCAAGTTTGATCTAATTACTGATCTGTATATACTAACCAAATATTTACCTTA^ 
CACTTAATTATTTACAGTTCAAGATATATTATCATCATTAGGAT^ 



w*v» j. a rm± i^x x aa^av»J. ± LAAbAl ATATTAlVAl^ C AAATT 

ATTATTTTTAGGGTTAGATAATGCTGGTAAAACTACTCTTTO 
GGCCACTTTACAACCAACATTACATCCAACTTCAGAAGAATTGGCCATTGGATCAGTTAGATTTAC 
TACTTTTGATTTAGGTGGACATCAACAAGCTAGAAGATTATGGAAAGATTATTTC 
TGGTATTGTCTTTTTAGTCGATGCTGCTGATACCGAAAGATTTGCTC 
AAGTTTATTTAGAATTGAAGAATTGAGTCAAGTTCCATTTGTTATTTTC 

TCCTACTGCAGTAGGGGAAATGGAATTGAAAAATGCCCTTGGATTATATAATACTACTGGTAAAG 

TACTGGTAAATTGCCTGAAGGTACTAGACCAATTGAAGTGTTTATGGTTTCCGTTG^ 

TGGATATGGTGAAGCCTTCAAATGGTTATCACAATACATTTAA 

YPL218W_homolog 190aa (SEQ ID NO 456) 
MWIFDWVQDILSSLGLWNKHAKLLFLGLDNAGKTT^ 

TTFDLGGHQQARMjWKDYFPEVNGIVFLVDAADTERFAESKAELESLFRIEELSQVPFV^ 
VPTAVGEMELKNALGLYNTTGKDTGKLPEGTRPIE^^ 

YOL127W_homolog 429 bp, public: 1..429, CDS: <1..429 (SEQ ID NO 

CTTATAGCAACTACTAAAGCTTCAGCTGCTAAAAAAGCTGCTTTGAAAGGTGTTAACGGTAAAAAG 

GCTTTAAAAGTTAGAACTAGTACTACTTTCAGATTACCAAAAACCTTAAAATTAACCAGATCTC 

AAATACCAAAGAAAATCAGTCCCACACTACAACAGATTGGATGCCCACAAAATCATTGTTC 

ATTGCCACTGAAACTGCTATGAAAAAAGTCGAAGATGGTAACACTTTGGTTT^ 

AAATCCAACAAACACCAAATCAAATCTGCTGTTAAAGAATTATACGATGTTGATGCC 

AACACTTTGATCAGACCTAACGGTACCAAGAAAGCTTACATCAGATTAACCTCTGACTACGATGCT 
TTGGATATTGCTAACAGAATCGGTTACATCTAA 

YOL127W__homolog 142 aa (SEQ ID NO 476) 

LI ATTKASAAKKAALKGVNGKKALKVRTSTTFRLPKTLKLTRS PKYQRKSVPHYNRLDAHKI IVAP 
I ATETAMKKVEDGNTL VFQ VD I KSNKHQ I KS AVKE L YDVDAL YVNTL I RPNGTKKA Y I RLTSDYDA 
LDIANRIGYI 

YJL188C_homolog 117 b P Public: 1..117, CDS: <1..>117 (SEQ ID NO 

TTAGATACCCAACTTAGTTCTTCTCCAGTGTCTT 
TCTCAATCTGATCCATTGTGGCAATGGTCTGTTTTGCTTTTC 

YJL188C_homolog 39 aa (SEQ ID NO 478) 
LDTQLSSSPVSSFSIVSDFWSSQSDPLWQWSVLLLSLS 

YGR183C_homolog 198 bp public: 1..198, CDS: 1..198 (SEQ ID NO 
479) 

ATGTTGACAGTCCTTGGTCGTTTACTTGAAAGAAACTCAATC 

GCTTTTGCTTTCCAAGGTTTTTTCGATGTTGCAGTGAACAAATO 

AAATTATGGAAAAACGTCAAAGGAAAATTCCTTGAAGGTGAAGGTC 
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YGR183C_homolog 65 aa (SEQ ID NO 480) 

MLTVLGRLLERNSI YVATI FGGAFAFQGFFDVAVNKWWEEHNKAKLWKNVKGKFLEGEGEEEDDE * 

YDR529C_homolog 457 bp Pathoseq: 1..457, CDS: 1..457 (SEQ ID NO 
481) 

ATGGTTCAATCTATGACATCTGTCGTTAAGGCAGCTAATTTCATTTTAGCAAGA 

AAAATCATTACACCACTTGCTCAAAAATTCACTGCTTATGCAGGGTATAGAGAAATGGGATTAAAA 

TTCAATGATTTACTTCTTGAAGAAACCCCAATTATGCAAACTGCTATTAAAAGA 

TTAAATTATTCAAGAAATTTTAGAATTCTTACTGCTCATCAATTAGCTTTATC 

CCAGCTGAAAAAGCTGTTAAACCTGAAGAAGATGATAATTATT^ 

GAAAAGGAAGCTTTTGAAAAAGCTGTATTGGGGAATATTGACGCTAG 

ACGAATAAGAAACGGACGAGGAAGAGGAAGAAGATGAGAAGGTCAAACATTGAAATATGAA 

YDR529C_Jiomolog 151 aa (SEQ ID NO 482) 
MVQSMTSVVKAANFILARPTLSKIITPLAQKFTAYAGYREM^ 

LNYSRNFRILTAHQLALSHQLLPAEKAVKPEEDDNYLIPYILEAEKEAFEKAVLGNIDASAIVINT 
TNKKRTRKRKKMRRSNIEI 

YBL003C_YDR225W_homolog 399 bp public: 1..399, CDS: 1..399 (SEO 
ID NO 483) V 

CTACAATTCTTGAGAAGCCTTAACACCACCTTTACCTGAT^ 

GTTTGGTAACACACCACCTTGGGCGATGGTGACATCACCCAACAATTTGTTTAAT^ 
TCTGATGGCCAATTGTAAGTGTCTTGGGATTATTC 

AGCTAATTCCAAAATTTCAGCAGCTAAATATTCCAAGACTGAAGTCAAGTACACTGGAGCACCAGA 

ACCGATTCTCTGAGCGTAGTTACCTTTTCTTAACAATCTGTGGACTCTACCGACTGGGAAAGTCAA 

ACCAGCTTTGGCTGATCTTGAAGTTGAAGCTTTTTCGGAAGTTCCTGCTTTACCTTTACCACCTGA 
CAT 

YBL003C_YDR22 5W_homolog 132 aa (SEQ ID NO 484) 

MSGGKGKAGTSEKASTSRSAKAGLTFPVGRVHRLLRKGNYAQRIGSGAPVYLTSVLEYLAAEILEL 
AGNAARDNKKSRIIPRHLQLAIRNDEELNKLLGDVTIAQGGVLPNIHQNLLPKKSGKGGVKASQEL 
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